
ORF gene cellular localization metabolic pathways change of abundance
YKL106W AAT1 mitochondria amino acid metabolism s
YLR304C ACO1 mitochondria amino acid metabolism s
YFL030W AGX1 mitochondria amino acid metabolism s
YER069W ARG5,6 mitochondria amino acid metabolism s
YMR062C ARG7 mitochondria amino acid metabolism s
YOL140W ARG8 mitochondria amino acid metabolism s
YHR208W BAT1 mitochondria amino acid metabolism s
YJL060W BNA3 mitochondria amino acid metabolism s
YGR155W CYS4 mitochondria amino acid metabolism s
YMR189W GCV2 mitochondria amino acid metabolism s
YER086W ILV1 mitochondria amino acid metabolism s
YMR108W ILV2 mitochondria amino acid metabolism s
YCL009C ILV6 mitochondria amino acid metabolism s
YNL104C LEU4 mitochondria amino acid metabolism s
YOR108W LEU9 mitochondria amino acid metabolism s
YFL018C LPD1 mitochondria amino acid metabolism s
YIL094C LYS12 mitochondria amino acid metabolism s

YDR234W LYS4 mitochondria amino acid metabolism s
YKL029C MAE1 mitochondria amino acid metabolism s
YBR263W SHM1 mitochondria amino acid metabolism s
YHR174W ENO2 mitochondria C-compound and carbohydrate metabolism s
YKL060C FBA1 mitochondria C-compound and carbohydrate metabolism s
YOR040W GLO4 mitochondria C-compound and carbohydrate metabolism s
YHR183W GND1 mitochondria C-compound and carbohydrate metabolism s
YKL152C GPM1 mitochondria C-compound and carbohydrate metabolism s

YPR002W PDH1 mitochondria C-compound and carbohydrate metabolism s
YBR196C PGI1 mitochondria C-compound and carbohydrate metabolism s
YCR012W PGK1 mitochondria C-compound and carbohydrate metabolism s
YDR050C TPI1 mitochondria C-compound and carbohydrate metabolism s
YPR006C ICL2 mitochondria C-compound and carbohydrate metabolism s
YLR356W ATG33 mitochondria cell cycle and DNA processing s
YFL036W RPO41 mitochondria cell cycle and DNA processing s
YMR038C CCS1 mitochondria cell rescue, defense and virulence s
YFR044C DUG1 mitochondria cell rescue, defense and virulence s
YKR049C FMP46 mitochondria cell rescue, defense and virulence s
YPL091W GLR1 mitochondria cell rescue, defense and virulence s
YDL022W GPD1 mitochondria cell rescue, defense and virulence s
YIR038C GTT1 mitochondria cell rescue, defense and virulence s
YIR037W HYR1 mitochondria cell rescue, defense and virulence s
YBL064C PRX1 mitochondria cell rescue, defense and virulence s
YJR104C SOD1 mitochondria cell rescue, defense and virulence s
YHR008C SOD2 mitochondria cell rescue, defense and virulence s
YDR353W TRR1 mitochondria cell rescue, defense and virulence s
YMR056C AAC1 mitochondria Energy / Respiration s
YJL200C ACO2 mitochondria Energy / TCA pathway s
YMR083W ADH3 mitochondria Energy / Fermentation s
YGL256W ADH4 mitochondria Energy / Fermentation s
YPR004C AIM45 mitochondria Energy / Respiration s

YOR374W ALD4 mitochondria Energy / Fermentation s
YER073W ALD5 mitochondria Energy / Fermentation s
YPL061W ALD6 mitochondria Energy / Fermentation s
YBL099W ATP1 mitochondria Energy / Respiration s
YLR295C ATP14 mitochondria Energy / Respiration s
YDL004W ATP16 mitochondria Energy / Respiration s
YDR377W ATP17 mitochondria Energy / Respiration s

YML081C−A ATP18 mitochondria Energy / Respiration s
YJR121W ATP2 mitochondria Energy / Respiration s
YPR020W ATP20 mitochondria Energy / Respiration s
YBR039W ATP3 mitochondria Energy / Respiration s
YDR298C ATP5 mitochondria Energy / Respiration s
YNR001C CIT1 mitochondria Energy / TCA pathway s
YPR001W CIT3 mitochondria Energy / TCA pathway s
YBL045C COR1 mitochondria Energy / Respiration s
YLR038C COX12 mitochondria Energy / Respiration s
YGL191W COX13 mitochondria Energy / Respiration s

Q0250 COX2 mitochondria Energy / Respiration s
YGL187C COX4 mitochondria Energy / Respiration s
YNL052W COX5A mitochondria Energy / Respiration s

YLR395C COX8 COX8 mitochondria Energy / Respiration s
YML054C CYB2 mitochondria Energy / Respiration s
YOR065W CYT1 mitochondria Energy / Respiration s
YDL174C DLD1 mitochondria Energy / Respiration s
YBR026C ETR1 mitochondria Energy / Respiration s
YPL262W FUM1 mitochondria Energy / TCA pathway s
YIL155C GUT2 mitochondria Energy / Respiration s
YNL037C IDH1 mitochondria Energy / TCA pathway s
YOR136W IDH2 mitochondria Energy / TCA pathway s
YDL181W INH1 mitochondria Energy / Energy conversion and regeneration s
YIL125W KGD1 mitochondria Energy / TCA pathway s
YDR148C KGD2 mitochondria Energy / TCA pathway s
YOR142W LSC1 mitochondria Energy / TCA pathway s
YGR244C LSC2 mitochondria Energy / TCA pathway s
YKL150W MCR1 mitochondria Energy / Respiration s
YKL085W MDH1 mitochondria Energy / TCA pathway s
YJR077C MIR1 mitochondria Energy / Respiration s
YMR145C NDE1 mitochondria Energy / Respiration s



YDL085W NDE2 mitochondria Energy / Respiration s

YML120C NDI1 mitochondria Energy / Respiration s
YJR051W OSM1 mitochondria Energy / Respiration s
YBL030C PET9 mitochondria Energy / Respiration s

YHR001W−A QCR10 mitochondria Energy / Respiration s
YPR191W QCR2 mitochondria Energy / Respiration s
YDR529C QCR7 mitochondria Energy / Respiration s
YJL166W QCR8 mitochondria Energy / Respiration s
YEL024W RIP1 mitochondria Energy / Respiration s
YKL148C SDH1 mitochondria Energy / Respiration s
YLL041C SDH2 mitochondria Energy / Respiration s

YKL141W SDH3 mitochondria Energy / Respiration s
YDR178W SDH4 mitochondria Energy / Respiration s

YDL130W−A STF1 mitochondria Energy / Respiration s
YDR322C−A TIM11 mitochondria Energy / Respiration s

YJL045W YJL045W mitochondria Energy / Respiration s
YOR356W CIR2 mitochondria Energy / Respiration s
YBL015W ACH1 mitochondria Lipid metabolism s
YIL124W AYR1 mitochondria Lipid metabolism s

YML042W CAT2 mitochondria Lipid metabolism s
YMR110C HFD1 mitochondria Lipid metabolism s
YNL009W IDP3 mitochondria Lipid metabolism s
YJR019C TES1 mitochondria Lipid metabolism s
YAL039C CYC3 mitochondria metabolism of vitamins, cofactors, and prosthetic groups s
YBR176W ECM31 mitochondria metabolism of vitamins, cofactors, and prosthetic groups s
YDR232W HEM1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups s
YJR122W IBA57 mitochondria metabolism of vitamins, cofactors, and prosthetic groups s

YER048W−A ISD11 mitochondria metabolism of vitamins, cofactors, and prosthetic groups s
YKL040C NFU1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups s
YBR262C AIM5 mitochondria mitochondria biogenesis s
YGR174C CBP4 mitochondria mitochondria biogenesis s
YDL126C CDC48 mitochondria mitochondria biogenesis s

YBL059C−A CMC2 mitochondria mitochondria biogenesis s
YMR244C−A COA6 mitochondria mitochondria biogenesis s

YDR231C COX20 mitochondria mitochondria biogenesis s
YDR119W−A COX26 mitochondria mitochondria biogenesis s

YKR016W FCJ1 mitochondria mitochondria biogenesis s
YIL065C FIS1 mitochondria mitochondria biogenesis s

YBR185C MBA1 mitochondria mitochondria biogenesis s
YCL057C−A MOS1 mitochondria mitochondria biogenesis s
YBR084W MIS1 mitochondria nucleotide metabolism s
YDR155C CPR1 mitochondria protein fate s
YDR430C CYM1 mitochondria protein fate s
YER078C ICP55 mitochondria protein fate s
YHR024C MAS2 mitochondria protein fate s
YOR232W MGE1 mitochondria protein fate s
YCL057W PRD1 mitochondria protein fate s
YOR285W RDL1 mitochondria protein fate s
YLL024C SSA2 mitochondria protein fate s
YJR045C SSC1 mitochondria protein fate s
YBR091C TIM12 mitochondria protein fate s
YDL217C TIM22 mitochondria protein fate s

YEL020W−A TIM9 mitochondria protein fate s
YHR117W TOM71 mitochondria protein fate s
YNL310C ZIM17 mitochondria protein fate s
YBR227C MCX1 mitochondria protein fate s
YBL022C PIM1 mitochondria protein fate s
YHR011W DIA4 mitochondria protein synthesis s
YNL135C FPR1 mitochondria protein synthesis s
YPR033C HTS1 mitochondria protein synthesis s
YEL034W HYP2 mitochondria protein synthesis s
YLR069C MEF1 mitochondria protein synthesis s
YKL138C MRPL31 mitochondria protein synthesis s
YPL013C MRPS16 mitochondria protein synthesis s
YFR049W YMR31 mitochondria protein synthesis s
YOR271C FSF1 mitochondria transport s
YDL198C GGC1 mitochondria transport s
YKL120W OAC1 mitochondria transport s
YPL134C ODC1 mitochondria transport s
YOR222W ODC2 mitochondria transport s
YOR130C ORT1 mitochondria transport s
YBR106W PHO88 mitochondria transport s
YJR095W SFC1 mitochondria transport s
YIL006W YIA6 mitochondria transport s

YBR104W YMC2 mitochondria transport s
YHR198C AIM18 mitochondria unknown s
YIL087C AIM19 mitochondria unknown s

YMR157C AIM36 mitochondria unknown s
YMR031C EIS1 mitochondria unknown s
YDR070C FMP16 mitochondria unknown s
YPL222W FMP40 mitochondria unknown s
YER004W FMP52 mitochondria unknown s
YBL107C MIC23 mitochondria unknown s
YJL066C MPM1 mitochondria unknown s
YIL136W OM45 mitochondria unknown s
YGR049W SCM4 mitochondria unknown s
YGR236C SPG1 mitochondria unknown s

YJL133C−A YJL133C−A mitochondria unknown s



YJL171C YJL171C mitochondria unknown s
YLR290C YLR290C mitochondria unknown s

YLR089C ALT1 mitochondria amino acid metabolism n.s
YBL098W BNA4 mitochondria amino acid metabolism n.s
YJR060W CBF1 mitochondria amino acid metabolism n.s
YDR019C GCV1 mitochondria amino acid metabolism n.s
YAL044C GCV3 mitochondria amino acid metabolism n.s
YJR016C ILV3 mitochondria amino acid metabolism n.s
YLR355C ILV5 mitochondria amino acid metabolism n.s
YIL051C MMF1 mitochondria amino acid metabolism n.s

YHR037W PUT2 mitochondria amino acid metabolism n.s
YGR012W YGR012W mitochondria amino acid metabolism n.s
YIL105C SLM1 mitochondria biogenesis of cellular components n.s

YDR511W ACN9 mitochondria C-compound and carbohydrate metabolism n.s
YGR254W ENO1 mitochondria C-compound and carbohydrate metabolism n.s
YDL066W IDP1 mitochondria C-compound and carbohydrate metabolism n.s
YGR192C TDH3 mitochondria C-compound and carbohydrate metabolism n.s
YFR053C HXK1 mitochondria C-compound and carbohydrate metabolism n.s
YGL253W HXK2 mitochondria C-compound and carbohydrate metabolism n.s
YMR072W ABF2 mitochondria cell cycle and DNA processing n.s
YDL164C CDC9 mitochondria cell cycle and DNA processing n.s
YJR144W MGM101 mitochondria cell cycle and DNA processing n.s
YDR296W MHR1 mitochondria cell cycle and DNA processing n.s
YIR021W MRS1 mitochondria cell cycle and DNA processing n.s
YML128C MSC1 mitochondria cell cycle and DNA processing n.s
YOR354C MSC6 mitochondria cell cycle and DNA processing n.s
YHR120W MSH1 mitochondria cell cycle and DNA processing n.s
YOL042W NGL1 mitochondria cell cycle and DNA processing n.s

YCR028C−A RIM1 mitochondria cell cycle and DNA processing n.s
YDR061W YDR061W mitochondria cell cycle and DNA processing n.s
YML086C ALO1 mitochondria cell rescue, defense and virulence n.s
YKR066C CCP1 mitochondria cell rescue, defense and virulence n.s
YEL030W ECM10 mitochondria cell rescue, defense and virulence n.s
YDR513W GRX2 mitochondria cell rescue, defense and virulence n.s
YPL059W GRX5 mitochondria cell rescue, defense and virulence n.s
YLR259C HSP60 mitochondria cell rescue, defense and virulence n.s
YDR258C HSP78 mitochondria cell rescue, defense and virulence n.s
YNL239W LAP3 mitochondria cell rescue, defense and virulence n.s
YPL004C LSP1 mitochondria cell rescue, defense and virulence n.s
YFL016C MDJ1 mitochondria cell rescue, defense and virulence n.s

YDR033W MRH1 mitochondria cell rescue, defense and virulence n.s
YGR086C PIL1 mitochondria cell rescue, defense and virulence n.s
YPL188W POS5 mitochondria cell rescue, defense and virulence n.s
YDR032C PST2 mitochondria cell rescue, defense and virulence n.s
YHR106W TRR2 mitochondria cell rescue, defense and virulence n.s
YCR083W TRX3 mitochondria cell rescue, defense and virulence n.s
YGR234W YHB1 mitochondria cell rescue, defense and virulence n.s
YOL109W ZEO1 mitochondria cell rescue, defense and virulence n.s
YLR043C TRX1 mitochondria cell rescue, defense and virulence n.s
YNL098C RAS2 mitochondria cell rescue, defense and virulence n.s
YOR251C TUM1 mitochondria cell rescue, defense and virulence n.s
YPR165W RHO1 mitochondria cellular communication / signal transduction n.s
YFL005W SEC4 mitochondria cellular communication / signal transduction n.s
YPL271W ATP15 mitochondria Energy / Respiration n.s

YOL077W−A ATP19 mitochondria Energy / Respiration n.s
YKL016C ATP7 mitochondria Energy / Respiration n.s
YIL043C CBR1 mitochondria Energy / Respiration n.s
YIL111W COX5B mitochondria Energy / Respiration n.s

YHR051W COX6 mitochondria Energy / Respiration n.s
YDL067C COX9 mitochondria Energy / Respiration n.s
YDL178W DLD2 mitochondria Energy / Respiration n.s
YOL071W EMI5 mitochondria Energy / Respiration n.s
YNL071W LAT1 mitochondria Energy / Glycolysis and gluconeogenesis n.s
YIL070C MAM33 mitochondria Energy / Respiration n.s

YER178W PDA1 mitochondria Energy / Pyruvate dehydrogenase complex n.s
YBR221C PDB1 mitochondria Energy / Pyruvate dehydrogenase complex n.s
YGR193C PDX1 mitochondria Energy / Pyruvate dehydrogenase complex n.s
YGL008C PMA1 mitochondria Energy / Electron transport and membrane-associated energy conversion n.s
YMR267W PPA2 mitochondria Energy / Energy conversion and regeneration n.s
YFR033C QCR6 mitochondria Energy / Respiration n.s
YLR139C SLS1 mitochondria Energy / Respiration n.s
YJL052W TDH1 mitochondria Energy / Glycolysis and gluconeogenesis n.s
YGR207C YGR207C mitochondria Energy / Respiration n.s
YPL078C ATP4 mitochondria Energy / Respiration n.s
YKL192C ACP1 mitochondria Lipid metabolism n.s
YER061C CEM1 mitochondria Lipid metabolism n.s
YLR380W CSR1 mitochondria lipid metabolism n.s
YBR177C EHT1 mitochondria Lipid metabolism n.s
YML008C ERG6 mitochondria Lipid metabolism n.s
YHR190W ERG9 mitochondria Lipid metabolism n.s
YOR317W FAA1 mitochondria Lipid metabolism n.s
YMR307W GAS1 mitochondria Lipid metabolism n.s
YOL059W GPD2 mitochondria Lipid metabolism n.s
YOR221C MCT1 mitochondria Lipid metabolism n.s
YHR042W NCP1 mitochondria Lipid metabolism n.s
YKL055C OAR1 mitochondria Lipid metabolism n.s
YNL169C PSD1 mitochondria Lipid metabolism n.s
YEL050C RML2 mitochondria Lipid metabolism n.s



YPR140W TAZ1 mitochondria Lipid metabolism n.s
YKL094W YJU3 mitochondria Lipid metabolism n.s
YOR022C YOR022C mitochondria lipid metabolism n.s
YHR003C TCD1 mitochondria metabolism of vitamins, cofactors and prosthetic groups n.s
YKL027W TCD2 mitochondria metabolism of vitamins, cofactors and prosthetic groups n.s
YGL119W ABC1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YBR003W COQ1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YOL096C COQ3 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YDR204W COQ4 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YML110C COQ5 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YGR255C COQ6 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s

YLR201C COQ9 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s

YER014W HEM14 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YOR176W HEM15 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YPL135W ISU1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YGL018C JAC1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YOR196C LIP5 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YCL017C NFS1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YDL120W YFH1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YDR376W ARH1 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YGR286C BIO2 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YOR125C CAT5 mitochondria metabolism of vitamins, cofactors, and prosthetic groups n.s
YMR282C AEP2 mitochondria mitochondria biogenesis n.s
YEL052W AFG1 mitochondria mitochondria biogenesis n.s
YER017C AFG3 mitochondria mitochondria biogenesis n.s
YML030W AIM31 mitochondria mitochondria biogenesis n.s

YNL100W AIM37 mitochondria mitochondria biogenesis n.s

YNR018W AIM38 mitochondria mitochondria biogenesis n.s
YDR493W AIM8 mitochondria mitochondria biogenesis n.s
YLR393W ATP10 mitochondria mitochondria biogenesis n.s
YNL315C ATP11 mitochondria mitochondria biogenesis n.s
YJL180C ATP12 mitochondria mitochondria biogenesis n.s
YMR098C ATP25 mitochondria mitochondria biogenesis n.s
YDR375C BCS1 mitochondria mitochondria biogenesis n.s
YPL215W CBP3 mitochondria mitochondria biogenesis n.s
YBR120C CBP6 mitochondria mitochondria biogenesis n.s
YKL137W CMC1 mitochondria mitochondria biogenesis n.s
YIL157C COA1 mitochondria mitochondria biogenesis n.s

YPL132W COX11 mitochondria mitochondria biogenesis n.s
YER141W COX15 mitochondria mitochondria biogenesis n.s
YLL009C COX17 mitochondria mitochondria biogenesis n.s
YKL087C CYT2 mitochondria mitochondria biogenesis n.s
YIL098C FMC1 mitochondria mitochondria biogenesis n.s

YLR077W FMP25 mitochondria mitochondria biogenesis n.s
YBR179C FZO1 mitochondria mitochondria biogenesis n.s

YKL053C−A MDM35 mitochondria mitochondria biogenesis n.s
YOL027C MDM38 mitochondria mitochondria biogenesis n.s
YJL112W MDV1 mitochondria mitochondria biogenesis n.s
YOR211C MGM1 mitochondria mitochondria biogenesis n.s
YCL044C MGR1 mitochondria mitochondria biogenesis n.s
YMR115W MGR3 mitochondria mitochondria biogenesis n.s
YLR203C MSS51 mitochondria mitochondria biogenesis n.s
YPR155C NCA2 mitochondria mitochondria biogenesis n.s
YKR087C OMA1 mitochondria mitochondria biogenesis n.s
YER154W OXA1 mitochondria mitochondria biogenesis n.s
YJR034W PET191 mitochondria mitochondria biogenesis n.s
YOR266W PNT1 mitochondria mitochondria biogenesis n.s
YBR037C SCO1 mitochondria mitochondria biogenesis n.s
YBR024W SCO2 mitochondria mitochondria biogenesis n.s
YDR393W SHE9 mitochondria mitochondria biogenesis n.s
YGR112W SHY1 mitochondria mitochondria biogenesis n.s
YBR044C TCM62 mitochondria mitochondria biogenesis n.s
YDR470C UGO1 mitochondria mitochondria biogenesis n.s
YPR024W YME1 mitochondria mitochondria biogenesis n.s
YMR089C YTA12 mitochondria mitochondria biogenesis n.s

YDR379C−A SDH6 mitochondria mitochondria biogenesis n.s
YGR235C MOS2 mitochondria mitochondria biogenesis n.s
YPL098C MGR2 mitochondria mitochondria biogenesis n.s
YLR351C NIT3 mitochondria nitrogen and sulfur  metabolism n.s
YDR226W ADK1 mitochondria nucleotide metabolism n.s
YJL208C NUC1 mitochondria nucleotide metabolism n.s
YLR059C REX2 mitochondria nucleotide metabolism n.s
YMR302C YME2 mitochondria nucleotide metabolism n.s
YKL157W APE2 mitochondria protein fate n.s
YML078W CPR3 mitochondria protein fate n.s
YPR183W DPM1 mitochondria protein fate n.s
YGR029W ERV1 mitochondria protein fate n.s
YLR163C MAS1 mitochondria protein fate n.s
YKL195W MIA40 mitochondria protein fate n.s
YGR028W MSP1 mitochondria protein fate n.s
YGR147C NAT2 mitochondria protein fate n.s
YPR149W NCE102 mitochondria protein fate n.s
YDR316W OMS1 mitochondria protein fate n.s
YJL104W PAM16 mitochondria protein fate n.s
YKR065C PAM17 mitochondria protein fate n.s
YLR008C PAM18 mitochondria protein fate n.s
YPL154C PEP4 mitochondria protein fate n.s



YGR132C PHB1 mitochondria protein fate n.s
YGR231C PHB2 mitochondria protein fate n.s
YOR090C PTC5 mitochondria protein fate n.s
YCR079W PTC6 mitochondria protein fate n.s
YHR076W PTC7 mitochondria protein fate n.s
YER125W RSP5 mitochondria protein fate n.s
YHR083W SAM35 mitochondria protein fate n.s
YMR060C SAM37 mitochondria protein fate n.s
YNL026W SAM50 mitochondria protein fate n.s
YLR369W SSQ1 mitochondria protein fate n.s

YHR005C−A TIM10 mitochondria protein fate n.s
YGR181W TIM13 mitochondria protein fate n.s
YGR033C TIM21 mitochondria protein fate n.s
YNR017W TIM23 mitochondria protein fate n.s
YIL022W TIM44 mitochondria protein fate n.s
YPL063W TIM50 mitochondria protein fate n.s
YJL054W TIM54 mitochondria protein fate n.s

YJR135W−A TIM8 mitochondria protein fate n.s
YGR082W TOM20 mitochondria protein fate n.s
YNL131W TOM22 mitochondria protein fate n.s
YMR203W TOM40 mitochondria protein fate n.s
YOR045W TOM6 mitochondria protein fate n.s
YNL070W TOM7 mitochondria protein fate n.s
YNL121C TOM70 mitochondria protein fate n.s
YPL072W UBP16 mitochondria protein fate n.s
YLR090W XDJ1 mitochondria protein fate n.s
YHR135C YCK1 mitochondria protein fate n.s
YMR152W YIM1 mitochondria protein fate n.s
YBR072W HSP26 mitochondria protein fate n.s
YKL134C OCT1 mitochondria protein fate n.s

YPR133W−A TOM5 mitochondria protein fate n.s
YOR020C HSP10 mitochondria protein fate n.s
YIL042C PKP1 mitochondria protein fate n.s

YER087W AIM10 mitochondria protein synthesis n.s
YJL131C AIM23 mitochondria protein synthesis n.s
YOR335C ALA1 mitochondria protein synthesis n.s
YLR289W GUF1 mitochondria protein synthesis n.s
YOL023W IFM1 mitochondria protein synthesis n.s
YCR046C IMG1 mitochondria protein synthesis n.s
YCR071C IMG2 mitochondria protein synthesis n.s
YPL040C ISM1 mitochondria protein synthesis n.s
YJL102W MEF2 mitochondria protein synthesis n.s
YGL068W MNP1 mitochondria protein synthesis n.s
YDR347W MRP1 mitochondria protein synthesis n.s
YGR084C MRP13 mitochondria protein synthesis n.s
YKL003C MRP17 mitochondria protein synthesis n.s
YPR166C MRP2 mitochondria protein synthesis n.s
YDR405W MRP20 mitochondria protein synthesis n.s
YBL090W MRP21 mitochondria protein synthesis n.s
YHL004W MRP4 mitochondria protein synthesis n.s
YPL118W MRP51 mitochondria protein synthesis n.s
YNL005C MRP7 mitochondria protein synthesis n.s
YNL284C MRPL10 mitochondria protein synthesis n.s
YDL202W MRPL11 mitochondria protein synthesis n.s
YKR006C MRPL13 mitochondria protein synthesis n.s

YLR312W−A MRPL15 mitochondria protein synthesis n.s
YBL038W MRPL16 mitochondria protein synthesis n.s
YNL252C MRPL17 mitochondria protein synthesis n.s
YNL185C MRPL19 mitochondria protein synthesis n.s
YKR085C MRPL20 mitochondria protein synthesis n.s
YNL177C MRPL22 mitochondria protein synthesis n.s
YOR150W MRPL23 mitochondria protein synthesis n.s
YMR193W MRPL24 mitochondria protein synthesis n.s
YGR076C MRPL25 mitochondria protein synthesis n.s
YBR282W MRPL27 mitochondria protein synthesis n.s
YDR462W MRPL28 mitochondria protein synthesis n.s
YMR024W MRPL3 mitochondria protein synthesis n.s
YCR003W MRPL32 mitochondria protein synthesis n.s
YMR286W MRPL33 mitochondria protein synthesis n.s
YDR322W MRPL35 mitochondria protein synthesis n.s
YBR122C MRPL36 mitochondria protein synthesis n.s
YKL170W MRPL38 mitochondria protein synthesis n.s
YML009C MRPL39 mitochondria protein synthesis n.s
YLR439W MRPL4 mitochondria protein synthesis n.s
YPL173W MRPL40 mitochondria protein synthesis n.s
YMR225C MRPL44 mitochondria protein synthesis n.s
YJL096W MRPL49 mitochondria protein synthesis n.s
YNR022C MRPL50 mitochondria protein synthesis n.s
YPR100W MRPL51 mitochondria protein synthesis n.s
YHR147C MRPL6 mitochondria protein synthesis n.s
YDR237W MRPL7 mitochondria protein synthesis n.s
YJL063C MRPL8 mitochondria protein synthesis n.s
YGR220C MRPL9 mitochondria protein synthesis n.s
YNR036C MRPS12 mitochondria protein synthesis n.s
YMR188C MRPS17 mitochondria protein synthesis n.s
YNL306W MRPS18 mitochondria protein synthesis n.s
YDR337W MRPS28 mitochondria protein synthesis n.s
YGR165W MRPS35 mitochondria protein synthesis n.s



YBR251W MRPS5 mitochondria protein synthesis n.s
YMR158W MRPS8 mitochondria protein synthesis n.s
YBR146W MRPS9 mitochondria protein synthesis n.s
YPL104W MSD1 mitochondria protein synthesis n.s
YOL033W MSE1 mitochondria protein synthesis n.s
YPR047W MSF1 mitochondria protein synthesis n.s
YNL073W MSK1 mitochondria protein synthesis n.s
YGR171C MSM1 mitochondria protein synthesis n.s
YHR091C MSR1 mitochondria protein synthesis n.s
YKL194C MST1 mitochondria protein synthesis n.s
YDR268W MSW1 mitochondria protein synthesis n.s
YPL097W MSY1 mitochondria protein synthesis n.s
YGL236C MTO1 mitochondria protein synthesis n.s
YLR382C NAM2 mitochondria protein synthesis n.s
YNL137C NAM9 mitochondria protein synthesis n.s
YBL080C PET112 mitochondria protein synthesis n.s
YOR158W PET123 mitochondria protein synthesis n.s
YBL057C PTH2 mitochondria protein synthesis n.s
YHR038W RRF1 mitochondria protein synthesis n.s
YDR041W RSM10 mitochondria protein synthesis n.s
YER050C RSM18 mitochondria protein synthesis n.s
YNR037C RSM19 mitochondria protein synthesis n.s
YKL155C RSM22 mitochondria protein synthesis n.s
YGL129C RSM23 mitochondria protein synthesis n.s
YDR175C RSM24 mitochondria protein synthesis n.s
YIL093C RSM25 mitochondria protein synthesis n.s

YJR101W RSM26 mitochondria protein synthesis n.s
YGR215W RSM27 mitochondria protein synthesis n.s
YDR494W RSM28 mitochondria protein synthesis n.s
YJR113C RSM7 mitochondria protein synthesis n.s
YCR024C SLM5 mitochondria protein synthesis n.s
YKL081W TEF4 mitochondria protein synthesis n.s
YOR187W TUF1 mitochondria protein synthesis n.s

Q0140 VAR1 mitochondria protein synthesis n.s
YGR094W VAS1 mitochondria protein synthesis n.s
YML025C YML6 mitochondria protein synthesis n.s
YDR115W YDR115W mitochondria protein synthesis n.s
YDR116C MRPL1 mitochondria protein synthesis n.s
YHL038C CBP2 mitochondria transcription n.s
YGR150C CCM1 mitochondria transcription n.s
YBR121C GRS1 mitochondria transcription n.s

YOR298C−A MBF1 mitochondria transcription n.s
YGL064C MRH4 mitochondria transcription n.s
YDR194C MSS116 mitochondria transcription n.s
YMR228W MTF1 mitochondria transcription n.s
YDL044C MTF2 mitochondria transcription n.s
YGL221C NIF3 mitochondria transcription n.s
YKR079C TRZ1 mitochondria transcription n.s
YPR021C AGC1 mitochondria transport n.s
YMR301C ATM1 mitochondria transport n.s
YLR348C DIC1 mitochondria transport n.s
YDR036C EHD3 mitochondria transport n.s
YLR188W MDL1 mitochondria transport n.s
YPL270W MDL2 mitochondria transport n.s
YMR177W MMT1 mitochondria transport n.s
YPL224C MMT2 mitochondria transport n.s
YKR052C MRS4 mitochondria transport n.s
YOR153W PDR5 mitochondria transport n.s
YNL003C PET8 mitochondria transport n.s
YER053C PIC2 mitochondria transport n.s
YNL055C POR1 mitochondria transport n.s
YBR192W RIM2 mitochondria transport n.s
YKR001C VPS1 mitochondria transport n.s
YMR241W YHM2 mitochondria transport n.s
YKL196C YKT6 mitochondria transport n.s
YPR058W YMC1 mitochondria transport n.s
YFL038C YPT1 mitochondria transport n.s
YER031C YPT31 mitochondria transport n.s
YML001W YPT7 mitochondria transport n.s
YDL119C YDL119C mitochondria transport n.s
YPR011C YPR011C mitochondria transport n.s
YFR011C AIM13 mitochondria unknown n.s
YHL021C AIM17 mitochondria unknown n.s
YJR080C AIM24 mitochondria unknown n.s
YJR100C AIM25 mitochondria unknown n.s
YOR215C AIM41 mitochondria unknown n.s
YPL099C AIM43 mitochondria unknown n.s
YHR199C AIM46 mitochondria unknown n.s
YER080W AIM9 mitochondria unknown n.s
YBR078W ECM33 mitochondria unknown n.s
YER182W FMP10 mitochondria unknown n.s
YBR269C FMP21 mitochondria unknown n.s
YFL046W FMP32 mitochondria unknown n.s
YNL168C FMP41 mitochondria unknown n.s
YAL008W FUN14 mitochondria unknown n.s
YDR031W MIC14 mitochondria unknown n.s
YMR002W MIC17 mitochondria unknown n.s
YGL226W MTC3 mitochondria unknown n.s



YOR286W RDL2 mitochondria unknown n.s
YGL107C RMD9 mitochondria unknown n.s
YDR233C RTN1 mitochondria unknown n.s
YCR004C YCP4 mitochondria unknown n.s
YHL014C YLF2 mitochondria unknown n.s
YPR125W YLH47 mitochondria unknown n.s
YBL095W YBL095W mitochondria unknown n.s
YDL027C YDL027C mitochondria unknown n.s

YDR381C−A YDR381C−A mitochondria unknown n.s
YER077C YER077C mitochondria unknown n.s
YGR021W YGR021W mitochondria unknown n.s
YGR031W YGR031W mitochondria unknown n.s
YGR102C YGR102C mitochondria unknown n.s
YJR003C YJR003C mitochondria unknown n.s
YKR070W YKR070W mitochondria unknown n.s
YLR253W YLR253W mitochondria unknown n.s
YNR040W YNR040W mitochondria unknown n.s
YOL053W AIM39 mitochondria unknown n.s

YOR020W−A YOR020W−A mitochondria unknown n.s
YEL040W CRH2 cell wall
YKL002W DID4 cytoplasme
YKR076W YKR076W cytoplasme
YIL041W GVP36 cytoplasme

YPR124W CTR1 cytoplasme
YAL005C SSA1 cytoplasme
YBR025C OLA1 cytoplasme
YPL199C YPL199C cytoplasme
YGL148W ARO2 cytoplasme
YPR074C TKL1 cytoplasme
YLR303W MET17 cytoplasme
YFL039C ACT1 cytoplasme
YLR167W RPS31 cytoplasme
YBR118W TEF2 cytoplasme
YNL079C TPM1 cytoplasme
YCL040W GLK1 cytoplasme
YPL145C KES1 cytoplasme
YKL204W EAP1 cytoplasme
YKL151C YKL151C cytoplasme
YKL103C LAP4 cytoplasme
YNL231C PDR16 cytoplasme
YMR246W FAA4 cytoplasme
YBR109C CMD1 cytoplasme
YHR021C RPS27B cytoplasme
YJL020C BBC1 cytoplasme

YOR204W DED1 cytoplasme
YIL053W RHR2 cytoplasme
YBR127C VMA2 cytoplasme
YIR034C LYS1 cytoplasme
YNL015W PBI2 cytoplasme
YAL038W CDC19 cytoplasme
YDL082W RPL13A cytoplasme
YOL126C MDH2 cytoplasme
YHR063C PAN5 cytoplasme
YLR058C SHM2 cytoplasme
YMR116C ASC1 cytoplasme
YDL055C PSA1 cytoplasme

YNR034W−A YNR034W−A cytoplasme

YOL086C ADH1 cytoplasme/mb plasmique

YER091C MET6 cytoplasme/mb plasmique

YLR109W AHP1 cytoplasme/mb plasmique
YJR096W YJR096W cytoplasme/noyau
YPR035W GLN1 cytoplasme/noyau
YDR099W BMH2 cytoplasme/noyau
YLR293C GSP1 cytoplasme/noyau
YFL014W HSP12 cytoplasme/noyau
YOR131C YOR131C cytoplasme/noyau
YOR375C GDH1 cytoplasme/noyau
YDR174W HMO1 cytoplasme/noyau
YLL026W HSP104 cytoplasme/noyau
YNL007C SIS1 cytoplasme/noyau
YJR008W MHO1 cytoplasme/noyau
YLR044C PDC1 cytoplasme/noyau

YDR365W−B YDR365W−B cytoplasme/noyau
YER042W MXR1 cytoplasme/noyau

YER165W PAB1
cytoplasme/noyau/ 

ribosome
YDL229W SSB1 cytoplasme/polysome
YMR296C LCB1 cytoplasme/ret end
YPL218W SAR1 cytoplasme/ret end
YJL138C TIF2 cytoplasme/ribosome
YNL247W YNL247W cytoplasme/ribosome
YDL135C RDI1 cytosol
YIL118W RHO3 cytosol
YLR027C AAT2 cytosol
YNL064C YDJ1 cytosol



YBR011C IPP1 cytosol
YFL045C SEC53 cytosol
YGL009C LEU1 cytosol
YBL047C EDE1 endocytose/ret end
YDL192W ARF1 golgi/cytoplasme
YKR046C PET10 lipid particles
YMR215W GAS3 mb plasmique

YBL029C−A YBL029C−A mb plasmique
YOR189W IES4 noyau
YMR047C NUP116 noyau
YPL235W RVB2 noyau
YDL088C ASM4 noyau
YKL112W ABF1 noyau
YJL081C ARP4 noyau
YPR052C NHP6A noyau
YDR190C RVB1 noyau
YPL129W TAF14 noyau
YBL003C HTA2 noyau
YBR010W HHT1 noyau
YJL041W NSP1 noyau
YGR119C NUP57 noyau
YHR146W CRP1 noyau
YER177W BMH1 noyau/cytoplasme/ret end
YLR229C CDC42 noyau/mb plasmique
YKL068W NUP100 nuclear pore
YBR009C HHF1 nucleosome
YBL002W HTB2 nucleosome
YDL078C MDH3 peroxisome
YGL205W POX1 peroxisome
YBR222C PCS60 peroxisome/cytoplasme
YPL106C SSE1 polysome
YLR292C SEC72 ret end
YDL204W RTN2 ret end
YDR304C CPR5 ret end
YKL073W LHS1 ret end
YDR518W EUG1 ret end
YEL002C WBP1 ret end

YMR202W ERG2 ret end
YMR183C SSO2 ret end
YMR015C ERG5 ret end
YAL023C PMT2 ret end
YML075C HMG1 ret end
YKL065C YET1 ret end
YDR519W FPR2 ret end
YER120W SCS2 ret end
YJL145W SFH5 ret end
YGL200C EMP24 ret end
YML130C ERO1 ret end
YPR088C SRP54 ret end
YCL043C PDI1 ret end
YJL034W KAR2 ret end
YGR175C ERG1 ret end
YDL083C RPS16B ribosome
YBR031W RPL4A ribosome
YDR064W RPS13 ribosome
YDR447C RPS17B ribosome
YBR181C RPS6B ribosome
YCR031C RPS14A ribosome
YLR344W RPL26A ribosome
YOR096W RPS7A ribosome
YPL131W RPL5 ribosome
YMR242C RPL20A ribosome
YER074W RPS24A ribosome
YLR150W STM1 ribosome
YNL178W RPS3 ribosome
YGR027C RPS25A ribosome
YBL087C RPL23A ribosome
YDR450W RPS18A ribosome
YOL111C MDY2 ribosome
YDR382W RPP2B ribosome
YOR369C RPS12 ribosome
YML073C RPL6A ribosome
YGL103W RPL28 ribosome
YGL076C RPL7A ribosome
YOL127W RPL25 ribosome

YFR031C−A RPL2A ribosome
YJR123W RPS5 ribosome
YGR214W RPS0A ribosome
YHL033C RPL8A ribosome
YLR075W RPL10 ribosome
YNL301C RPL18B ribosome

YPL249C−A RPL36B ribosome
YBL027W RPL19B ribosome
YDR471W RPL27B ribosome
YHL001W RPL14B ribosome
YGL147C RPL9A ribosome
YLR029C RPL15A ribosome
YBR048W RPS11B ribosome



YDR418W RPL12B ribosome
YBL092W RPL32 ribosome
YGR085C RPL11B ribosome
YOR063W RPL3 ribosome
YGL031C RPL24A ribosome
YDR385W EFT2 ribosome
YHR020W YHR020W ribosome
YLR249W YEF3 ribosome
YHR203C RPS4B ribosome
YHL015W RPS20 ribosome
YBL072C RPS8A ribosome
YLR340W RPP0 ribosome
YDL075W RPL31A ribosome
YOL139C CDC33 ribosome/cytoplasme
YML050W AIM32 unknown

YLR361C−A YLR361C−A unknown
YDR512C EMI1 unknown

YAL044W−A YAL044W−A unknown
YAL046C AIM1 unknown

YKL065W−A YKL065W−A unknown
YPR010C−A YPR010C−A unknown

YLR389C STE23 unknown
YEL060C PRB1 vacuole
YBR286W APE3 vacuole
YDL185W YDL185W vacuole
YIL108W YIL108W vacuole
YKL077W YKL077W vacuole

Supplemental data S1: Cellular localization and significant variation of the 724 proteins quantified in the 3 growth conditions

For proteins displaying several cellular localizations, the different possibilities are given.
s = significative variation of the protein abundance according to the substrate
n.s = the protein abundance is not affected by the substrate





Group ORF Gene Sample Labelling Sequence
Phosphorylated 

residue Modifications E.value
1 YER178W PDA1 rep1F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.30000003650821e-07
1 YER178W PDA1 rep1F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00034999998752
1 YER178W PDA1 rep1F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 6.09999972311925e-07
1 YER178W PDA1 rep1F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 2.90000007225899e-05
1 YER178W PDA1 rep1F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.59999982338877e-09
1 YER178W PDA1 rep1F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 3.19999998721343e-10
1 YER178W PDA1 rep1F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.59999999596039e-05
1 YER178W PDA1 rep1F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.80000014630089e-11
1 YER178W PDA1 rep1F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.49999981511473e-09
1 YER178W PDA1 rep1F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.89999976547051e-09
1 YER178W PDA1 rep1F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.49999957811087e-06
1 YER178W PDA1 rep1F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00020999999833
1 YER178W PDA1 rep1F010 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 8.90000010258518e-05
1 YER178W PDA1 rep1F010 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 3.20000004272458e-09
1 YER178W PDA1 rep1F010 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00019000000611
1 YER178W PDA1 rep1F010 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.89999994903989e-11
1 YER178W PDA1 rep1F010 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.09999988228083e-05
1 YER178W PDA1 rep1F010 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00026000000071
1 YER178W PDA1 rep1F011 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.60000001869776e-06
1 YER178W PDA1 rep1F011 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 4.60000001112348e-06
1 YER178W PDA1 rep1F011 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.70000003360838e-07
1 YER178W PDA1 rep1F011 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.59999977870029e-06
1 YER178W PDA1 rep1F011 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.89999991562217e-05
1 YER178W PDA1 rep1F012 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.39999997372797e-06
1 YER178W PDA1 rep1F012 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00031000000308
1 YER178W PDA1 rep1F012 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 3.19999999192078e-05
1 YER178W PDA1 rep1F012 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.20000004244503e-06
1 YER178W PDA1 rep1F02 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.49999994647487e-08
1 YER178W PDA1 rep1F02 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.39999996867846e-06
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 2.99999989294975e-08
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.10000001996013e-07
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 8.89999955688836e-06
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep1F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.90000002678426e-06
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.89999991562217e-05
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00053000001935
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00019000000611
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 3.40000005927266e-09
1 YER178W PDA1 rep1F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.30000001266717e-08
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00063999998383
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.79999995306457e-09
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 5.79999992478264e-10
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 5.19999998616072e-09
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 5.80000014451798e-05
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.00000005340573e-10
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 7.70000042393804e-06



1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.89999984821088e-09
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00013000000035
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.30000016599297e-08
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 3.80000005861802e-06
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.49999996210681e-05
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.10000017029233e-06
1 YER178W PDA1 rep1F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00018000000273
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 9.99999997475243e-07
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00159999995958
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.69999969634227e-05
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.80000001015479e-10
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.79999994745594e-07
1 YER178W PDA1 rep1F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.09999984185561e-06
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.30000000051223e-06
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 7.70000028182949e-08
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.79999977781206e-15
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 5.200000032346e-06
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 309 Y1:+28.0313 - Y1:+79.96633 4.19999996665865e-05
1 YER178W PDA1 rep1F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.5999998999614e-06
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.29999988935015e-06
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 6.80000011925586e-05
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.50000005305628e-06
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.90000002930901e-06
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.70000000455184e-05
1 YER178W PDA1 rep1F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.59999997069826e-05
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.99999986863986e-08
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.99999994947575e-05
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.99999971718069e-10
1 YER178W PDA1 rep1F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.2000000104706e-08
1 YER178W PDA1 rep1F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00019999999495
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00579999992624
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00889999978244
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.49999996210681e-05
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00080999999773
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00130000000354
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.39999997372797e-07
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.0010000000475
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 2.00000002337219e-07
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.09999995171017e-09
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.5999999365165e-09
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 1.69999996302295e-08
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00249999994412
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.50000001308825e-09
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 3.80000003685765e-10
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00249999994412
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00249999994412
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 2.00000002337219e-07
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00109999999404



1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 3.70000008409477e-09
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 5.40000010852693e-13
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.30000010662479e-06
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.29999990577851e-13
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.70000003360838e-07
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.00000002670286e-10
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.49999996210681e-05
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.09999990122378e-08
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 3.50000006754669e-09
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.0002300000051
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.20000004244503e-06
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.0999999580672e-05
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00219999998808
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.70000000455184e-05
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.30000001874464e-08
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00015000000712
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 9.70000019151485e-06
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.00000004674439e-07
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.00000004674439e-07
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.30000000556174e-06
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 6.39999981899564e-08
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.2999999687846e-10
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.09999996311672e-06
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.49999992929517e-10
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.99999997569012e-08
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.19999998721343e-11
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 6.6000000515487e-05
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.80000011925586e-05
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.90000002173474e-06
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00026000000071
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.79999995306457e-09
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00034999998752
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.30000022536115e-07
1 YER178W PDA1 rep1F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00011999999697
1 YER178W PDA1 rep1F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.00000005340573e-10
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.0999999580672e-05
1 YER178W PDA1 rep1F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00260000000708
1 YER178W PDA1 rep1F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00650000013411
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00059000001056
1 YER178W PDA1 rep1F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 6.29999988177588e-07
1 YER178W PDA1 rep1F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.99999987368938e-06
1 YER178W PDA1 rep1F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 4.19999992118392e-07
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00072000001092
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 7.20000025467016e-05
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00050999998348
1 YER178W PDA1 rep1F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00410000002012
1 YER178W PDA1 rep1F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00016999999934



1 YER178W PDA1 rep1F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 7.90000009853742e-11
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.09999994796817e-06
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 5.10000006670452e-07
1 YER178W PDA1 rep1F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.60000001869776e-06
1 YER178W PDA1 rep1F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.10000000859145e-05
1 YER178W PDA1 rep1F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.69999986812763e-07
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.60000011976081e-07
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.90000012784731e-06
1 YER178W PDA1 rep1F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.09999984185561e-06
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.40000008489005e-06
1 YER178W PDA1 rep1F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 5.10000006670452e-07
1 YER178W PDA1 rep1F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.39999981899564e-08
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.2000000104706e-08
1 YER178W PDA1 rep1F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.60000001112348e-06
1 YER178W PDA1 rep1F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.10000000219657e-08
1 YER178W PDA1 rep1F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.8999999080479e-07
1 YER178W PDA1 rep1F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 3.00000010611257e-06
1 YER178W PDA1 rep1F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00073000002885
1 YER178W PDA1 rep1F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.49999994647487e-08
1 YER178W PDA1 rep1F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 7.19999988518794e-08
1 YER178W PDA1 rep1F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00025000001187
1 YER178W PDA1 rep1F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.30000000556174e-06
1 YER178W PDA1 rep1F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.0046999999322
1 YER178W PDA1 rep1F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 9.40000006721675e-08
1 YER178W PDA1 rep1F07 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 8.60000000102445e-06
1 YER178W PDA1 rep1F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 5.10000006670452e-08
1 YER178W PDA1 rep1F07 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00015999999596
1 YER178W PDA1 rep1F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.09999984185561e-06
1 YER178W PDA1 rep1F07 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.49999994647487e-08
1 YER178W PDA1 rep1F08 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep1F08 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.90000005015645e-08
1 YER178W PDA1 rep1F08 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00159999995958
1 YER178W PDA1 rep1F08 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.001200000057
1 YER178W PDA1 rep1F08 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.9999998989515e-05
1 YER178W PDA1 rep1F09 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 3.79999988808777e-07
1 YER178W PDA1 rep1F09 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 1.80000006366754e-05
1 YER178W PDA1 rep1F09 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 9.39999966753646e-10
1 YER178W PDA1 rep1F09 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00013000000035
1 YER178W PDA1 rep2F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00170000002254
1 YER178W PDA1 rep2F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 7.10000022081658e-05
1 YER178W PDA1 rep2F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 6.90000012681935e-09
1 YER178W PDA1 rep2F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 6.79999993735692e-06
1 YER178W PDA1 rep2F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00069000001531
1 YER178W PDA1 rep2F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.49999993684469e-06
1 YER178W PDA1 rep2F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.10000001996013e-07
1 YER178W PDA1 rep2F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.30000002577435e-05
1 YER178W PDA1 rep2F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.59999995474891e-08
1 YER178W PDA1 rep2F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00062000000617



1 YER178W PDA1 rep2F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.00000013643876e-05
1 YER178W PDA1 rep2F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00013000000035
1 YER178W PDA1 rep2F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00329999998212
1 YER178W PDA1 rep2F010 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00340000004508
1 YER178W PDA1 rep2F010 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.70000009550131e-06
1 YER178W PDA1 rep2F010 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.49999998480632e-09
1 YER178W PDA1 rep2F010 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 5.89999990552315e-06
1 YER178W PDA1 rep2F010 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.99999997475243e-07
1 YER178W PDA1 rep2F010 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.50000005305628e-06
1 YER178W PDA1 rep2F010 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.39999997372797e-07
1 YER178W PDA1 rep2F011 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 8.8999996705752e-08
1 YER178W PDA1 rep2F011 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.99999987368938e-06
1 YER178W PDA1 rep2F011 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.09999983175658e-05
1 YER178W PDA1 rep2F011 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.19999996665865e-05
1 YER178W PDA1 rep2F012 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.59999995428007e-07
1 YER178W PDA1 rep2F012 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.69999998433923e-06
1 YER178W PDA1 rep2F012 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 4.00000004674439e-07
1 YER178W PDA1 rep2F02 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 7.59999991828408e-08
1 YER178W PDA1 rep2F02 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00022000000172
1 YER178W PDA1 rep2F02 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 8.89999955688836e-06
1 YER178W PDA1 rep2F02 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00015999999596
1 YER178W PDA1 rep2F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 6.39999997442686e-10
1 YER178W PDA1 rep2F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.4000000343658e-05
1 YER178W PDA1 rep2F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 2.90000002678426e-07
1 YER178W PDA1 rep2F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 7.30000028852373e-05
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.70000009550131e-06
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 4.89999996133861e-09
1 YER178W PDA1 rep2F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.89999994404388e-07
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 6.40000007479102e-06
1 YER178W PDA1 rep2F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00073000002885
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00018000000273
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.99999974737875e-05
1 YER178W PDA1 rep2F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.2000000104706e-08
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.60000010199724e-09
1 YER178W PDA1 rep2F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00015000000712
1 YER178W PDA1 rep2F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.99999974737875e-06
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.90000007225899e-05
1 YER178W PDA1 rep2F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00019000000611
1 YER178W PDA1 rep2F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.90000015310943e-05
1 YER178W PDA1 rep2F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.90000006231139e-08
1 YER178W PDA1 rep2F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00079999997979
1 YER178W PDA1 rep2F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00091000000248
1 YER178W PDA1 rep2F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 5.60000010807471e-08
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.79999994745594e-07
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 2.39999997653229e-09
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.59999995474891e-08
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00056000001496
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 9.49999957811087e-06



1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 2.60000007301642e-07
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.39999997372797e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00039000000106
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 309 Y1:+32.0564 - M6:+15.99491 - Y1:+79.96633 0.00026999998954
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 3.90000013794634e-06
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.10000001996013e-07
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 5.70000020161388e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.3000000080865e-06
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 2.49999999368811e-07
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.79999983993685e-09
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.5999999365165e-09
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.20000014869837e-12
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 5.60000006435968e-12
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.20000003739551e-06
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.3000000080865e-06
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.59999995428007e-07
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.30000002577435e-05
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.20000004244503e-06
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00020999999833
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.99999986863986e-07
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.49999994647487e-08
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 6.1999999161344e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 5.60000007681083e-05
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.40000019100262e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.600000016173e-06
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00056000001496
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.80000016978011e-05
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.00000009348878e-07
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.1999999161344e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.50000006821938e-05
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.30000003417774e-12
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 8.10000017281709e-07
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.20000004244503e-06
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 309 Y1:+36.0756 - Y1:+79.96633 0.00069000001531
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.39999996867846e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.09999994796817e-06
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00439999997616
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.7000000013544e-09
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00054999999702
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.49999996210681e-05
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.29999999654018e-09
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.00000010611257e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 309 Y1:+28.0313 - Y1:+79.96633 0.00650000013411
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.19999999223819e-08
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.50000004800677e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.19999992623343e-06
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 8.30000013163357e-10
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.59999965743918e-07



1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.59999995474891e-08
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.29999996825825e-09
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.0000000116861e-07
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00579999992624
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.70000009550131e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.49999957811087e-06
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.80000000682412e-07
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 309 Y1:+36.0756 - Y1:+79.96633 0.00011999999697
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.001200000057
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.20000002224697e-06
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.60000001869776e-06
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 9.10000017029233e-06
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00260000000708
1 YER178W PDA1 rep2F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00109999999404
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00109999999404
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00449999980628
1 YER178W PDA1 rep2F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00109999999404
1 YER178W PDA1 rep2F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.50000005305628e-07
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00200000009499
1 YER178W PDA1 rep2F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00920000020415
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00015999999596
1 YER178W PDA1 rep2F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.40000002094121e-08
1 YER178W PDA1 rep2F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 7.50000035623088e-05
1 YER178W PDA1 rep2F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00520000001416
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.49999996210681e-05
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.19999999520504e-11
1 YER178W PDA1 rep2F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 5.50000004295725e-05
1 YER178W PDA1 rep2F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.90000006231139e-08
1 YER178W PDA1 rep2F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 7.70000042393804e-06
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00260000000708
1 YER178W PDA1 rep2F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00449999980628
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00329999998212
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.60000007301642e-07
1 YER178W PDA1 rep2F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00091000000248
1 YER178W PDA1 rep2F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.19999992118392e-07
1 YER178W PDA1 rep2F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 9.50000030570664e-05
1 YER178W PDA1 rep2F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.60000001112348e-06
1 YER178W PDA1 rep2F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 5.20000014603283e-07
1 YER178W PDA1 rep2F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00098000001162
1 YER178W PDA1 rep2F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 1.59999999596039e-05
1 YER178W PDA1 rep2F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.30000001874464e-08
1 YER178W PDA1 rep2F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 6.19999980244756e-08
1 YER178W PDA1 rep2F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 7.30000024873334e-08
1 YER178W PDA1 rep2F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.20000003739551e-06
1 YER178W PDA1 rep2F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.49999993684469e-05
1 YER178W PDA1 rep2F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00419999985024
1 YER178W PDA1 rep2F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 8.00000009348878e-07
1 YER178W PDA1 rep2F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.69999998433923e-06



1 YER178W PDA1 rep2F07 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 6.09999972311925e-07
1 YER178W PDA1 rep2F07 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 6.80000011925586e-05
1 YER178W PDA1 rep2F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.19999992118392e-07
1 YER178W PDA1 rep2F07 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 2.49999993684469e-05
1 YER178W PDA1 rep2F08 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 2.30000000556174e-06
1 YER178W PDA1 rep2F08 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.99999999495049e-06
1 YER178W PDA1 rep2F08 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00026000000071
1 YER178W PDA1 rep2F08 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.70000003360838e-08
1 YER178W PDA1 rep2F08 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.0000000116861e-07
1 YER178W PDA1 rep2F08 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.89999991562217e-05
1 YER178W PDA1 rep2F08 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.29999998534913e-05
1 YER178W PDA1 rep2F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.40000001920271e-05
1 YER178W PDA1 rep2F09 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.49999987495175e-07
1 YER178W PDA1 rep2F09 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.09999996059196e-07
1 YER178W PDA1 rep2F09 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.10000000219657e-08
1 YER178W PDA1 rep2F09 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00065000000177
1 YER178W PDA1 rep2F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00086999998894
1 YER178W PDA1 rep3F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 3.7999998703242e-09
1 YER178W PDA1 rep3F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00073999998858
1 YER178W PDA1 rep3F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 3.3000000598804e-07
1 YER178W PDA1 rep3F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.0006000000285
1 YER178W PDA1 rep3F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.99999999495049e-06
1 YER178W PDA1 rep3F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.99999992421363e-05
1 YER178W PDA1 rep3F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.40000007984054e-07
1 YER178W PDA1 rep3F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.29999999108947e-14
1 YER178W PDA1 rep3F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.80000000962843e-09
1 YER178W PDA1 rep3F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.40000007315044e-11
1 YER178W PDA1 rep3F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.0010000000475
1 YER178W PDA1 rep3F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00170000002254
1 YER178W PDA1 rep3F01 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 5.60000001925687e-09
1 YER178W PDA1 rep3F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 4.99999998737621e-07
1 YER178W PDA1 rep3F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 8.8999996705752e-08
1 YER178W PDA1 rep3F01 light YGGHSMSDPGTTYR 309 Y1:+28.0313 - Y1:+79.96633 0.00350000010803
1 YER178W PDA1 rep3F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.49999996210681e-05
1 YER178W PDA1 rep3F02 light AGVSYGK 166 K7:+28.0313 - A1:+28.0313 - S4:+79.96633 0.00089999998454
1 YER178W PDA1 rep3F02 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 7.59999977617554e-07
1 YER178W PDA1 rep3F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 6.19999980244756e-08
1 YER178W PDA1 rep3F02 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 0.00039000000106
1 YER178W PDA1 rep3F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.90000002678426e-06
1 YER178W PDA1 rep3F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.49999957811087e-06
1 YER178W PDA1 rep3F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.19999998826614e-09
1 YER178W PDA1 rep3F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.0038999998942
1 YER178W PDA1 rep3F02 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.39999997705864e-10
1 YER178W PDA1 rep3F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.1000001260727e-07
1 YER178W PDA1 rep3F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.30000005099862e-09
1 YER178W PDA1 rep3F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.99999998737621e-07
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 4.39999991996842e-09
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.90000002930901e-06



1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.60000002136229e-09
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 3.59999994259397e-08
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.10000000219657e-08
1 YER178W PDA1 rep3F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 8.60000000102445e-06
1 YER178W PDA1 rep3F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.80000005403735e-08
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.2000000171829e-05
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.09999997392057e-12
1 YER178W PDA1 rep3F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 7.99999996803358e-11
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.69999994983905e-12
1 YER178W PDA1 rep3F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 8.00000010681146e-10
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.10000000859145e-05
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.00000001335143e-10
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.10000018039136e-06
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.39999997705864e-10
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.40000008489005e-05
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.79999991576802e-13
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.30000003650821e-07
1 YER178W PDA1 rep3F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 8.1999997070259e-11
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.80000006366754e-05
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.50000001308825e-09
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.49999996210681e-05
1 YER178W PDA1 rep3F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00016999999934
1 YER178W PDA1 rep3F04 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 8.00000009348878e-07
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.4999999426466e-11
1 YER178W PDA1 rep3F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00015999999596
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.99999974737875e-05
1 YER178W PDA1 rep3F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.99999999495049e-06
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.09999996311672e-06
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.49999998480632e-09
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 9.99999974737875e-05
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.40000008489005e-05
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 9.40000006721675e-08
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.40000008489005e-05
1 YER178W PDA1 rep3F05 light YGGHSMSDPGTTYR 315 Y1:+28.0313 - S7:+79.96633 6.30000012661475e-13
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.7999996796716e-05
1 YER178W PDA1 rep3F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.80000000962843e-09
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.49999998533268e-10
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.99999994947575e-05
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.09999986686438e-10
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.19999992623343e-06
1 YER178W PDA1 rep3F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 4.1000001260727e-07
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.59999983554371e-08
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.09999990754295e-05
1 YER178W PDA1 rep3F05 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.39999992604589e-08
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.20000004325094e-10
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00044999999227



1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.19999996051057e-10
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.39999972615624e-06
1 YER178W PDA1 rep3F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00031000000308
1 YER178W PDA1 rep3F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.19999998826614e-09
1 YER178W PDA1 rep3F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.59999999027605e-07
1 YER178W PDA1 rep3F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - M6:+15.99491 - S5:+79.96633 4.50000015916885e-06
1 YER178W PDA1 rep3F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep3F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.29999999654018e-09
1 YER178W PDA1 rep3F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.90000026401816e-11
1 YER178W PDA1 rep3F06 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep3F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.50000005305628e-07
1 YER178W PDA1 rep3F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.49999981558358e-07
1 YER178W PDA1 rep3F07 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00016999999934
1 YER178W PDA1 rep3F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00050000002375
1 YER178W PDA1 rep3F07 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.69999994479053e-09
1 YER178W PDA1 rep3F07 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.70000009297655e-07
1 YER178W PDA1 rep3F07 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.39999988958107e-09
1 YER178W PDA1 rep3F07 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.90000015310943e-05
1 YER178W PDA1 rep3F08 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.99999993922529e-09
1 YER178W PDA1 rep3F08 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 3.40000013920871e-07
1 YER178W PDA1 rep3F08 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.39999973625527e-07
1 YER178W PDA1 rep3F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00016999999934
1 YER178W PDA1 rep3F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.99999999495049e-06
1 YER178W PDA1 rep3F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00025000001187
1 YER178W PDA1 rep3F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.19999992118392e-07
1 YER178W PDA1 rep3F10 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00060999998823
1 YER178W PDA1 rep3F11 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00020999999833
1 YER178W PDA1 rep3F11 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.20000004244503e-05
1 YER178W PDA1 rep3F12 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 9.29999998788844e-07
1 YER178W PDA1 rep3F12 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00230000005104
1 YER178W PDA1 rep3F12 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.50000001203554e-10
1 YER178W PDA1 rep3F12 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 8.60000000102445e-08
1 YER178W PDA1 rep4F01 heavy AGVSYGK 166 K7:+36.0756 - A1:+36.0756 - S4:+79.96633 0.00689999992028
1 YER178W PDA1 rep4F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 2.40000008489005e-06
1 YER178W PDA1 rep4F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.30000000051223e-05
1 YER178W PDA1 rep4F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.39999992102113e-10
1 YER178W PDA1 rep4F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00057999999262
1 YER178W PDA1 rep4F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 8.69999974839608e-11
1 YER178W PDA1 rep4F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00439999997616
1 YER178W PDA1 rep4F01 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00289999996312
1 YER178W PDA1 rep4F01 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.89999991562217e-05
1 YER178W PDA1 rep4F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.0003999999899
1 YER178W PDA1 rep4F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.50000018254104e-08
1 YER178W PDA1 rep4F02 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.90000012681935e-09
1 YER178W PDA1 rep4F02 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 9.4999998978551e-09
1 YER178W PDA1 rep4F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 5.29999999443476e-09
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 7.3000000488932e-10
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.50000005305628e-07



1 YER178W PDA1 rep4F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 3.09999990122378e-07
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.3000000080865e-06
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00062000000617
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 4.39999985246686e-06
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.59999999360672e-10
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.99999987959237e-13
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00065000000177
1 YER178W PDA1 rep4F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 6.09999984552134e-12
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.80000008638995e-13
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00014000000374
1 YER178W PDA1 rep4F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 1.49999998533268e-10
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.99999987959237e-13
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00011999999697
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 8.90000010258518e-05
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.7999999499807e-06
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.30000000051223e-06
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 8.90000018127779e-10
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.80000016978011e-06
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.90000004513169e-10
1 YER178W PDA1 rep4F03 light YGGHSMSDPGTTYR 313 Y1:+28.0313 - S5:+79.96633 3.60000001364824e-07
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.70000016118865e-05
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.90000006231139e-08
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.19999999192078e-05
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.39999997372797e-06
1 YER178W PDA1 rep4F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 7.30000024873334e-08
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.200000032346e-06
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.90000001579705e-11
1 YER178W PDA1 rep4F03 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.89999991562217e-05
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.20000003739551e-06
1 YER178W PDA1 rep4F03 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.80000006366754e-05
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.39999997372797e-06
1 YER178W PDA1 rep4F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 4.99999998737621e-07
1 YER178W PDA1 rep4F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.30000001874464e-08
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 3.0999999580672e-06
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 4.39999991996842e-09
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 9.10000017029233e-06
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00719999987632
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00015999999596
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.59999997192267e-12
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 1.40000001920271e-05
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.20000007497856e-08
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00025000001187
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.50000006754669e-09
1 YER178W PDA1 rep4F04 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 2.30000000556174e-06
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.70000003360838e-07
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 2.09999998332933e-05
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.3000000598804e-07
1 YER178W PDA1 rep4F04 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00015000000712



1 YER178W PDA1 rep4F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 1.50000001308825e-09
1 YER178W PDA1 rep4F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 9.89999989542412e-06
1 YER178W PDA1 rep4F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.09999997788668e-09
1 YER178W PDA1 rep4F05 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.80000003685765e-10
1 YER178W PDA1 rep4F05 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 0.00359999993816
1 YER178W PDA1 rep4F06 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.70000002963633e-09
1 YER178W PDA1 rep4F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 6.80000000752301e-10
1 YER178W PDA1 rep4F06 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00066999997944
1 YER178W PDA1 rep4F07 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00139999995008
1 YER178W PDA1 rep4F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 1.20000004244503e-06
1 YER178W PDA1 rep4F07 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 7.50000026528141e-08
1 YER178W PDA1 rep4F07 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - S5:+79.96633 1.19999995183695e-12
1 YER178W PDA1 rep4F07 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.00190000003204
1 YER178W PDA1 rep4F08 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00011000000086
1 YER178W PDA1 rep4F08 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 0.0010000000475
1 YER178W PDA1 rep4F08 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 3.79999988808777e-07
1 YER178W PDA1 rep4F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 7.70000042393804e-06
1 YER178W PDA1 rep4F09 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 4.8999999080479e-07
1 YER178W PDA1 rep4F10 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 0.00240000011399
1 YER178W PDA1 rep4F10 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00839999970049
1 YER178W PDA1 rep4F10 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00019000000611
1 YER178W PDA1 rep4F10 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 8.19999986561015e-05
1 YER178W PDA1 rep4F11 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 7.60000011723605e-06
1 YER178W PDA1 rep4F11 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 5.49999989996053e-10
1 YER178W PDA1 rep4F12 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - M6:+15.99491 - S5:+79.96633 0.00033000000985
1 YER178W PDA1 rep4F12 heavy YGGHSMSDPGTTYR 313 Y1:+36.0756 - M6:+15.99491 - S5:+79.96633 7.5999996624887e-05
1 YER178W PDA1 rep4F12 inter YGGHSMSDPGTTYR 313 Y1:+32.0564 - S5:+79.96633 9.99999997475243e-07
2 YOL109W ZEO1 rep1F01 heavy QASAAVSEK 89 K9:+36.0756 - Q1:+36.0756 - S7:+79.96633 1.59999999596039e-05
2 YOL109W ZEO1 rep1F01 light QASAAVSEK 89 K9:+28.0313 - Q1:+28.0313 - S7:+79.96633 6.09999988228083e-05
2 YOL109W ZEO1 rep1F01 heavy AETAAQDVQQK 10 K11:+36.0756 - A1:+36.0756 - T3:+79.96633 2.60000003748928e-08
2 YOL109W ZEO1 rep1F01 light NEATPEAEQVK 49 K11:+28.0313 - N1:+28.0313 - T4:+79.96633 1.49999994647487e-08
2 YOL109W ZEO1 rep1F01 inter NEATPEAEQVK 49 K11:+32.0564 - N1:+32.0564 - T4:+79.96633 6.89999978931155e-07
2 YOL109W ZEO1 rep1F01 heavy NEATPEAEQVK 49 K11:+36.0756 - N1:+36.0756 - T4:+79.96633 3.00000002617651e-09

2 YOL109W ZEO1 rep1F01 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.19999999520504e-11

2 YOL109W ZEO1 rep1F01 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 0.00260000000708

2 YOL109W ZEO1 rep1F01 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 8.69999974839608e-11

2 YOL109W ZEO1 rep1F01 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 0.00011000000086

2 YOL109W ZEO1 rep1F01 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 5.10000006670452e-08

2 YOL109W ZEO1 rep1F01 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.001200000057
2 YOL109W ZEO1 rep1F01 heavy EQAEASIDNLK 40 K11:+36.0756 - E1:+36.0756 - S6:+79.96633 2.90000002678426e-07
2 YOL109W ZEO1 rep1F01 inter EQAEASIDNLK 40 K11:+32.0564 - E1:+32.0564 - S6:+79.96633 1.10000000859145e-05
2 YOL109W ZEO1 rep1F01 light EQAEASIDNLK 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 7.19999988518794e-08



2 YOL109W ZEO1 rep1F01 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 5.39999989168649e-12
2 YOL109W ZEO1 rep1F01 light EQAEASIDNLKNEATPEAEQV 49 K11:+28.0313 - E1:+28.0313 - T15:+79.96633 2.29999996825825e-09
2 YOL109W ZEO1 rep1F01 light EQAEASIDNLKNEATPEAEQV 49 K11:+28.0313 - E1:+28.0313 - T15:+79.96633 3.40000005927266e-09

2 YOL109W ZEO1 rep1F02 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep1F02 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep1F02 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep1F02 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 6.60000008746893e-14

2 YOL109W ZEO1 rep1F02 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 5.39999989168649e-12

2 YOL109W ZEO1 rep1F03 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 4.09999985351295e-11

2 YOL109W ZEO1 rep1F03 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.69999994983905e-12

2 YOL109W ZEO1 rep1F03 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 7.5999996624887e-05

2 YOL109W ZEO1 rep1F03 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 6.6000000515487e-05

2 YOL109W ZEO1 rep1F03 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.10000000219657e-08

2 YOL109W ZEO1 rep1F03 heavy LEETKESLQNK  25 22
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 - T4:+79.96633 7.59999979615955e-11

2 YOL109W ZEO1 rep1F03 light EQAEASIDNLKNEATPEAEQVK 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T15:+79.96633 1.30000003817354e-11

2 YOL109W ZEO1 rep1F03 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 1.99999996490334e-14

2 YOL109W ZEO1 rep1F04 heavy QASAAVSEKK 89
K9:+36.0756 - K10:+36.0756 - Q1:+36.0756 - 

S7:+79.96633 2.80000003840541e-05

2 YOL109W ZEO1 rep1F04 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 3.80000003685765e-10

2 YOL109W ZEO1 rep1F04 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 1.10000002162547e-10

2 YOL109W ZEO1 rep1F04 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 3.90000004513169e-10

2 YOL109W ZEO1 rep1F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 6.99999997202938e-12

2 YOL109W ZEO1 rep1F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 5.10000018039136e-06

2 YOL109W ZEO1 rep1F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 2.89999996239132e-10

2 YOL109W ZEO1 rep1F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 3.70000016118865e-05

2 YOL109W ZEO1 rep1F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 6.30000007717513e-09



2 YOL109W ZEO1 rep1F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00069000001531

2 YOL109W ZEO1 rep1F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 7.09999994796817e-06

2 YOL109W ZEO1 rep1F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 3.19999998721343e-10

2 YOL109W ZEO1 rep1F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 5.6000001727799e-13

2 YOL109W ZEO1 rep1F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 0.00710000004619

2 YOL109W ZEO1 rep1F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 6.40000008544916e-09

2 YOL109W ZEO1 rep1F04 heavy LEETKESLQNKGQEVK 25
K5:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

L1:+36.0756 - S7:+79.96633 9.2000002060999e-10

2 YOL109W ZEO1 rep1F05 heavy QASAAVSEKK 89
K9:+36.0756 - K10:+36.0756 - Q1:+36.0756 - 

S7:+79.96633 0.00076000002446

2 YOL109W ZEO1 rep1F05 heavy QASAAVSEKKETK 89
K9:+36.0756 - K10:+36.0756 - K13:+36.0756 - 

Q1:+36.0756 - S7:+79.96633 0.00300000002608

2 YOL109W ZEO1 rep1F05 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 1.90000001842883e-10

2 YOL109W ZEO1 rep1F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 2.39999999041007e-11

2 YOL109W ZEO1 rep1F05 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 1.80000003617564e-12

2 YOL109W ZEO1 rep1F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 4.20000015668998e-12

2 YOL109W ZEO1 rep1F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 2.1000000349769e-11

2 YOL109W ZEO1 rep1F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 2.79999994745594e-07

2 YOL109W ZEO1 rep1F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.19999996051057e-10

2 YOL109W ZEO1 rep1F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 2.49999993684469e-06

2 YOL109W ZEO1 rep1F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 7.00000002407108e-10

2 YOL109W ZEO1 rep1F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00052000000142

2 YOL109W ZEO1 rep1F05 heavy LEETKESLQNK 22
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

T4:+79.96633 4.00000005340573e-10

2 YOL109W ZEO1 rep1F06 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 6.40000007479102e-06

2 YOL109W ZEO1 rep1F06 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.39999997705864e-10

2 YOL109W ZEO1 rep1F06 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 2.99999990127642e-11

2 YOL109W ZEO1 rep1F06 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.99999994343614e-09



2 YOL109W ZEO1 rep1F06 light SIDNLKNEATPEAEQVK 49
K6:+28.0313 - K17:+28.0313 - S1:+28.0313 - 

T10:+79.96633 3.0999999580672e-06

2 YOL109W ZEO1 rep1F06 light EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
E1:+28.0313 - S6:+79.96633 - T15:+79.96633 5.80000023703287e-13

2 YOL109W ZEO1 rep1F07 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 9.29999970367135e-08

2 YOL109W ZEO1 rep1F07 light EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
E1:+28.0313 - S6:+79.96633 - T15:+79.96633 1.39999998390267e-15

2 YOL109W ZEO1 rep1F07 heavy EQAEASIDNLKNEATPEAEQVKK 40
K11:+36.0756 - K22:+36.0756 - K23:+36.0756 - 

E1:+36.0756 - S6:+79.96633 2.40000009340928e-15

2 YOL109W ZEO1 rep1F07 inter EQAEASIDNLKNEATPEAEQVKK 40
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 

E1:+32.0564 - S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep1F07 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep1F08 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 1.10000001996013e-07

2 YOL109W ZEO1 rep1F08 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 2.40000008489005e-06

2 YOL109W ZEO1 rep1F08 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep1F08 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 3.8999998976802e-13

2 YOL109W ZEO1 rep1F08 heavy LEETKESLQNKGQEVK 25
K5:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

L1:+36.0756 - S7:+79.96633 2.60000003748928e-08

2 YOL109W ZEO1 rep1F08 light EQAEASIDNLKNEATPEAEQVKK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - T15:+79.96633 9.69999969235857e-10

2 YOL109W ZEO1 rep1F08 light NEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K12:+28.0313 - K24:+28.0313 - 

N1:+28.0313 - T4:+79.96633 7.00000002407108e-10
2 YOL109W ZEO1 rep2F01 heavy AETAAQDVQQK 10 K11:+36.0756 - A1:+36.0756 - T3:+79.96633 8.19999979029262e-09
2 YOL109W ZEO1 rep2F01 light EATPEAEQVK 49 K10:+28.0313 - E1:+28.0313 - T3:+79.96633 0.0054999999702
2 YOL109W ZEO1 rep2F01 light NEATPEAEQVK 49 K11:+28.0313 - N1:+28.0313 - T4:+79.96633 4.5999999365165e-09
2 YOL109W ZEO1 rep2F01 inter NEATPEAEQVK 49 K11:+32.0564 - N1:+32.0564 - T4:+79.96633 9.10000019782586e-10
2 YOL109W ZEO1 rep2F01 heavy NEATPEAEQVK 49 K11:+36.0756 - N1:+36.0756 - T4:+79.96633 2.30000005152498e-10

2 YOL109W ZEO1 rep2F01 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 6.90000021563719e-08

2 YOL109W ZEO1 rep2F01 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 7.89999976547051e-09
2 YOL109W ZEO1 rep2F01 heavy EQAEASIDNLK 40 K11:+36.0756 - E1:+36.0756 - S6:+79.96633 1.99999994343614e-09
2 YOL109W ZEO1 rep2F01 light EQAEASIDNLK 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 1.60000001869776e-06

2 YOL109W ZEO1 rep2F01 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 5.09999986686438e-10

2 YOL109W ZEO1 rep2F01 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 - E1:-18.01056 0.00019999999495

2 YOL109W ZEO1 rep2F01 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 3.79999989807978e-11

2 YOL109W ZEO1 rep2F01 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 6.20000023543454e-11
2 YOL109W ZEO1 rep2F01 light EQAEASIDNLKNEATPEAEQV 49 K11:+28.0313 - E1:+28.0313 - T15:+79.96633 1.19999996051057e-10



2 YOL109W ZEO1 rep2F011 light EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
E1:+28.0313 - S6:+79.96633 - T15:+79.96633 2.80000003840541e-05

2 YOL109W ZEO1 rep2F02 light NEATPEAEQVK 49 K11:+28.0313 - N1:+28.0313 - T4:+79.96633 5.89999993305668e-10
2 YOL109W ZEO1 rep2F02 inter NEATPEAEQVK 49 K11:+32.0564 - N1:+32.0564 - T4:+79.96633 9.0000000341206e-08

2 YOL109W ZEO1 rep2F02 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.40000000481422e-09

2 YOL109W ZEO1 rep2F02 heavy EQAEASIDNLKNEATPEAEQVKK  40 49

K11:+36.0756 - K22:+36.0756 - K23:+36.0756 - 
E1:+36.0756 - S6:+79.96633 - T15:+79.96633 - E1:-

18.01056 1.50000001308825e-09

2 YOL109W ZEO1 rep2F02 light EQAEASIDNLKNEATPEAEQVK  40 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 - T15:+79.96633 1.30000001106849e-13

2 YOL109W ZEO1 rep2F02 inter EQAEASIDNLKNEATPEAEQVK  40 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 - T15:+79.96633 3.5000000402248e-13

2 YOL109W ZEO1 rep2F02 light EQAEASIDNLKNEATPEAEQVK  40 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 - T15:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep2F02 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 2.00000000725499e-15

2 YOL109W ZEO1 rep2F02 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep2F03 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 2.600000016173e-06

2 YOL109W ZEO1 rep2F03 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep2F03 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 2.20000002915631e-13

2 YOL109W ZEO1 rep2F03 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep2F04 light EETKESLQNK 25
K4:+28.0313 - K10:+28.0313 - E1:+28.0313 - 

S6:+79.96633 8.29999979856666e-09

2 YOL109W ZEO1 rep2F04 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 3.4999999426466e-11

2 YOL109W ZEO1 rep2F04 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 1.49999998533268e-10

2 YOL109W ZEO1 rep2F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 2.09999999702982e-13

2 YOL109W ZEO1 rep2F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.40000001920271e-05

2 YOL109W ZEO1 rep2F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.59999999360672e-10

2 YOL109W ZEO1 rep2F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 6.89999978931155e-06

2 YOL109W ZEO1 rep2F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00079999997979

2 YOL109W ZEO1 rep2F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 2.20000003992027e-07

2 YOL109W ZEO1 rep2F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.49999995063821e-11



2 YOL109W ZEO1 rep2F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 3.09999997893939e-10

2 YOL109W ZEO1 rep2F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 8.39999984236783e-07

2 YOL109W ZEO1 rep2F04 light LEETKESLQNK  25 22
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 - T4:+79.96633 0.00067999999737

2 YOL109W ZEO1 rep2F04 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 0.00019000000611

2 YOL109W ZEO1 rep2F04 light EQAEASIDNLKNEATPEAEQVK 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T15:+79.96633 7.00000021597487e-14

2 YOL109W ZEO1 rep2F04 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 6.80000011854531e-09

2 YOL109W ZEO1 rep2F05 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 6.39999988769069e-13

2 YOL109W ZEO1 rep2F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 1.49999998533268e-10

2 YOL109W ZEO1 rep2F05 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 2.39999999041007e-11

2 YOL109W ZEO1 rep2F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 1.10000000859145e-05

2 YOL109W ZEO1 rep2F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 0.00016999999934

2 YOL109W ZEO1 rep2F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.59999997192267e-13

2 YOL109W ZEO1 rep2F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 2.29999996825825e-09

2 YOL109W ZEO1 rep2F06 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 0.00016999999934

2 YOL109W ZEO1 rep2F06 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 4.60000002533434e-08

2 YOL109W ZEO1 rep2F06 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.90000002930901e-06

2 YOL109W ZEO1 rep2F06 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 5.59999989491189e-06

2 YOL109W ZEO1 rep2F06 light LEETKESLQNK  25 22
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 - T4:+79.96633 9.99999997475243e-07

2 YOL109W ZEO1 rep2F06 light IDNLKNEATPEAEQVK 49
K5:+28.0313 - K16:+28.0313 - I1:+28.0313 - 

T9:+79.96633 0.00011999999697

2 YOL109W ZEO1 rep2F06 light SIDNLKNEATPEAEQVK 49
K6:+28.0313 - K17:+28.0313 - S1:+28.0313 - 

T10:+79.96633 1.90000002930901e-06

2 YOL109W ZEO1 rep2F06 inter EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 
E1:+32.0564 - S6:+79.96633 - T15:+79.96633 3.30000004373446e-14

2 YOL109W ZEO1 rep2F06 light EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
E1:+28.0313 - S6:+79.96633 - T15:+79.96633 3.80000003685765e-10

2 YOL109W ZEO1 rep2F07 light EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
E1:+28.0313 - S6:+79.96633 - T15:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep2F07 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 6.69999992986003e-12



2 YOL109W ZEO1 rep2F07 inter EQAEASIDNLKNEATPEAEQVKK 40
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 

E1:+32.0564 - S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep2F07 heavy EQAEASIDNLKNEATPEAEQVKK 40
K11:+36.0756 - K22:+36.0756 - K23:+36.0756 - 

E1:+36.0756 - S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep2F07 inter GQEVKEQAEASIDNLKNEATPEAEQVK 40
K5:+32.0564 - K16:+32.0564 - K27:+32.0564 - 

G1:+32.0564 - S11:+79.96633 3.20000005395963e-15

2 YOL109W ZEO1 rep2F08 heavy LEETKESLQNKGQEVK 25
K5:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

L1:+36.0756 - S7:+79.96633 2.50000003337858e-11

2 YOL109W ZEO1 rep2F08 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 2.39999997653229e-09

2 YOL109W ZEO1 rep2F08 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 2.30000005152498e-10

2 YOL109W ZEO1 rep2F08 light EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
E1:+28.0313 - S6:+79.96633 - T15:+79.96633 3.40000007586095e-14

2 YOL109W ZEO1 rep2F08 light EQAEASIDNLKNEATPEAEQVKK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - T15:+79.96633 7.39999966685445e-14

2 YOL109W ZEO1 rep2F08 inter EQAEASIDNLKNEATPEAEQVKK 49
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 

E1:+32.0564 - T15:+79.96633 1.69999999557883e-15

2 YOL109W ZEO1 rep2F08 light DVQQKLEETKESLQNK 25
K5:+28.0313 - K10:+28.0313 - K16:+28.0313 - 

D1:+28.0313 - S12:+79.96633 1.49999994647487e-08

2 YOL109W ZEO1 rep2F08 light NEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K12:+28.0313 - K24:+28.0313 - 

N1:+28.0313 - T4:+79.96633 4.60000010304995e-10

2 YOL109W ZEO1 rep2F08 inter NEATPEAEQVKKEEQNIADGVEQK 49
K11:+32.0564 - K12:+32.0564 - K24:+32.0564 - 

N1:+32.0564 - T4:+79.96633 5.90000013289682e-07

2 YOL109W ZEO1 rep2F08 heavy AETAAQDVQQKLEETKESLQNK 25
K11:+36.0756 - K16:+36.0756 - K22:+36.0756 - 

A1:+36.0756 - S18:+79.96633 1.30000001106849e-13

2 YOL109W ZEO1 rep2F09 inter QASAAVSEKKETK 89
K9:+32.0564 - K10:+32.0564 - K13:+32.0564 - 

Q1:+32.0564 - S7:+79.96633 2.09999998332933e-05

2 YOL109W ZEO1 rep2F09 heavy QASAAVSEKKETK 89
K9:+36.0756 - K10:+36.0756 - K13:+36.0756 - 

Q1:+36.0756 - S7:+79.96633 1.59999995474891e-08

2 YOL109W ZEO1 rep2F09 light QASAAVSEKKETK 89
K9:+28.0313 - K10:+28.0313 - K13:+28.0313 - 

Q1:+28.0313 - S7:+79.96633 0.00310000008903

2 YOL109W ZEO1 rep2F09 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 9.29999998788844e-07

2 YOL109W ZEO1 rep2F09 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 1.70000002981396e-05

2 YOL109W ZEO1 rep2F09 light LEETKESLQNKGQEVK  25 22
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 
L1:+28.0313 - S7:+79.96633 - T4:+79.96633 0.00430000014603

2 YOL109W ZEO1 rep2F09 light QDVQQKLEETKESLQNK 25
K6:+28.0313 - K11:+28.0313 - K17:+28.0313 - 

Q1:+28.0313 - S13:+79.96633 9.49999972021942e-08

2 YOL109W ZEO1 rep2F09 light EQAEASIDNLKNEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
K35:+28.0313 - E1:+28.0313 - T15:+79.96633 4.69999990058219e-15

2 YOL109W ZEO1 rep3F01 inter NEATPEAEQVK 49 K11:+32.0564 - N1:+32.0564 - T4:+79.96633 7.10000022081658e-05
2 YOL109W ZEO1 rep3F01 light NEATPEAEQVK 49 K11:+28.0313 - N1:+28.0313 - T4:+79.96633 0.00289999996312
2 YOL109W ZEO1 rep3F01 heavy NEATPEAEQVK 49 K11:+36.0756 - N1:+36.0756 - T4:+79.96633 8.19999979029262e-09

2 YOL109W ZEO1 rep3F01 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 4.00000004674439e-07



2 YOL109W ZEO1 rep3F01 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 0.00011999999697

2 YOL109W ZEO1 rep3F01 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 9.99999974737875e-05

2 YOL109W ZEO1 rep3F01 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 8.29999989946373e-05

2 YOL109W ZEO1 rep3F01 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 6.09999988228083e-05
2 YOL109W ZEO1 rep3F01 light EQAEASIDNLKN 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 0.00053000001935
2 YOL109W ZEO1 rep3F01 heavy EQAEASIDNLK 40 K11:+36.0756 - E1:+36.0756 - S6:+79.96633 0.00031999999192
2 YOL109W ZEO1 rep3F01 inter EQAEASIDNLK 40 K11:+32.0564 - E1:+32.0564 - S6:+79.96633 6.99999986863986e-08
2 YOL109W ZEO1 rep3F01 light EQAEASIDNLK 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 1.59999999596039e-05
2 YOL109W ZEO1 rep3F01 inter EQAEASIDNLK 40 K11:+32.0564 - E1:+32.0564 - S6:+79.96633 0.00639999983832
2 YOL109W ZEO1 rep3F01 light EQAEASIDNLK 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 9.99999997475243e-07
2 YOL109W ZEO1 rep3F01 heavy EQAEASIDNLK 40 K11:+36.0756 - E1:+36.0756 - S6:+79.96633 4.99999996961265e-09
2 YOL109W ZEO1 rep3F01 heavy EQAEASIDNLK 40 K11:+36.0756 - E1:+36.0756 - S6:+79.96633 3.50000004800677e-06

2 YOL109W ZEO1 rep3F01 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 4.59999989488313e-11

2 YOL109W ZEO1 rep3F01 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 4.70000015469207e-14
2 YOL109W ZEO1 rep3F01 inter EQAEASIDNLKNEATPEAEQV 49 K11:+32.0564 - E1:+32.0564 - T15:+79.96633 0.00600000005215
2 YOL109W ZEO1 rep3F01 light EQAEASIDNLKNEATPEAEQV 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 1.29999998534913e-05
2 YOL109W ZEO1 rep3F01 inter EQAEASIDNLKNEATPEAEQV 40 K11:+32.0564 - E1:+32.0564 - S6:+79.96633 0.00789999961853
2 YOL109W ZEO1 rep3F02 light AETAAQDVQQK 10 K11:+28.0313 - A1:+28.0313 - T3:+79.96633 1.89999993277686e-13
2 YOL109W ZEO1 rep3F02 heavy AETAAQDVQQK 10 K11:+36.0756 - A1:+36.0756 - T3:+79.96633 2.09999996059196e-07
2 YOL109W ZEO1 rep3F02 heavy NEATPEAEQVK 49 K11:+36.0756 - N1:+36.0756 - T4:+79.96633 8.59999987889992e-11
2 YOL109W ZEO1 rep3F02 light NEATPEAEQVK 49 K11:+28.0313 - N1:+28.0313 - T4:+79.96633 7.39999990173601e-08
2 YOL109W ZEO1 rep3F02 inter NEATPEAEQVK 49 K11:+32.0564 - N1:+32.0564 - T4:+79.96633 7.19999988518794e-08
2 YOL109W ZEO1 rep3F02 heavy EATPEAEQVK 49 K10:+36.0756 - E1:+36.0756 - T3:+79.96633 1.69999998433923e-06
2 YOL109W ZEO1 rep3F02 heavy NEATPEAEQVK 49 K11:+36.0756 - N1:+36.0756 - T4:+79.96633 0.00289999996312

2 YOL109W ZEO1 rep3F02 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 0.00073000002885

2 YOL109W ZEO1 rep3F02 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 3.99999997569012e-08

2 YOL109W ZEO1 rep3F02 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 3.19999999192078e-05

2 YOL109W ZEO1 rep3F02 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 9.99999974737875e-06
2 YOL109W ZEO1 rep3F02 heavy NEATPEAEQVK 49 K11:+36.0756 - N1:+36.0756 - T4:+79.96633 1.60000001869776e-06
2 YOL109W ZEO1 rep3F02 light NEATPEAEQVK 49 K11:+28.0313 - N1:+28.0313 - T4:+79.96633 3.40000005962793e-05
2 YOL109W ZEO1 rep3F02 light EQAEASIDNLK 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 1.09999996311672e-06
2 YOL109W ZEO1 rep3F02 heavy EQAEASIDNLK 40 K11:+36.0756 - E1:+36.0756 - S6:+79.96633 7.20000015164146e-09

2 YOL109W ZEO1 rep3F02 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 4.89999985031631e-10

2 YOL109W ZEO1 rep3F02 heavy EQAEASIDNLKNEATPEAEQVK 49
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

T15:+79.96633 2.99999989294975e-08

2 YOL109W ZEO1 rep3F02 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 2.0999999961191e-08



2 YOL109W ZEO1 rep3F02 inter EQAEASIDNLKNEATPEAEQV 49 K11:+32.0564 - E1:+32.0564 - T15:+79.96633 0.00910000037402
2 YOL109W ZEO1 rep3F02 light EQAEASIDNLKNEATPEAEQV 49 K11:+28.0313 - E1:+28.0313 - T15:+79.96633 5.59999989491189e-06
2 YOL109W ZEO1 rep3F02 inter EQAEASIDNLKNEATPEAEQV 49 K11:+32.0564 - E1:+32.0564 - T15:+79.96633 0.00480000022799

2 YOL109W ZEO1 rep3F03 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 6.80000011925586e-05

2 YOL109W ZEO1 rep3F03 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 0.0003999999899

2 YOL109W ZEO1 rep3F03 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 5.29999999443476e-09

2 YOL109W ZEO1 rep3F03 inter EQAEASIDNLKNEATPEAEQVK  40 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 - T15:+79.96633 1.10000001457815e-14

2 YOL109W ZEO1 rep3F03 light EQAEASIDNLKNEATPEAEQVK  40 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 - T15:+79.96633 1.199999978942e-13

2 YOL109W ZEO1 rep3F03 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 3.99999998401679e-12

2 YOL109W ZEO1 rep3F03 heavy EQAEASIDNLKNEATPEAEQVK  40 49
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 - T15:+79.96633 9.30000000620712e-13

2 YOL109W ZEO1 rep3F03 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 1.40000004319497e-13

2 YOL109W ZEO1 rep3F03 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 2.60000007634709e-11

2 YOL109W ZEO1 rep3F03 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep3F03 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep3F03 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 3.8999998976802e-14

2 YOL109W ZEO1 rep3F03 heavy EQAEASIDNLKNEATPEAEQVK 40
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep3F04 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 0.00038000001223

2 YOL109W ZEO1 rep3F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 4.70000015469207e-14

2 YOL109W ZEO1 rep3F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 0.00018000000273

2 YOL109W ZEO1 rep3F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 3.69999997928971e-06

2 YOL109W ZEO1 rep3F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 8.10000011508549e-10

2 YOL109W ZEO1 rep3F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 2.30000005103648e-05

2 YOL109W ZEO1 rep3F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.80000001015479e-10

2 YOL109W ZEO1 rep3F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 7.40000005716723e-11

2 YOL109W ZEO1 rep3F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.79999997129698e-08



2 YOL109W ZEO1 rep3F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00620000017807

2 YOL109W ZEO1 rep3F04 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 1.69999998433923e-06

2 YOL109W ZEO1 rep3F04 heavy LEETKESLQNKGQEVK 25
K5:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

L1:+36.0756 - S7:+79.96633 4.99999987368938e-06

2 YOL109W ZEO1 rep3F04 heavy EQAEASIDNLKNEATPEAEQVKK 49
K11:+36.0756 - K22:+36.0756 - K23:+36.0756 - 
E1:+36.0756 - T15:+79.96633 - E1:-18.01056 7.30000018767107e-11

2 YOL109W ZEO1 rep3F04 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 4.5999999365165e-09

2 YOL109W ZEO1 rep3F04 heavy EQAEASIDNLKNEATPEAEQVK 49
K11:+36.0756 - K22:+36.0756 - E1:+36.0756 - 

T15:+79.96633 4.89999996133861e-09

2 YOL109W ZEO1 rep3F04 light EQAEASIDNLKNEATPEAEQVK 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T15:+79.96633 1.49999994647487e-08

2 YOL109W ZEO1 rep3F04 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 1.19999996200135e-14

2 YOL109W ZEO1 rep3F04 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.89999994903989e-11

2 YOL109W ZEO1 rep3F04 light GQEVKEQAEASIDNLKNEATPEAEQV 40
K5:+28.0313 - K16:+28.0313 - G1:+28.0313 - 

S11:+79.96633 1.2999999687846e-10

2 YOL109W ZEO1 rep3F04 light NEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K12:+28.0313 - K24:+28.0313 - 

N1:+28.0313 - T4:+79.96633 2.90000006231139e-08

2 YOL109W ZEO1 rep3F05 light EATPEAEQVKK 49
K10:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

T3:+79.96633 0.00044999999227

2 YOL109W ZEO1 rep3F05 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 8.8999996705752e-08

2 YOL109W ZEO1 rep3F05 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 3.30000003018194e-12

2 YOL109W ZEO1 rep3F05 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 2.90000002678426e-07

2 YOL109W ZEO1 rep3F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 4.39999991996842e-09

2 YOL109W ZEO1 rep3F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 1.90000001842883e-10

2 YOL109W ZEO1 rep3F05 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 1.8999999351621e-09

2 YOL109W ZEO1 rep3F05 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 1.10000001996013e-07

2 YOL109W ZEO1 rep3F05 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 7.3000001599155e-09

2 YOL109W ZEO1 rep3F05 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 4.70000003360838e-07

2 YOL109W ZEO1 rep3F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 2.59999997069826e-05

2 YOL109W ZEO1 rep3F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.19999999520504e-11

2 YOL109W ZEO1 rep3F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.10000000859145e-05



2 YOL109W ZEO1 rep3F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 4.30000000051223e-06

2 YOL109W ZEO1 rep3F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 2.69999994584325e-11

2 YOL109W ZEO1 rep3F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 2.79999995411728e-10

2 YOL109W ZEO1 rep3F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 9.50000030570664e-05

2 YOL109W ZEO1 rep3F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 3.50000001203554e-10

2 YOL109W ZEO1 rep3F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 8.70000008035277e-07

2 YOL109W ZEO1 rep3F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 7.30000010662479e-06

2 YOL109W ZEO1 rep3F05 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 5.20000014603283e-07

2 YOL109W ZEO1 rep3F05 light GQEVKEQAEASIDNLK 40
K5:+28.0313 - K16:+28.0313 - G1:+28.0313 - 

S11:+79.96633 2.99999998801259e-12

2 YOL109W ZEO1 rep3F05 light GQEVKEQAEASIDNLK 40
K5:+28.0313 - K16:+28.0313 - G1:+28.0313 - 

S11:+79.96633 5.799999803352e-12

2 YOL109W ZEO1 rep3F05 light EQAEASIDNLKNEATPEAEQVKK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - T15:+79.96633 4.99999998002099e-13

2 YOL109W ZEO1 rep3F06 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 9.20000024513118e-14

2 YOL109W ZEO1 rep3F06 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 3.09999997893939e-10

2 YOL109W ZEO1 rep3F06 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 7.79999975719647e-09

2 YOL109W ZEO1 rep3F06 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 3.19999998721343e-10

2 YOL109W ZEO1 rep3F06 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 7.3000000488932e-10

2 YOL109W ZEO1 rep3F06 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.80000006366754e-05

2 YOL109W ZEO1 rep3F06 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 6.50000019086772e-12

2 YOL109W ZEO1 rep3F06 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.80000006366754e-05

2 YOL109W ZEO1 rep3F06 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00659999996424

2 YOL109W ZEO1 rep3F06 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 2.09999995171017e-09

2 YOL109W ZEO1 rep3F06 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 3.40000000376151e-10

2 YOL109W ZEO1 rep3F06 light EQAEASIDNLKNEATPEAEQVKK  40 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
E1:+28.0313 - S6:+79.96633 - T15:+79.96633 6.39999988769069e-13

2 YOL109W ZEO1 rep3F07 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 0.00159999995958



2 YOL109W ZEO1 rep3F07 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 1.19999999520504e-11

2 YOL109W ZEO1 rep3F07 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 4.69999983376823e-10

2 YOL109W ZEO1 rep3F07 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep3F07 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep3F07 heavy LEETKESLQNKGQEVK 25
K5:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

L1:+36.0756 - S7:+79.96633 4.60000010304995e-10

2 YOL109W ZEO1 rep3F07 light EQAEASIDNLKNEATPEAEQVKK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - T15:+79.96633 6.70000011959541e-15

2 YOL109W ZEO1 rep3F07 inter EQAEASIDNLKNEATPEAEQVKK 49
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 

E1:+32.0564 - T15:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep3F07 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 3.40000000809831e-13

2 YOL109W ZEO1 rep3F07 heavy EQAEASIDNLKNEATPEAEQVKK 40
K11:+36.0756 - K22:+36.0756 - K23:+36.0756 - 

E1:+36.0756 - S6:+79.96633 1.199999978942e-13

2 YOL109W ZEO1 rep3F07 inter NEATPEAEQVKKEEQNIADGVEQK 49
K11:+32.0564 - K12:+32.0564 - K24:+32.0564 - 

N1:+32.0564 - T4:+79.96633 1.40000002701868e-08

2 YOL109W ZEO1 rep3F07 light NEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K12:+28.0313 - K24:+28.0313 - 

N1:+28.0313 - T4:+79.96633 4.40000008650188e-10

2 YOL109W ZEO1 rep3F07 light AETAAQDVQQKLEETKESLQNK 25
K11:+28.0313 - K16:+28.0313 - K22:+28.0313 - 

A1:+28.0313 - S18:+79.96633 7.10000014336742e-09

2 YOL109W ZEO1 rep3F08 light QASAAVSEKKETK 89
K9:+28.0313 - K10:+28.0313 - K13:+28.0313 - 

Q1:+28.0313 - S7:+79.96633 1.49999994647487e-08

2 YOL109W ZEO1 rep3F08 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.40000001920271e-05

2 YOL109W ZEO1 rep3F08 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 4.30000000051223e-08

2 YOL109W ZEO1 rep3F08 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 7.3000000488932e-10

2 YOL109W ZEO1 rep3F08 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 2.30000003417774e-12

2 YOL109W ZEO1 rep3F08 inter IDNLKNEATPEAEQVKK 49
K5:+32.0564 - K16:+32.0564 - K17:+32.0564 - 

I1:+32.0564 - T9:+79.96633 4.90000011052483e-12

2 YOL109W ZEO1 rep3F08 heavy EQAEASIDNLKNEATPEAEQVKK 49
K11:+36.0756 - K22:+36.0756 - K23:+36.0756 - 

E1:+36.0756 - T15:+79.96633 1.80000003617564e-12

2 YOL109W ZEO1 rep3F08 interEQAEASIDNLKNEATPEAEQVKKEEQNIADGVEQK 49
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 
K35:+32.0564 - E1:+32.0564 - T15:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep3F08 light EQAEASIDNLKNEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
K35:+28.0313 - E1:+28.0313 - T15:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F01 inter NEATPEAEQVK 49 K11:+32.0564 - N1:+32.0564 - T4:+79.96633 3.20000004272458e-09
2 YOL109W ZEO1 rep4F01 heavy NEATPEAEQVK 49 K11:+36.0756 - N1:+36.0756 - T4:+79.96633 6.50000018254104e-08

2 YOL109W ZEO1 rep4F01 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 0.00014000000374

2 YOL109W ZEO1 rep4F01 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 0.00023999999394



2 YOL109W ZEO1 rep4F01 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 2.90000007225899e-05

2 YOL109W ZEO1 rep4F01 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.70000002981396e-05

2 YOL109W ZEO1 rep4F01 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 4.69999986307812e-06

2 YOL109W ZEO1 rep4F01 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 3.70000002858362e-10
2 YOL109W ZEO1 rep4F01 light NEATPEAEQVK 49 K11:+28.0313 - N1:+28.0313 - T4:+79.96633 1.99999999495049e-06
2 YOL109W ZEO1 rep4F01 heavy EQAEASIDNLK 40 K11:+36.0756 - E1:+36.0756 - S6:+79.96633 3.79999995914204e-08
2 YOL109W ZEO1 rep4F01 light EQAEASIDNLK 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 3.69999997928971e-06
2 YOL109W ZEO1 rep4F01 inter EQAEASIDNLK 40 K11:+32.0564 - E1:+32.0564 - S6:+79.96633 0.00510000018403
2 YOL109W ZEO1 rep4F01 light EQAEASIDNLK 40 K11:+28.0313 - E1:+28.0313 - S6:+79.96633 2.49999993684469e-05
2 YOL109W ZEO1 rep4F01 inter EQAEASIDNLK 40 K11:+32.0564 - E1:+32.0564 - S6:+79.96633 5.49999981558358e-07

2 YOL109W ZEO1 rep4F01 light EQAEASIDNLKNEATPEAEQVK 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T15:+79.96633 1.10000000859145e-05

2 YOL109W ZEO1 rep4F01 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 2.99999997066536e-10

2 YOL109W ZEO1 rep4F01 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.60000002136229e-09

2 YOL109W ZEO1 rep4F01 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 8.60000005237227e-14
2 YOL109W ZEO1 rep4F01 light EQAEASIDNLKNEATPEAEQV 49 K11:+28.0313 - E1:+28.0313 - T15:+79.96633 9.59999965743918e-07
2 YOL109W ZEO1 rep4F01 heavy EQAEASIDNLKNEATPEAEQV 49 K11:+36.0756 - E1:+36.0756 - T15:+79.96633 4.20000014855759e-06
2 YOL109W ZEO1 rep4F01 light EQAEASIDNLKNEATPEAEQV 49 K11:+28.0313 - E1:+28.0313 - T15:+79.96633 3.19999998721343e-10

2 YOL109W ZEO1 rep4F02 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 1.49999994647487e-08

2 YOL109W ZEO1 rep4F02 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 9.89999975331557e-08

2 YOL109W ZEO1 rep4F02 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 7.69999966565571e-11

2 YOL109W ZEO1 rep4F02 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 2.19999992623343e-06

2 YOL109W ZEO1 rep4F02 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.09999997999211e-09

2 YOL109W ZEO1 rep4F02 inter EQAEASIDNLKNEATPEAEQVK  40 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 - T15:+79.96633 3.60000015908746e-11

2 YOL109W ZEO1 rep4F02 light EQAEASIDNLKNEATPEAEQVK  40 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 - T15:+79.96633 4.20000016346624e-15

2 YOL109W ZEO1 rep4F02 light EQAEASIDNLKNEATPEAEQVK 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T15:+79.96633 3.3999998996781e-12

2 YOL109W ZEO1 rep4F02 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 1.10000001457815e-14

2 YOL109W ZEO1 rep4F02 light EQAEASIDNLKNEATPEAEQVK  40 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 - T15:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F02 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 1.00000000362749e-15



2 YOL109W ZEO1 rep4F02 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F02 light EQAEASIDNLKNEATPEAEQVK  40 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 - T15:+79.96633 8.29999979856666e-09

2 YOL109W ZEO1 rep4F02 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.49999995250168e-15

2 YOL109W ZEO1 rep4F02 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F03 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 0.00949999969453

2 YOL109W ZEO1 rep4F03 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 4.79999984204227e-10

2 YOL109W ZEO1 rep4F03 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.49999996210681e-05

2 YOL109W ZEO1 rep4F03 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 8.1999997070259e-12

2 YOL109W ZEO1 rep4F03 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.99999998784506e-08

2 YOL109W ZEO1 rep4F03 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 6.49999992674566e-06

2 YOL109W ZEO1 rep4F03 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 7.30000028852373e-05

2 YOL109W ZEO1 rep4F03 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 6.60000008746893e-14

2 YOL109W ZEO1 rep4F03 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 1.39999997705864e-10

2 YOL109W ZEO1 rep4F03 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00829999987036

2 YOL109W ZEO1 rep4F03 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 1.29999999654018e-09

2 YOL109W ZEO1 rep4F03 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 7.30000028852373e-05

2 YOL109W ZEO1 rep4F03 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 4.29999991169439e-09

2 YOL109W ZEO1 rep4F03 inter EQAEASIDNLKNEATPEAEQVKK 40
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 

E1:+32.0564 - S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F03 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 2.69999994584325e-11

2 YOL109W ZEO1 rep4F03 light EQAEASIDNLKNEATPEAEQVK 49
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T15:+79.96633 3.50000001203554e-10

2 YOL109W ZEO1 rep4F03 inter EQAEASIDNLKNEATPEAEQVK 49
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T15:+79.96633 3.60000014011392e-14

2 YOL109W ZEO1 rep4F03 inter EQAEASIDNLKNEATPEAEQVK 40
K11:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

S6:+79.96633 8.40000032693248e-15

2 YOL109W ZEO1 rep4F03 light EQAEASIDNLKNEATPEAEQVK 40
K11:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F03 light NEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K12:+28.0313 - K24:+28.0313 - 

N1:+28.0313 - T4:+79.96633 1.89999994903989e-11



2 YOL109W ZEO1 rep4F04 light EATPEAEQVKK 49
K10:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

T3:+79.96633 0.00093999999808

2 YOL109W ZEO1 rep4F04 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 2.69999986812763e-07

2 YOL109W ZEO1 rep4F04 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 1.40000002701868e-08

2 YOL109W ZEO1 rep4F04 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 8.10000031492564e-08

2 YOL109W ZEO1 rep4F04 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 1.10000002162547e-10

2 YOL109W ZEO1 rep4F04 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 4.09999985351295e-12

2 YOL109W ZEO1 rep4F04 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 1.89999997957102e-08

2 YOL109W ZEO1 rep4F04 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 1.39999997372797e-06

2 YOL109W ZEO1 rep4F04 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 1.39999997372797e-07

2 YOL109W ZEO1 rep4F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 3.19999998721343e-11

2 YOL109W ZEO1 rep4F04 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 3.5999998999614e-06

2 YOL109W ZEO1 rep4F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 7.90000012784731e-06

2 YOL109W ZEO1 rep4F04 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.09999997392057e-12

2 YOL109W ZEO1 rep4F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 2.90000007225899e-05

2 YOL109W ZEO1 rep4F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 4.89999985031631e-10

2 YOL109W ZEO1 rep4F04 inter LEETKESLQNK 22
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

T4:+79.96633 3.7999998113436e-12

2 YOL109W ZEO1 rep4F04 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 9.99999997475243e-07

2 YOL109W ZEO1 rep4F04 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 2.00000002337219e-07

2 YOL109W ZEO1 rep4F04 light GQEVKEQAEASIDNLK 40
K5:+28.0313 - K16:+28.0313 - G1:+28.0313 - 

S11:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F04 inter GQEVKEQAEASIDNLK 40
K5:+32.0564 - K16:+32.0564 - G1:+32.0564 - 

S11:+79.96633 8.59999987889992e-11

2 YOL109W ZEO1 rep4F05 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 2.09999996059196e-07

2 YOL109W ZEO1 rep4F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 1.50000005305628e-07

2 YOL109W ZEO1 rep4F05 heavy NEATPEAEQVKK 49
K11:+36.0756 - K12:+36.0756 - N1:+36.0756 - 

T4:+79.96633 2.99999998801259e-12

2 YOL109W ZEO1 rep4F05 inter NEATPEAEQVKK 49
K11:+32.0564 - K12:+32.0564 - N1:+32.0564 - 

T4:+79.96633 2.60000002213698e-13



2 YOL109W ZEO1 rep4F05 light NEATPEAEQVKK 49
K11:+28.0313 - K12:+28.0313 - N1:+28.0313 - 

T4:+79.96633 9.4999998978551e-09

2 YOL109W ZEO1 rep4F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.60000001869776e-06

2 YOL109W ZEO1 rep4F05 inter LEETKESLQNK 25
K5:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.00000001335143e-10

2 YOL109W ZEO1 rep4F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.29999998534913e-05

2 YOL109W ZEO1 rep4F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 3.79999983124435e-05

2 YOL109W ZEO1 rep4F05 heavy LEETKESLQNK 25
K5:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 3.79999989807978e-11

2 YOL109W ZEO1 rep4F05 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 9.99999996004197e-12

2 YOL109W ZEO1 rep4F06 light LEETKESLQNK 25
K5:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 7.90000009853742e-11

2 YOL109W ZEO1 rep4F06 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 3.59999994259397e-08

2 YOL109W ZEO1 rep4F06 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 8.19999979029262e-09

2 YOL109W ZEO1 rep4F06 inter EQAEASIDNLKNEATPEAEQVKK 49
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 

E1:+32.0564 - T15:+79.96633 1.20000004670464e-15

2 YOL109W ZEO1 rep4F06 light EQAEASIDNLKNEATPEAEQVKK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - T15:+79.96633 4.69999993785164e-12

2 YOL109W ZEO1 rep4F06 heavy EQAEASIDNLKNEATPEAEQVKK 49
K11:+36.0756 - K22:+36.0756 - K23:+36.0756 - 

E1:+36.0756 - T15:+79.96633 1.29999999412783e-14

2 YOL109W ZEO1 rep4F06 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F06 inter EQAEASIDNLKNEATPEAEQVKK 40
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 

E1:+32.0564 - S6:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F06 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 3.60000002030958e-10

2 YOL109W ZEO1 rep4F06 light NEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K12:+28.0313 - K24:+28.0313 - 

N1:+28.0313 - T4:+79.96633 1.1000000389727e-11

2 YOL109W ZEO1 rep4F06 inter NEATPEAEQVKKEEQNIADGVEQK 49
K11:+32.0564 - K12:+32.0564 - K24:+32.0564 - 

N1:+32.0564 - T4:+79.96633 9.09999986475896e-09

2 YOL109W ZEO1 rep4F07 inter QASAAVSEKKETK 89
K9:+32.0564 - K10:+32.0564 - K13:+32.0564 - 

Q1:+32.0564 - S7:+79.96633 9.89999993095125e-09

2 YOL109W ZEO1 rep4F07 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 2.29999996825825e-09

2 YOL109W ZEO1 rep4F07 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 1.60000002136229e-09

2 YOL109W ZEO1 rep4F07 heavy LEETKESLQNKGQEVK 25
K5:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

L1:+36.0756 - S7:+79.96633 1.89999994903989e-11

2 YOL109W ZEO1 rep4F07 inter LEETKESLQNKGQEVK 25
K5:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

L1:+32.0564 - S7:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F07 light LEETKESLQNKGQEVK 25
K5:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

L1:+28.0313 - S7:+79.96633 1.00000000362749e-15



2 YOL109W ZEO1 rep4F07 light EQAEASIDNLKNEATPEAEQVKK 40
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 

E1:+28.0313 - S6:+79.96633 7.5999996226872e-12

2 YOL109W ZEO1 rep4F07 light NEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K12:+28.0313 - K24:+28.0313 - 

N1:+28.0313 - T4:+79.96633 1.49999998533268e-10

2 YOL109W ZEO1 rep4F07 light EQAEASIDNLKNEATPEAEQVKKEEQNIADGVEQK 49
K11:+28.0313 - K22:+28.0313 - K23:+28.0313 - 
K35:+28.0313 - E1:+28.0313 - T15:+79.96633 1.00000000362749e-15

2 YOL109W ZEO1 rep4F07 interEQAEASIDNLKNEATPEAEQVKKEEQNIADGVEQK 49
K11:+32.0564 - K22:+32.0564 - K23:+32.0564 - 
K35:+32.0564 - E1:+32.0564 - T15:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep1F01 inter TSSITSSK 27 K8:+32.0564 - T1:+32.0564 - S3:+79.96633 0.00069999997504
3 YMR031C YMR031C rep1F01 light TSSITSSK 27 K8:+28.0313 - T1:+28.0313 - S3:+79.96633 0.00076000002446
3 YMR031C YMR031C rep1F01 light EATETSSAVQTK 763 K12:+28.0313 - E1:+28.0313 - S7:+79.96633 7.50000026528141e-07
3 YMR031C YMR031C rep1F01 heavy EATETSSAVQTK 763 K12:+36.0756 - E1:+36.0756 - S7:+79.96633 6.40000008544916e-09
3 YMR031C YMR031C rep1F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 2.19999992623343e-06
3 YMR031C YMR031C rep1F01 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 1.10000000859145e-05
3 YMR031C YMR031C rep1F01 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 1.80000000682412e-07

3 YMR031C YMR031C rep1F01 light NNSITSATSK 130133
K10:+28.0313 - N1:+28.0313 - S3:+79.96633 - 

S6:+79.96633 4.39999985246686e-06
3 YMR031C YMR031C rep1F01 inter NNSITSATSK 132 K10:+32.0564 - N1:+32.0564 - T5:+79.96633 8.29999989946373e-05
3 YMR031C YMR031C rep1F01 light NVEDLPTQLEK 720 K11:+28.0313 - N1:+28.0313 - T7:+79.96633 5.40000000270879e-09
3 YMR031C YMR031C rep1F01 light LIGMTSEEYLTQNK 701 K14:+28.0313 - L1:+28.0313 - S6:+79.96633 3.60000007582073e-09

3 YMR031C YMR031C rep1F02 inter TSGGGSRTSSITSSK  27 25
K15:+32.0564 - T1:+32.0564 - S10:+79.96633 - 

T8:+79.96633 5.50000004295725e-05

3 YMR031C YMR031C rep1F02 light TSGGGSRTSSITSSK  26 25
K15:+28.0313 - T1:+28.0313 - S9:+79.96633 - 

T8:+79.96633 0.00011999999697

3 YMR031C YMR031C rep1F02 heavy TSGGGSRTSSITSSK  19 27
K15:+36.0756 - T1:+36.0756 - S2:+79.96633 - 

S10:+79.96633 0.00070999999298
3 YMR031C YMR031C rep1F02 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 7.69999969634227e-05

3 YMR031C YMR031C rep1F02 light EATETSSAVQTKEPEEK 763
K12:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S7:+79.96633 5.50000007289077e-14

3 YMR031C YMR031C rep1F02 light EATETSSAVQTKEPEEK 763
K12:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S7:+79.96633 9.00000018087821e-14

3 YMR031C YMR031C rep1F02 heavy EATETSSAVQTKEPEEK 763
K12:+36.0756 - K17:+36.0756 - E1:+36.0756 - 

S7:+79.96633 1.49999993979619e-13
3 YMR031C YMR031C rep1F02 light IASGLISPVLGEVSER 401 I1:+28.0313 - S7:+79.96633 2.19999992623343e-06
3 YMR031C YMR031C rep1F03 light TSGGGSRTSSITSSK 23 K15:+28.0313 - T1:+28.0313 - S6:+79.96633 2.49999998480632e-09
3 YMR031C YMR031C rep1F03 inter TSGGGSRTSSITSSK 23 K15:+32.0564 - T1:+32.0564 - S6:+79.96633 5.40000000910368e-05

3 YMR031C YMR031C rep1F03 light TSGGGSRTSSITSSK  23 25
K15:+28.0313 - T1:+28.0313 - S6:+79.96633 - 

T8:+79.96633 0.001200000057

3 YMR031C YMR031C rep1F05 light SYSITSASSVLSGASGSFNSTVNPKPK 181
K25:+28.0313 - K27:+28.0313 - S1:+28.0313 - 

T5:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep1F07 inter TSGGGSRTSSITSSKK  23 27
K15:+32.0564 - K16:+32.0564 - T1:+32.0564 - 

S6:+79.96633 - S10:+79.96633 1.20000004244503e-06

3 YMR031C YMR031C rep1F07 heavy TSGGGSRTSSITSSKK  23 25
K15:+36.0756 - K16:+36.0756 - T1:+36.0756 - 

S6:+79.96633 - T8:+79.96633 0.00033000000985

3 YMR031C YMR031C rep1F07 light TSGGGSRTSSITSSKK  23 27
K15:+28.0313 - K16:+28.0313 - T1:+28.0313 - 

S6:+79.96633 - S10:+79.96633 1.50000005305628e-06

3 YMR031C YMR031C rep1F07 light TSGGGSRTSSITSSKK  23 27
K15:+28.0313 - K16:+28.0313 - T1:+28.0313 - 

S6:+79.96633 - S10:+79.96633 0.00109999999404



3 YMR031C YMR031C rep1F08 inter TSGGGSRTSSITSSKK  23 26
K15:+32.0564 - K16:+32.0564 - T1:+32.0564 - 

S6:+79.96633 - S9:+79.96633 1.89999991562217e-05

3 YMR031C YMR031C rep1F08 inter TSGGGSRTSSITSSKK  19 27
K15:+32.0564 - K16:+32.0564 - T1:+32.0564 - 

S2:+79.96633 - S10:+79.96633 1.40000001920271e-05

3 YMR031C YMR031C rep1F08 light TSGGGSRTSSITSSKK  23 27
K15:+28.0313 - K16:+28.0313 - T1:+28.0313 - 

S6:+79.96633 - S10:+79.96633 5.99999984842725e-05
3 YMR031C YMR031C rep1F08 light DIHNIGKTSGGGSR 19 K7:+28.0313 - D1:+28.0313 - S9:+79.96633 0.00011000000086
3 YMR031C YMR031C rep2F01 heavy EATETSSAVQTK 763 K12:+36.0756 - E1:+36.0756 - S7:+79.96633 8.80000001757253e-08
3 YMR031C YMR031C rep2F01 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 1.70000002981396e-05
3 YMR031C YMR031C rep2F01 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 1.3000000080865e-06

3 YMR031C YMR031C rep2F02 light TSGGGSRTSSITSSK  23 27
K15:+28.0313 - T1:+28.0313 - S6:+79.96633 - 

S10:+79.96633 2.20000002915631e-14
3 YMR031C YMR031C rep2F02 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 1.29999998534913e-05
3 YMR031C YMR031C rep2F02 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00073000002885
3 YMR031C YMR031C rep2F02 light IASGLISPVLGEVSER 401 I1:+28.0313 - S7:+79.96633 4.70000003360838e-07
3 YMR031C YMR031C rep2F03 light TSGGGSRTSSITSSK 23 K15:+28.0313 - T1:+28.0313 - S6:+79.96633 0.00130000000354
3 YMR031C YMR031C rep2F03 inter TSGGGSRTSSITSSK 19 K15:+32.0564 - T1:+32.0564 - S2:+79.96633 9.20000020414591e-05

3 YMR031C YMR031C rep2F03 inter EATETSSAVQTKEPEEK 763
K12:+32.0564 - K17:+32.0564 - E1:+32.0564 - 

S7:+79.96633 1.30000001106849e-13

3 YMR031C YMR031C rep2F05 light SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+28.0313 - K27:+28.0313 - S1:+28.0313 - 

S3:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep2F06 light SYSITSASSVLSGASGSFNSTVNPKPK 182
K25:+28.0313 - K27:+28.0313 - S1:+28.0313 - 

S6:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep2F07 inter TSGGGSRTSSITSSKK  23 27
K15:+32.0564 - K16:+32.0564 - T1:+32.0564 - 

S6:+79.96633 - S10:+79.96633 0.00480000022799

3 YMR031C YMR031C rep2F07 inter TSGGGSRTSSITSSKK  23 27
K15:+32.0564 - K16:+32.0564 - T1:+32.0564 - 

S6:+79.96633 - S10:+79.96633 3.00000010611257e-06

3 YMR031C YMR031C rep2F07 light TSGGGSRTSSITSSKK  19 27
K15:+28.0313 - K16:+28.0313 - T1:+28.0313 - 

S2:+79.96633 - S10:+79.96633 0.00026000000071

3 YMR031C YMR031C rep2F07 light SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+28.0313 - K27:+28.0313 - S1:+28.0313 - 

S3:+79.96633 2.20000003992027e-07

3 YMR031C YMR031C rep2F08 inter TSGGGSRTSSITSSKK  26 27
K15:+32.0564 - K16:+32.0564 - T1:+32.0564 - 

S9:+79.96633 - S10:+79.96633 0.00041999999667
3 YMR031C YMR031C rep2F08 inter DIHNIGKTSGGGSR 18 K7:+32.0564 - D1:+32.0564 - T8:+79.96633 0.00014000000374
3 YMR031C YMR031C rep2F08 light DIHNIGKTSGGGSR 19 K7:+28.0313 - D1:+28.0313 - S9:+79.96633 2.20000003992027e-07
3 YMR031C YMR031C rep2F08 inter DIHNIGKTSGGGSR 19 K7:+32.0564 - D1:+32.0564 - S9:+79.96633 9.40000006721675e-07
3 YMR031C YMR031C rep2F08 light DIHNIGKTSGGGSR 19 K7:+28.0313 - D1:+28.0313 - S9:+79.96633 7.59999979615955e-11
3 YMR031C YMR031C rep3F01 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 6.00000021222513e-06
3 YMR031C YMR031C rep3F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 1.09999996311672e-06
3 YMR031C YMR031C rep3F01 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 8.80000006873161e-05
3 YMR031C YMR031C rep3F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 5.20000014603283e-07
3 YMR031C YMR031C rep3F01 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 3.99999998990097e-06
3 YMR031C YMR031C rep3F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00570000009611
3 YMR031C YMR031C rep3F01 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 0.000859999971
3 YMR031C YMR031C rep3F01 heavy NSGGDGVPVSTAAK 752 K14:+36.0756 - N1:+36.0756 - S10:+79.96633 0.00109999999404
3 YMR031C YMR031C rep3F01 heavy AYSMTMETTSLSSQTNSR 166 A1:+36.0756 - T8:+79.96633 7.49999981053406e-06
3 YMR031C YMR031C rep3F01 heavy QLEVDSLINER 649 Q1:+36.0756 - S6:+79.96633 3.70000009297655e-07
3 YMR031C YMR031C rep3F02 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 2.70000000455184e-05



3 YMR031C YMR031C rep3F02 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 8.09999983175658e-05
3 YMR031C YMR031C rep3F02 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 9.99999997475243e-07
3 YMR031C YMR031C rep3F02 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 1.10000000219657e-08
3 YMR031C YMR031C rep3F02 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00052000000142
3 YMR031C YMR031C rep3F02 heavy NSGGDGVPVSTAAK 752 K14:+36.0756 - N1:+36.0756 - S10:+79.96633 7.20000025467016e-05
3 YMR031C YMR031C rep3F02 heavy NVEDLPTQLEK 720 K11:+36.0756 - N1:+36.0756 - T7:+79.96633 3.49999993431993e-08
3 YMR031C YMR031C rep3F02 heavy QLEVDSLINER 649 Q1:+36.0756 - S6:+79.96633 3.90000013794634e-06
3 YMR031C YMR031C rep3F03 heavy TSGGGSRTSSITSSK 23 K15:+36.0756 - T1:+36.0756 - S6:+79.96633 0.00430000014603
3 YMR031C YMR031C rep3F03 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 1.89999991562217e-05
3 YMR031C YMR031C rep3F03 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00139999995008

3 YMR031C YMR031C rep3F03 heavy EATETSSAVQTKEPEEK 763
K12:+36.0756 - K17:+36.0756 - E1:+36.0756 - 

S7:+79.96633 2.20000002915631e-13

3 YMR031C YMR031C rep3F03 light EATETSSAVQTKEPEEK 763
K12:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S7:+79.96633 1.30000003817354e-11

3 YMR031C YMR031C rep3F03 inter EATETSSAVQTKEPEEK 763
K12:+32.0564 - K17:+32.0564 - E1:+32.0564 - 

S7:+79.96633 4.39999989568229e-12

3 YMR031C YMR031C rep3F03 light EATETSSAVQTKEPEEK 763
K12:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S7:+79.96633 3.50000006563579e-15

3 YMR031C YMR031C rep3F04 heavy EATETSSAVQTKEPEEK 763
K12:+36.0756 - K17:+36.0756 - E1:+36.0756 - 

S7:+79.96633 1.70000000404916e-13

3 YMR031C YMR031C rep3F04 light EATETSSAVQTKEPEEK 763
K12:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S7:+79.96633 5.29999988341245e-10

3 YMR031C YMR031C rep3F05 heavy EPEEKISIGNK 775
K5:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 1.39999997372797e-07

3 YMR031C YMR031C rep3F05 light EPEEKISIGNK 775
K5:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 4.40000007984054e-07

3 YMR031C YMR031C rep3F05 inter EPEEKISIGNK 775
K5:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 0.00499999988824

3 YMR031C YMR031C rep3F05 heavy EPEEKISIGNK 775
K5:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 4.49999987495175e-07

3 YMR031C YMR031C rep3F05 heavy KISGYGNDLDAQK 584
K1:+36.0756 - K13:+36.0756 - K1:+36.0756 - 

S3:+79.96633 5.2999999752501e-05

3 YMR031C YMR031C rep3F05 heavy SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+36.0756 - K27:+36.0756 - S1:+36.0756 - 

S3:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep3F05 inter SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+32.0564 - K27:+32.0564 - S1:+32.0564 - 

S3:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep3F06 heavy EPEEKISIGNK 775
K5:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 2.49999993684469e-05

3 YMR031C YMR031C rep3F06 heavy EPEEKISIGNK 775
K5:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 5.19999998616072e-09

3 YMR031C YMR031C rep3F06 heavy SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+36.0756 - K27:+36.0756 - S1:+36.0756 - 

S3:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep3F06 inter SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+32.0564 - K27:+32.0564 - S1:+32.0564 - 

S3:+79.96633 1.00000000362749e-15
3 YMR031C YMR031C rep3F07 heavy DIHNIGKTSGGGSR 19 K7:+36.0756 - D1:+36.0756 - S9:+79.96633 0.00076000002446
3 YMR031C YMR031C rep3F07 inter DIHNIGKTSGGGSR 19 K7:+32.0564 - D1:+32.0564 - S9:+79.96633 0.00200000009499
3 YMR031C YMR031C rep3F07 inter DIHNIGKTSGGGSR 19 K7:+32.0564 - D1:+32.0564 - S9:+79.96633 2.30000001266717e-08
3 YMR031C YMR031C rep4F01 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 1.39999997372797e-06



3 YMR031C YMR031C rep4F01 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 7.80000027589267e-06
3 YMR031C YMR031C rep4F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 1.80000000682412e-07
3 YMR031C YMR031C rep4F01 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 1.39999997372797e-07
3 YMR031C YMR031C rep4F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00063999998383
3 YMR031C YMR031C rep4F01 heavy NNSITSATSK 130 K10:+36.0756 - N1:+36.0756 - S3:+79.96633 0.00053000001935
3 YMR031C YMR031C rep4F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 9.60000033956021e-05
3 YMR031C YMR031C rep4F01 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00209999992512
3 YMR031C YMR031C rep4F01 inter NSGGDGVPVSTAAK 752 K14:+32.0564 - N1:+32.0564 - S10:+79.96633 0.00159999995958
3 YMR031C YMR031C rep4F01 light NSGGDGVPVSTAAK 752 K14:+28.0313 - N1:+28.0313 - S10:+79.96633 1.49999996210681e-05
3 YMR031C YMR031C rep4F01 inter VYQTTGEPLSR 56 V1:+32.0564 - S10:+79.96633 0.00016999999934
3 YMR031C YMR031C rep4F01 inter AYSMTMETTSLSSQTNSR 168 A1:+32.0564 - S10:+79.96633 8.10000016279039e-13
3 YMR031C YMR031C rep4F01 inter NVEDLPTQLEK 720 K11:+32.0564 - N1:+32.0564 - T7:+79.96633 4.30000000051223e-07
3 YMR031C YMR031C rep4F01 light NVEDLPTQLEK 720 K11:+28.0313 - N1:+28.0313 - T7:+79.96633 4.5000000170603e-08
3 YMR031C YMR031C rep4F01 light QLEVDSLINER 649 Q1:+28.0313 - S6:+79.96633 1.80000003791037e-09
3 YMR031C YMR031C rep4F01 inter IASGLISPVLGEVSER 397 I1:+32.0564 - S3:+79.96633 0.00056999997469

3 YMR031C YMR031C rep4F02 light TSGGGSRTSSITSSK  23 25
K15:+28.0313 - T1:+28.0313 - S6:+79.96633 - 

T8:+79.96633 0.00439999997616

3 YMR031C YMR031C rep4F02 light TSGGGSRTSSITSSK  23 27
K15:+28.0313 - T1:+28.0313 - S6:+79.96633 - 

S10:+79.96633 6.10000006417977e-06
3 YMR031C YMR031C rep4F02 inter NNSITSATSK 130 K10:+32.0564 - N1:+32.0564 - S3:+79.96633 1.39999997372797e-06
3 YMR031C YMR031C rep4F02 light NNSITSATSK 130 K10:+28.0313 - N1:+28.0313 - S3:+79.96633 3.49999993431993e-07

3 YMR031C YMR031C rep4F02 inter EATETSSAVQTKEPEEK 763
K12:+32.0564 - K17:+32.0564 - E1:+32.0564 - 

S7:+79.96633 7.10000014336742e-09

3 YMR031C YMR031C rep4F02 light EATETSSAVQTKEPEEK 763
K12:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S7:+79.96633 3.60000007235128e-13

3 YMR031C YMR031C rep4F02 heavy EATETSSAVQTKEPEEK 763
K12:+36.0756 - K17:+36.0756 - E1:+36.0756 - 

S7:+79.96633 1.10000001996013e-07

3 YMR031C YMR031C rep4F02 light EATETSSAVQTKEPEEK 763
K12:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S7:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep4F02 inter EATETSSAVQTKEPEEK 762759
K12:+32.0564 - K17:+32.0564 - E1:+32.0564 - 

S6:+79.96633 - T3:+79.96633 2.59999997069826e-05
3 YMR031C YMR031C rep4F02 inter IASGLISPVLGEVSER 401 I1:+32.0564 - S7:+79.96633 7.10000014336742e-09
3 YMR031C YMR031C rep4F03 light TSGGGSRTSSITSSK 23 K15:+28.0313 - T1:+28.0313 - S6:+79.96633 4.4000000343658e-05
3 YMR031C YMR031C rep4F03 inter TSGGGSRTSSITSSK 23 K15:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00011999999697

3 YMR031C YMR031C rep4F03 inter EATETSSAVQTKEPEEK 763
K12:+32.0564 - K17:+32.0564 - E1:+32.0564 - 

S7:+79.96633 5.39999989168649e-12

3 YMR031C YMR031C rep4F04 inter KISGYGNDLDAQK 584
K1:+32.0564 - K13:+32.0564 - K1:+32.0564 - 

S3:+79.96633 1.10000001996013e-07

3 YMR031C YMR031C rep4F04 light LIGMTSEEYLTQNKSVEK 710
K14:+28.0313 - K18:+28.0313 - L1:+28.0313 - 

S15:+79.96633 5.70000011634875e-08

3 YMR031C YMR031C rep4F04 light SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+28.0313 - K27:+28.0313 - S1:+28.0313 - 

S3:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep4F04 inter SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+32.0564 - K27:+32.0564 - S1:+32.0564 - 

S3:+79.96633 1.00000000362749e-15

3 YMR031C YMR031C rep4F05 light KISGYGNDLDAQK 584
K1:+28.0313 - K13:+28.0313 - K1:+28.0313 - 

S3:+79.96633 2.70000009550131e-06

3 YMR031C YMR031C rep4F05 light SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+28.0313 - K27:+28.0313 - S1:+28.0313 - 

S3:+79.96633 1.00000000362749e-15



3 YMR031C YMR031C rep4F05 inter SYSITSASSVLSGASGSFNSTVNPKPK 179
K25:+32.0564 - K27:+32.0564 - S1:+32.0564 - 

S3:+79.96633 1.00000000362749e-15
3 YMR031C YMR031C rep4F06 heavy DIHNIGKTSGGGSR 19 K7:+36.0756 - D1:+36.0756 - S9:+79.96633 0.001200000057
3 YMR031C YMR031C rep4F06 light DIHNIGKTSGGGSR 19 K7:+28.0313 - D1:+28.0313 - S9:+79.96633 4.90000002173474e-06
3 YMR031C YMR031C rep4F06 inter DIHNIGKTSGGGSR 19 K7:+32.0564 - D1:+32.0564 - S9:+79.96633 2.0999999961191e-08
3 YMR031C YMR031C rep4F06 inter DIHNIGKTSGGGSR 19 K7:+32.0564 - D1:+32.0564 - S9:+79.96633 0.00150000001304
3 YMR031C YMR031C rep4F06 light DIHNIGKTSGGGSR 19 K7:+28.0313 - D1:+28.0313 - S9:+79.96633 4.00000005340573e-10
3 YMR031C YMR031C rep4F08 heavy SAVEDRDIHNIGKTSGGGSR 19 K13:+36.0756 - S1:+36.0756 - S15:+79.96633 1.10000000219657e-08
4 YPL004C LSP1 rep1F01 light NIEASVQPSR 138 N1:+28.0313 - S5:+79.96633 4.30000000051223e-05
4 YGR086C PIL1 rep1F01 light SAAGAFGPELSR 45 S1:+28.0313 - S1:+79.96633 2.40000008489005e-06
4 YGR086C PIL1 rep1F01 inter SAAGAFGPELSR 45 S1:+32.0564 - S1:+79.96633 6.09999988228083e-05
4 YPL004C LSP1 rep1F01 light AAYSYMFDSLR 200 A1:+28.0313 - S4:+79.96633 5.20000014603283e-07

4 YGR086C PIL1 rep1F011 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 3.10000003445055e-09

4 YGR086C PIL1 rep1F011 heavy YKDPQSPKIEVLEQELVR 163
K2:+36.0756 - K8:+36.0756 - Y1:+36.0756 - 

S6:+79.96633 1.10000001996013e-07

4 YGR086C PIL1 rep1F011 light YKDPQSPKIEVLEQELVR 158
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

Y1:+79.96633 1.70000002963633e-09

4 YGR086C PIL1 rep1F012 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 6.90000001579705e-10
4 YGR086C PIL1 rep1F02 light APTASQLQNPPPPPSTTK 26 K18:+28.0313 - A1:+28.0313 - S15:+79.96633 8.69999983166281e-09
4 YGR086C PIL1 rep1F02 heavy APTASQLQNPPPPPSTTK 26 K18:+36.0756 - A1:+36.0756 - S15:+79.96633 6.50000018254104e-08
4 YGR086C PIL1 rep1F02 heavy APTASQLQNPPPPPSTTK 26 K18:+36.0756 - A1:+36.0756 - S15:+79.96633 4.00000004674439e-07
4 YGR086C PIL1 rep1F02 light APTASQLQNPPPPPSTTK 16 K18:+28.0313 - A1:+28.0313 - S5:+79.96633 9.00000005077395e-11
4 YGR086C PIL1 rep1F02 light APTASQLQNPPPPPSTTK 16 K18:+28.0313 - A1:+28.0313 - S5:+79.96633 2.39999997653229e-09
4 YGR086C PIL1 rep1F02 inter APTASQLQNPPPPPSTTK 16 K18:+32.0564 - A1:+32.0564 - S5:+79.96633 7.20000015164146e-09
4 YGR086C PIL1 rep1F02 heavy APTASQLQNPPPPPSTTK 16 K18:+36.0756 - A1:+36.0756 - S5:+79.96633 9.6999997367675e-07
4 YPL004C LSP1 rep1F02 light APTAAELQAPPPPPSSTK 27 K18:+28.0313 - A1:+28.0313 - S16:+79.96633 9.99999997475243e-07
4 YPL004C LSP1 rep1F02 heavy APTAAELQAPPPPPSSTK 26 K18:+36.0756 - A1:+36.0756 - S15:+79.96633 7.40000032237731e-05
4 YGR086C PIL1 rep1F03 heavy APTASQLQNPPPPPSTTK 14 K18:+36.0756 - A1:+36.0756 - T3:+79.96633 0.00025000001187
4 YPL004C LSP1 rep1F04 light AMEVVASERR 77 A1:+28.0313 - S7:+79.96633 1.3000000080865e-06
4 YGR086C PIL1 rep1F04 light ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+28.0313 - A1:+28.0313 - S9:+79.96633 1.59999999360672e-11
4 YGR086C PIL1 rep1F04 heavy ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+36.0756 - A1:+36.0756 - S9:+79.96633 6.69999999924897e-10
4 YGR086C PIL1 rep1F04 inter ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+32.0564 - A1:+32.0564 - S9:+79.96633 2.29999994744157e-11
4 YGR086C PIL1 rep1F05 light ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+28.0313 - A1:+28.0313 - S9:+79.96633 5.5999999776235e-11
4 YGR086C PIL1 rep1F05 heavy ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+36.0756 - A1:+36.0756 - S9:+79.96633 1.10000000219657e-08
4 YPL004C LSP1 rep1F06 heavy ASIASSFRK 41 K9:+36.0756 - A1:+36.0756 - S6:+79.96633 4.09999993280508e-05
4 YPL004C LSP1 rep1F06 inter ASIASSFRK 41 K9:+32.0564 - A1:+32.0564 - S6:+79.96633 0.00019000000611
4 YPL004C LSP1 rep1F06 light ASIASSFRK 41 K9:+28.0313 - A1:+28.0313 - S6:+79.96633 0.00879999995232
4 YGR086C PIL1 rep1F06 light GGLAYSFRR 41 G1:+28.0313 - S6:+79.96633 1.0000000116861e-07
4 YGR086C PIL1 rep1F06 heavy GGLAYSFRR 41 G1:+36.0756 - S6:+79.96633 8.10000017281709e-07
4 YGR086C PIL1 rep1F06 heavy ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+36.0756 - A1:+36.0756 - T12:+79.96633 5.39999989168649e-10
4 YPL004C LSP1 rep1F07 light ASIASSFRK 41 K9:+28.0313 - A1:+28.0313 - S6:+79.96633 0.00190000003204
4 YPL004C LSP1 rep1F07 inter ASIASSFRK 40 K9:+32.0564 - A1:+32.0564 - S5:+79.96633 0.00460000010207
4 YPL004C LSP1 rep1F07 heavy ASIASSFRK 41 K9:+36.0756 - A1:+36.0756 - S6:+79.96633 0.00091000000248

4 YGR086C PIL1 rep1F09 light YKDPQSPK 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 0.00960000045598
4 YGR086C PIL1 rep2F01 heavy SAAGAFGPELSR 45 S1:+36.0756 - S1:+79.96633 0.00053000001935



4 YGR086C PIL1 rep2F01 light SAAGAFGPELSR 45 S1:+28.0313 - S1:+79.96633 1.39999997372797e-07

4 YGR086C PIL1 rep2F010 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 6.40000008544916e-09

4 YGR086C PIL1 rep2F011 heavy YKDPQSPKIEVLEQELVR 163
K2:+36.0756 - K8:+36.0756 - Y1:+36.0756 - 

S6:+79.96633 4.89999985031631e-10

4 YGR086C PIL1 rep2F011 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 1.09999997999211e-09
4 YGR086C PIL1 rep2F02 light APTASQLQNPPPPPSTTK 14 K18:+28.0313 - A1:+28.0313 - T3:+79.96633 1.20000004244503e-05
4 YGR086C PIL1 rep2F02 light APTASQLQNPPPPPSTTK 16 K18:+28.0313 - A1:+28.0313 - S5:+79.96633 1.79999997129698e-08
4 YGR086C PIL1 rep2F02 heavy APTASQLQNPPPPPSTTK 16 K18:+36.0756 - A1:+36.0756 - S5:+79.96633 2.90000002678426e-06
4 YGR086C PIL1 rep2F02 inter APTASQLQNPPPPPSTTK 14 K18:+32.0564 - A1:+32.0564 - T3:+79.96633 0.00022000000172
4 YGR086C PIL1 rep2F03 heavy APTASQLQNPPPPPSTTK 26 K18:+36.0756 - A1:+36.0756 - S15:+79.96633 1.39999997372797e-07
4 YGR086C PIL1 rep2F03 light APTASQLQNPPPPPSTTK 14 K18:+28.0313 - A1:+28.0313 - T3:+79.96633 5.90000017837156e-05
4 YGR086C PIL1 rep2F03 light APTASQLQNPPPPPSTTK 16 K18:+28.0313 - A1:+28.0313 - S5:+79.96633 1.40000000481422e-09
4 YGR086C PIL1 rep2F03 heavy APTASQLQNPPPPPSTTK 16 K18:+36.0756 - A1:+36.0756 - S5:+79.96633 2.30000005103648e-05
4 YGR086C PIL1 rep2F04 heavy ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+36.0756 - A1:+36.0756 - S9:+79.96633 5.69999993385584e-12
4 YGR086C PIL1 rep2F04 light ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+28.0313 - A1:+28.0313 - S9:+79.96633 8.10000016279039e-13
4 YGR086C PIL1 rep2F04 inter ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+32.0564 - A1:+32.0564 - T12:+79.96633 4.30000000051223e-07
4 YGR086C PIL1 rep2F05 light ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+28.0313 - A1:+28.0313 - S9:+79.96633 1.2999999687846e-10
4 YGR086C PIL1 rep2F05 heavy ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+36.0756 - A1:+36.0756 - S9:+79.96633 8.10000031492564e-08
4 YGR086C PIL1 rep2F05 light ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+28.0313 - A1:+28.0313 - S9:+79.96633 3.70000016118865e-05
4 YGR086C PIL1 rep2F05 heavy ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+36.0756 - A1:+36.0756 - T12:+79.96633 1.00000001335143e-10
4 YPL004C LSP1 rep2F06 heavy ASIASSFRK 40 K9:+36.0756 - A1:+36.0756 - S5:+79.96633 2.30000005103648e-05
4 YPL004C LSP1 rep2F06 inter ASIASSFRK 41 K9:+32.0564 - A1:+32.0564 - S6:+79.96633 6.6000000515487e-05
4 YPL004C LSP1 rep2F06 light ASIASSFRK 41 K9:+28.0313 - A1:+28.0313 - S6:+79.96633 0.00760000012815
4 YGR086C PIL1 rep2F06 heavy GGLAYSFRR 41 G1:+36.0756 - S6:+79.96633 0.00095000001602
4 YGR086C PIL1 rep2F06 light GGLAYSFRR 41 G1:+28.0313 - S6:+79.96633 1.89999991562217e-05
4 YGR086C PIL1 rep2F06 light ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+28.0313 - A1:+28.0313 - T12:+79.96633 1.00000000362749e-15
4 YGR086C PIL1 rep2F06 heavy ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+36.0756 - A1:+36.0756 - T12:+79.96633 4.2000000699538e-10
4 YPL004C LSP1 rep2F07 light ASIASSFRK 40 K9:+28.0313 - A1:+28.0313 - S5:+79.96633 0.00810000021011
4 YPL004C LSP1 rep2F07 light ALLELLDDSPVTPGEARPAYDGYEASR 233 A1:+28.0313 - T12:+79.96633 0.00219999998808

4 YGR086C PIL1 rep2F08 heavy YKDPQSPK 163
K2:+36.0756 - K8:+36.0756 - Y1:+36.0756 - 

S6:+79.96633 0.00240000011399
4 YGR086C PIL1 rep3F01 light SAAGAFGPELSR 45 S1:+28.0313 - S1:+79.96633 1.79999997129698e-08
4 YGR086C PIL1 rep3F01 heavy SAAGAFGPELSR 45 S1:+36.0756 - S1:+79.96633 8.10000017281709e-07
4 YGR086C PIL1 rep3F02 light DIEGSVQPSR 138 D1:+28.0313 - S5:+79.96633 0.00749999983236
4 YGR086C PIL1 rep3F02 light SAAGAFGPELSR 45 S1:+28.0313 - S1:+79.96633 0.00013000000035
4 YGR086C PIL1 rep3F02 heavy SAAGAFGPELSR 45 S1:+36.0756 - S1:+79.96633 4.90000002173474e-06
4 YGR086C PIL1 rep3F02 inter SAAGAFGPELSR 45 S1:+32.0564 - S1:+79.96633 0.00020999999833
4 YGR086C PIL1 rep3F02 light GGLAYSFR 41 G1:+28.0313 - S6:+79.96633 0.00050999998348
4 YPL004C LSP1 rep3F02 light AEAESLVAEAQLSNITR 188 A1:+28.0313 - S13:+79.96633 1.00000000362749e-15
4 YGR086C PIL1 rep3F03 heavy APTASQLQNPPPPPSTTK 26 K18:+36.0756 - A1:+36.0756 - S15:+79.96633 1.10000001996013e-07
4 YGR086C PIL1 rep3F03 light APTASQLQNPPPPPSTTK 26 K18:+28.0313 - A1:+28.0313 - S15:+79.96633 4.30000007822784e-10
4 YGR086C PIL1 rep3F03 heavy APTASQLQNPPPPPSTTK 16 K18:+36.0756 - A1:+36.0756 - S5:+79.96633 1.99999996490334e-14
4 YGR086C PIL1 rep3F03 inter APTASQLQNPPPPPSTTK 16 K18:+32.0564 - A1:+32.0564 - S5:+79.96633 9.5999996146956e-12
4 YGR086C PIL1 rep3F03 light APTASQLQNPPPPPSTTK 16 K18:+28.0313 - A1:+28.0313 - S5:+79.96633 1.69999998433923e-06
4 YPL004C LSP1 rep3F03 light APTAAELQAPPPPPSSTK 27 K18:+28.0313 - A1:+28.0313 - S16:+79.96633 3.40000000376151e-10
4 YPL004C LSP1 rep3F03 heavy APTAAELQAPPPPPSSTK 26 K18:+36.0756 - A1:+36.0756 - S15:+79.96633 2.00000002337219e-07



4 YGR086C PIL1 rep3F05 light ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+28.0313 - A1:+28.0313 - S9:+79.96633 2.30000001266717e-08
4 YGR086C PIL1 rep3F05 inter ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+32.0564 - A1:+32.0564 - S9:+79.96633 3.99999998401679e-12
4 YGR086C PIL1 rep3F05 heavy ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+36.0756 - A1:+36.0756 - S9:+79.96633 4.79999995306457e-09
4 YGR086C PIL1 rep3F05 light ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+28.0313 - A1:+28.0313 - T12:+79.96633 1.00000000362749e-15
4 YPL004C LSP1 rep3F06 light ASIASSFRK 41 K9:+28.0313 - A1:+28.0313 - S6:+79.96633 0.00789999961853
4 YPL004C LSP1 rep3F06 inter ASIASSFRK 41 K9:+32.0564 - A1:+32.0564 - S6:+79.96633 0.00041999999667
4 YGR086C PIL1 rep3F06 heavy GGLAYSFRR 41 G1:+36.0756 - S6:+79.96633 4.09999998396415e-08
4 YGR086C PIL1 rep3F06 light GGLAYSFRR 41 G1:+28.0313 - S6:+79.96633 1.10000000219657e-08
4 YGR086C PIL1 rep3F06 heavy ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+36.0756 - A1:+36.0756 - T12:+79.96633 8.09999978201859e-09

4 YGR086C PIL1 rep3F07 heavy YKDPQSPK 163
K2:+36.0756 - K8:+36.0756 - Y1:+36.0756 - 

S6:+79.96633 0.00067999999737

4 YPL004C LSP1 rep3F08 light KLSQLVK 59
K1:+28.0313 - K7:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.0063000000082

4 YGR086C PIL1 rep3F10 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 2.90000001790247e-09

4 YGR086C PIL1 rep3F10 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 8.79999979136459e-12

4 YGR086C PIL1 rep3F11 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 3.59999994259397e-08
4 YGR086C PIL1 rep4F01 inter DIEGSVQPSR 138 D1:+32.0564 - S5:+79.96633 5.80000014451798e-05
4 YPL004C LSP1 rep4F01 inter ASIASSFR 41 A1:+32.0564 - S6:+79.96633 0.00289999996312
4 YGR086C PIL1 rep4F01 inter SAAGAFGPELSR 45 S1:+32.0564 - S1:+79.96633 4.90000005015645e-08
4 YGR086C PIL1 rep4F01 inter GGLAYSFR 41 G1:+32.0564 - S6:+79.96633 0.00510000018403
4 YGR086C PIL1 rep4F01 heavy GGLAYSFR 41 G1:+36.0756 - S6:+79.96633 0.00046999999904
4 YGR086C PIL1 rep4F02 heavy APTASQLQNPPPPPSTTK 27 K18:+36.0756 - A1:+36.0756 - T16:+79.96633 7.30000010662479e-07
4 YGR086C PIL1 rep4F02 inter APTASQLQNPPPPPSTTK 26 K18:+32.0564 - A1:+32.0564 - S15:+79.96633 1.8999999351621e-09
4 YGR086C PIL1 rep4F02 light APTASQLQNPPPPPSTTK 26 K18:+28.0313 - A1:+28.0313 - S15:+79.96633 8.50000034802179e-08
4 YGR086C PIL1 rep4F02 heavy APTASQLQNPPPPPSTTK 16 K18:+36.0756 - A1:+36.0756 - S5:+79.96633 2.10000007834499e-12
4 YGR086C PIL1 rep4F02 inter APTASQLQNPPPPPSTTK 16 K18:+32.0564 - A1:+32.0564 - S5:+79.96633 8.60000005237227e-14
4 YGR086C PIL1 rep4F02 light APTASQLQNPPPPPSTTK 16 K18:+28.0313 - A1:+28.0313 - S5:+79.96633 3.10000007434919e-12
4 YGR086C PIL1 rep4F02 heavy APTASQLQNPPPPPSTTK 16 K18:+36.0756 - A1:+36.0756 - S5:+79.96633 1.10000002162547e-10
4 YPL004C LSP1 rep4F02 inter APTAAELQAPPPPPSSTK 27 K18:+32.0564 - A1:+32.0564 - S16:+79.96633 8.70000016472972e-10
4 YPL004C LSP1 rep4F02 light APTAAELQAPPPPPSSTK 26 K18:+28.0313 - A1:+28.0313 - S15:+79.96633 4.50000002538697e-11
4 YPL004C LSP1 rep4F02 heavy APTAAELQAPPPPPSSTK 26 K18:+36.0756 - A1:+36.0756 - S15:+79.96633 9.99999993922529e-09
4 YGR086C PIL1 rep4F03 inter APTASQLQNPPPPPSTTK 14 K18:+32.0564 - A1:+32.0564 - T3:+79.96633 0.00019000000611
4 YGR086C PIL1 rep4F03 heavy ALLELLDDSPVTPGETRPAYDGYEASK 230 K27:+36.0756 - A1:+36.0756 - S9:+79.96633 6.20000006890109e-09
4 YGR086C PIL1 rep4F04 inter ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+32.0564 - A1:+32.0564 - T12:+79.96633 2.60000002213698e-13
4 YGR086C PIL1 rep4F04 light ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+28.0313 - A1:+28.0313 - T12:+79.96633 1.40000002625431e-14
4 YGR086C PIL1 rep4F04 heavy ALLELLDDSPVTPGETRPAYDGYEASK 233 K27:+36.0756 - A1:+36.0756 - T12:+79.96633 6.39999997442686e-11
4 YPL004C LSP1 rep4F05 inter ASIASSFRK 41 K9:+32.0564 - A1:+32.0564 - S6:+79.96633 0.001200000057
4 YPL004C LSP1 rep4F05 heavy ASIASSFRK 41 K9:+36.0756 - A1:+36.0756 - S6:+79.96633 0.00130000000354
4 YPL004C LSP1 rep4F05 light ASIASSFRK 41 K9:+28.0313 - A1:+28.0313 - S6:+79.96633 0.00520000001416
4 YPL004C LSP1 rep4F05 inter ASIASSFRK 40 K9:+32.0564 - A1:+32.0564 - S5:+79.96633 0.00340000004508
4 YGR086C PIL1 rep4F05 inter GGLAYSFRR 41 G1:+32.0564 - S6:+79.96633 1.80000006366754e-05
4 YGR086C PIL1 rep4F05 light GGLAYSFRR 41 G1:+28.0313 - S6:+79.96633 4.30000000051223e-08
4 YPL004C LSP1 rep4F06 inter ASIASSFRK 41 K9:+32.0564 - A1:+32.0564 - S6:+79.96633 5.7000001106644e-05

4 YPL004C LSP1 rep4F07 light KLSQLVK 59
K1:+28.0313 - K7:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.00370000000112



4 YGR086C PIL1 rep4F09 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 3.40000005927266e-09

4 YGR086C PIL1 rep4F10 light YKDPQSPKIEVLEQELVR 163
K2:+28.0313 - K8:+28.0313 - Y1:+28.0313 - 

S6:+79.96633 4.29999993944996e-11
8 YBL099W ATP1 rep1F01 inter AQPTEVSSILEER 47 A1:+32.0564 - S8:+79.96633 5.49999981558358e-07
8 YBL099W ATP1 rep1F01 inter AQPTEVSSILEER 43 A1:+32.0564 - T4:+79.96633 1.70000000188075e-10
8 YBL099W ATP1 rep1F01 light AQPTEVSSILEER 43 A1:+28.0313 - T4:+79.96633 8.79999979136459e-12
8 YBL099W ATP1 rep1F01 inter EVAAFAQFGSDLDASTK 445 K17:+32.0564 - E1:+32.0564 - S10:+79.96633 1.00000000362749e-15
8 YBL099W ATP1 rep1F010 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 0.00041000000783
8 YBL099W ATP1 rep1F010 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 5.40000000910368e-05
8 YBL099W ATP1 rep1F010 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 2.79999994745594e-06
8 YBL099W ATP1 rep1F010 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 6.70000019908912e-08
8 YBL099W ATP1 rep1F011 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 3.00000010611257e-07
8 YBL099W ATP1 rep1F011 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 0.00139999995008
8 YBL099W ATP1 rep1F04 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 0.00011999999697
8 YBL099W ATP1 rep1F04 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 0.00749999983236
8 YBL099W ATP1 rep1F04 inter SVHEPVQTGLK 178 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 0.00025000001187
8 YBL099W ATP1 rep1F04 heavy SVHEPVQTGLK 178 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 1.70000002981396e-05
8 YBL099W ATP1 rep1F04 inter ASTKAQPTEVSSILEER 38 K4:+32.0564 - A1:+32.0564 - T3:+79.96633 3.10000011771727e-11
8 YBL099W ATP1 rep1F04 inter ASTKAQPTEVSSILEER 37 K4:+32.0564 - A1:+32.0564 - S2:+79.96633 3.89999987859824e-09
8 YBL099W ATP1 rep1F04 light ASTKAQPTEVSSILEER 37 K4:+28.0313 - A1:+28.0313 - S2:+79.96633 7.09999975478937e-11
8 YBL099W ATP1 rep1F04 heavy ASTKAQPTEVSSILEER 37 K4:+36.0756 - A1:+36.0756 - S2:+79.96633 4.79999995306457e-09
8 YBL099W ATP1 rep1F04 light ASTKAQPTEVSSILEER 38 K4:+28.0313 - A1:+28.0313 - T3:+79.96633 5.89999994728683e-15
8 YBL099W ATP1 rep1F04 heavy ASTKAQPTEVSSILEER 38 K4:+36.0756 - A1:+36.0756 - T3:+79.96633 1.00000000362749e-15
8 YBL099W ATP1 rep1F05 inter SVHEPVQTGLK 178 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 5.60000001925687e-09
8 YBL099W ATP1 rep1F05 inter ASTKAQPTEVSSILEER 37 K4:+32.0564 - A1:+32.0564 - S2:+79.96633 5.6999999165086e-10
8 YBL099W ATP1 rep1F05 inter ASTKAQPTEVSSILEER 38 K4:+32.0564 - A1:+32.0564 - T3:+79.96633 1.89999993277686e-15

8 YBL099W ATP1 rep1F06 light WNNGSDESKK 230
K9:+28.0313 - K10:+28.0313 - W1:+28.0313 - 

S5:+79.96633 0.00230000005104
8 YBL099W ATP1 rep1F06 inter IKGVSDEANLNETGR 57 K2:+32.0564 - I1:+32.0564 - S5:+79.96633 3.89999996741608e-07
8 YBL099W ATP1 rep1F06 light IKGVSDEANLNETGR 57 K2:+28.0313 - I1:+28.0313 - S5:+79.96633 2.70000004576332e-08
8 YBL099W ATP1 rep2F01 inter AQPTEVSSILEER 47 A1:+32.0564 - S8:+79.96633 6.1000001494449e-08
8 YBL099W ATP1 rep2F01 inter AQPTEVSSILEER 43 A1:+32.0564 - T4:+79.96633 9.10000019782586e-10
8 YBL099W ATP1 rep2F010 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 9.60000033956021e-06
8 YBL099W ATP1 rep2F010 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 6.90000012681935e-09
8 YBL099W ATP1 rep2F010 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 3.00000010611257e-06
8 YBL099W ATP1 rep2F010 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 6.80000014630089e-11
8 YBL099W ATP1 rep2F04 inter SVHEPVQTGLK 178 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 0.00700000021607
8 YBL099W ATP1 rep2F04 light ASTKAQPTEVSSILEER 37 K4:+28.0313 - A1:+28.0313 - S2:+79.96633 4.19999999405965e-13
8 YBL099W ATP1 rep2F04 inter ASTKAQPTEVSSILEER 37 K4:+32.0564 - A1:+32.0564 - S2:+79.96633 3.79999995914204e-08
8 YBL099W ATP1 rep2F04 heavy ASTKAQPTEVSSILEER 38 K4:+36.0756 - A1:+36.0756 - T3:+79.96633 1.40000000481422e-09
8 YBL099W ATP1 rep2F04 inter ASTKAQPTEVSSILEER 38 K4:+32.0564 - A1:+32.0564 - T3:+79.96633 4.20000015668998e-12
8 YBL099W ATP1 rep2F04 light ASTKAQPTEVSSILEER 38 K4:+28.0313 - A1:+28.0313 - T3:+79.96633 1.30000001874464e-08
8 YBL099W ATP1 rep2F05 inter SVHEPVQTGLK 178 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 6.59999983554371e-08
8 YBL099W ATP1 rep2F05 heavy SVHEPVQTGLK 178 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00419999985024
8 YBL099W ATP1 rep2F05 inter ASTKAQPTEVSSILEER 38 K4:+32.0564 - A1:+32.0564 - T3:+79.96633 4.79999982871959e-07
8 YBL099W ATP1 rep2F06 inter IKGVSDEANLNETGR 57 K2:+32.0564 - I1:+32.0564 - S5:+79.96633 0.00028999999631
8 YBL099W ATP1 rep2F06 light IKGVSDEANLNETGR 57 K2:+28.0313 - I1:+28.0313 - S5:+79.96633 9.50000030570664e-05



8 YBL099W ATP1 rep2F06 heavy IKGVSDEANLNETGR 57 K2:+36.0756 - I1:+36.0756 - S5:+79.96633 9.99999974737875e-05
8 YBL099W ATP1 rep3F01 inter AQPTEVSSILEER 46 A1:+32.0564 - S7:+79.96633 3.59999994259397e-08
8 YBL099W ATP1 rep3F01 heavy AQPTEVSSILEER 47 A1:+36.0756 - S8:+79.96633 4.90000002173474e-06
8 YBL099W ATP1 rep3F01 inter AQPTEVSSILEER 46 A1:+32.0564 - S7:+79.96633 1.10000000219657e-08
8 YBL099W ATP1 rep3F01 heavy AQPTEVSSILEER 46 A1:+36.0756 - S7:+79.96633 1.50000005305628e-07
8 YBL099W ATP1 rep3F02 inter AQPTEVSSILEER 43 A1:+32.0564 - T4:+79.96633 2.20000000439313e-08
8 YBL099W ATP1 rep3F02 heavy EVAAFAQFGSDLDASTK 445 K17:+36.0756 - E1:+36.0756 - S10:+79.96633 4.09999985351295e-12
8 YBL099W ATP1 rep3F02 light EVAAFAQFGSDLDASTK 445 K17:+28.0313 - E1:+28.0313 - S10:+79.96633 1.19999998826614e-09
8 YBL099W ATP1 rep3F04 inter ASTKAQPTEVSSILEER 37 K4:+32.0564 - A1:+32.0564 - S2:+79.96633 1.30000003650821e-07
8 YBL099W ATP1 rep3F05 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 7.999999797903e-05
8 YBL099W ATP1 rep3F05 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 1.10000000859145e-05
8 YBL099W ATP1 rep3F05 inter SVHEPVQTGLK 178 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 9.4999996758105e-10
8 YBL099W ATP1 rep3F05 light SVHEPVQTGLK 178 K11:+28.0313 - S1:+28.0313 - S1:+79.96633 1.30000001874464e-08
8 YBL099W ATP1 rep3F05 heavy SVHEPVQTGLK 178 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00030000001425
8 YBL099W ATP1 rep3F05 heavy SVHEPVQTGLK 178 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 3.79999989807978e-11
8 YBL099W ATP1 rep3F05 inter SVHEPVQTGLK 178 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 1.10000000859145e-05
8 YBL099W ATP1 rep3F05 inter ASTKAQPTEVSSILEER 37 K4:+32.0564 - A1:+32.0564 - S2:+79.96633 7.5999997406484e-09
8 YBL099W ATP1 rep3F05 heavy ASTKAQPTEVSSILEER 37 K4:+36.0756 - A1:+36.0756 - S2:+79.96633 1.59999999360672e-10
8 YBL099W ATP1 rep3F06 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 2.1000000742788e-06
8 YBL099W ATP1 rep3F06 heavy IKGVSDEANLNETGR 57 K2:+36.0756 - I1:+36.0756 - S5:+79.96633 5.7000000275309e-09
8 YBL099W ATP1 rep3F06 inter IKGVSDEANLNETGR 57 K2:+32.0564 - I1:+32.0564 - S5:+79.96633 4.79999982871959e-07
8 YBL099W ATP1 rep3F06 light IKGVSDEANLNETGR 57 K2:+28.0313 - I1:+28.0313 - S5:+79.96633 7.40000016818954e-09
8 YBL099W ATP1 rep3F06 light IKGVSDEANLNETGR 57 K2:+28.0313 - I1:+28.0313 - S5:+79.96633 5.20000015269417e-11
8 YBL099W ATP1 rep3F09 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 0.00014000000374
8 YBL099W ATP1 rep3F09 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 3.40000005962793e-05
8 YBL099W ATP1 rep3F09 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 3.09999990122378e-08
8 YBL099W ATP1 rep3F09 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 3.09999990122378e-08
8 YBL099W ATP1 rep3F09 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 9.99999997475243e-07
8 YBL099W ATP1 rep3F09 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 2.600000016173e-06
8 YBL099W ATP1 rep3F10 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 0.00011999999697
8 YBL099W ATP1 rep4F01 light AQPTEVSSILEER 47 A1:+28.0313 - S8:+79.96633 6.70000019908912e-07
8 YBL099W ATP1 rep4F01 heavy AQPTEVSSILEER 47 A1:+36.0756 - S8:+79.96633 2.1000000742788e-06
8 YBL099W ATP1 rep4F01 heavy AQPTEVSSILEER 46 A1:+36.0756 - S7:+79.96633 4.19999999223819e-08
8 YBL099W ATP1 rep4F01 light AQPTEVSSILEER 46 A1:+28.0313 - S7:+79.96633 3.49999993431993e-08
8 YBL099W ATP1 rep4F01 light EVAAFAQFGSDLDASTK 445 K17:+28.0313 - E1:+28.0313 - S10:+79.96633 3.4999999426466e-11
8 YBL099W ATP1 rep4F01 heavy EVAAFAQFGSDLDASTK 445 K17:+36.0756 - E1:+36.0756 - S10:+79.96633 0.00249999994412
8 YBL099W ATP1 rep4F04 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 5.09999990754295e-05
8 YBL099W ATP1 rep4F04 light SVHEPVQTGLK 178 K11:+28.0313 - S1:+28.0313 - S1:+79.96633 1.09999997999211e-09
8 YBL099W ATP1 rep4F04 heavy SVHEPVQTGLK 178 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 2.30000001266717e-08
8 YBL099W ATP1 rep4F04 inter SVHEPVQTGLK 178 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 3.20000004272458e-09
8 YBL099W ATP1 rep4F04 light ASTKAQPTEVSSILEER 37 K4:+28.0313 - A1:+28.0313 - S2:+79.96633 1.70000002963633e-09
8 YBL099W ATP1 rep4F04 heavy ASTKAQPTEVSSILEER 37 K4:+36.0756 - A1:+36.0756 - S2:+79.96633 5.60000010807471e-08
8 YBL099W ATP1 rep4F04 inter ASTKAQPTEVSSILEER 37 K4:+32.0564 - A1:+32.0564 - S2:+79.96633 4.00000004674439e-07
8 YBL099W ATP1 rep4F05 light IKGVSDEANLNETGR 57 K2:+28.0313 - I1:+28.0313 - S5:+79.96633 3.29999999548747e-10
8 YBL099W ATP1 rep4F05 light IKGVSDEANLNETGR 57 K2:+28.0313 - I1:+28.0313 - S5:+79.96633 1.49999998533268e-10
8 YBL099W ATP1 rep4F05 heavy IKGVSDEANLNETGR 57 K2:+36.0756 - I1:+36.0756 - S5:+79.96633 9.90000026401816e-11
8 YBL099W ATP1 rep4F05 inter IKGVSDEANLNETGR 57 K2:+32.0564 - I1:+32.0564 - S5:+79.96633 1.0000000116861e-07
8 YBL099W ATP1 rep4F08 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 0.00072000001092



8 YBL099W ATP1 rep4F08 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 0.00036999999429
8 YBL099W ATP1 rep4F08 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 4.69999983376823e-10
8 YBL099W ATP1 rep4F08 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 3.40000005927266e-09
8 YBL099W ATP1 rep4F08 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 2.09999996059196e-07
8 YBL099W ATP1 rep4F08 inter RSVHEPVQTGLK 178 K12:+32.0564 - R1:+32.0564 - S2:+79.96633 5.20000014603283e-07
8 YBL099W ATP1 rep4F08 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 7.70000042393804e-06
8 YBL099W ATP1 rep4F09 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 0.00013000000035
8 YBL099W ATP1 rep4F09 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 1.30000003650821e-07
8 YBL099W ATP1 rep4F10 heavy RSVHEPVQTGLK 178 K12:+36.0756 - R1:+36.0756 - S2:+79.96633 1.80000000682412e-07
8 YBL099W ATP1 rep4F10 light RSVHEPVQTGLK 178 K12:+28.0313 - R1:+28.0313 - S2:+79.96633 0.00046000001021
9 YJR121W ATP2 rep1F01 inter ASAAQSTPITGK 39 K12:+32.0564 - A1:+32.0564 - S6:+79.96633 5.20000004427396e-13
9 YJR121W ATP2 rep1F01 heavy ASAAQSTPITGK 39 K12:+36.0756 - A1:+36.0756 - S6:+79.96633 2.69999994584325e-11
9 YJR121W ATP2 rep1F01 light ASAAQSTPITGK 39 K12:+28.0313 - A1:+28.0313 - S6:+79.96633 2.89999996239132e-10
9 YJR121W ATP2 rep1F01 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 4.00000004674439e-07
9 YJR121W ATP2 rep1F01 heavy ASAAQSTPITGK 35 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 2.39999997653229e-09
9 YJR121W ATP2 rep1F01 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 1.29999999654018e-09
9 YJR121W ATP2 rep1F01 light MASAAQSTPITGK 35 K13:+28.0313 - M1:+28.0313 - S3:+79.96633 2.0999999961191e-08
9 YJR121W ATP2 rep1F02 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 7.90000001416047e-07
9 YJR121W ATP2 rep1F02 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 3.29999988935015e-06
9 YJR121W ATP2 rep1F02 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 7.99999997980194e-06
9 YJR121W ATP2 rep1F02 light ASAAQSTPITGK 43 K12:+28.0313 - A1:+28.0313 - T10:+79.96633 4.80000016978011e-06
9 YJR121W ATP2 rep1F02 inter ASAAQSTPITGK 43 K12:+32.0564 - A1:+32.0564 - T10:+79.96633 1.70000006960436e-07
9 YJR121W ATP2 rep1F02 heavy MASAAQSTPITGK 40 K13:+36.0756 - M1:+36.0756 - T8:+79.96633 1.10000001996013e-07
9 YJR121W ATP2 rep1F02 light MASAAQSTPITGK 40 K13:+28.0313 - M1:+28.0313 - T8:+79.96633 2.90000007225899e-05
9 YJR121W ATP2 rep1F04 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 4.70000013592653e-05
9 YJR121W ATP2 rep2F01 inter ASAAQSTPITGK 39 K12:+32.0564 - A1:+32.0564 - S6:+79.96633 2.59999999308036e-09
9 YJR121W ATP2 rep2F01 light ASAAQSTPITGK 39 K12:+28.0313 - A1:+28.0313 - S6:+79.96633 2.2000000171829e-05
9 YJR121W ATP2 rep2F01 heavy ASAAQSTPITGK 39 K12:+36.0756 - A1:+36.0756 - S6:+79.96633 1.40000002701868e-08
9 YJR121W ATP2 rep2F01 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 3.70000002858362e-10
9 YJR121W ATP2 rep2F01 heavy ASAAQSTPITGK 35 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 0.00034999998752
9 YJR121W ATP2 rep2F01 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 1.69999996302295e-08
9 YJR121W ATP2 rep2F01 light FTQAGSEVSALLGR 299 F1:+28.0313 - S6:+79.96633 1.59999999596039e-05
9 YJR121W ATP2 rep2F02 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 9.0000003183377e-06
9 YJR121W ATP2 rep2F02 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 2.99999992421363e-05
9 YJR121W ATP2 rep2F02 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 2.09999998332933e-05
9 YJR121W ATP2 rep2F02 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 5.10000006670452e-08
9 YJR121W ATP2 rep2F02 light ASAAQSTPITGK 43 K12:+28.0313 - A1:+28.0313 - T10:+79.96633 9.89999989542412e-06
9 YJR121W ATP2 rep2F02 heavy ASAAQSTPITGK 43 K12:+36.0756 - A1:+36.0756 - T10:+79.96633 3.00000010611257e-07
9 YJR121W ATP2 rep2F02 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 6.1999999161344e-06
9 YJR121W ATP2 rep2F02 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 0.00011999999697
9 YJR121W ATP2 rep2F02 heavy MASAAQSTPITGK 40 K13:+36.0756 - M1:+36.0756 - T8:+79.96633 1.80000006366754e-05
9 YJR121W ATP2 rep2F02 inter MASAAQSTPITGK 40 K13:+32.0564 - M1:+32.0564 - T8:+79.96633 3.80000005861802e-06
9 YJR121W ATP2 rep2F03 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 5.59999989491189e-06
9 YJR121W ATP2 rep2F03 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 1.59999995474891e-08
9 YJR121W ATP2 rep2F04 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 5.80000005356851e-07
9 YJR121W ATP2 rep2F04 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 1.1999999571799e-07
9 YJR121W ATP2 rep3F01 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 4.50000015916885e-06
9 YJR121W ATP2 rep3F01 heavy ASAAQSTPITGK 35 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 5.80000003580494e-09



9 YJR121W ATP2 rep3F01 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 0.00031000000308
9 YJR121W ATP2 rep3F01 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 1.79999997129698e-08
9 YJR121W ATP2 rep3F01 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 2.40000002094121e-08
9 YJR121W ATP2 rep3F01 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 9.20000002224697e-06
9 YJR121W ATP2 rep3F02 heavy ASAAQSTPITGK 39 K12:+36.0756 - A1:+36.0756 - S6:+79.96633 9.99999993922529e-09
9 YJR121W ATP2 rep3F02 inter ASAAQSTPITGK 39 K12:+32.0564 - A1:+32.0564 - S6:+79.96633 1.30000001874464e-08
9 YJR121W ATP2 rep3F02 heavy ASAAQSTPITGK 35 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 2.39999997653229e-09
9 YJR121W ATP2 rep3F02 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 1.30000003650821e-07
9 YJR121W ATP2 rep3F02 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 2.59999999308036e-09
9 YJR121W ATP2 rep3F02 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 3.19999998055209e-07
9 YJR121W ATP2 rep3F02 light MASAAQSTPITGK 39 K13:+28.0313 - M1:+28.0313 - S7:+79.96633 0.00046000001021
9 YJR121W ATP2 rep3F02 inter FTQAGSEVSALLGR 299 F1:+32.0564 - S6:+79.96633 1.49999996210681e-05
9 YJR121W ATP2 rep3F03 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 0.00065000000177
9 YJR121W ATP2 rep3F03 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 4.5000000170603e-08
9 YJR121W ATP2 rep3F03 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 3.49999993431993e-07
9 YJR121W ATP2 rep3F03 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 0.0010000000475
9 YJR121W ATP2 rep3F03 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 0.00038000001223
9 YJR121W ATP2 rep3F03 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 2.2000000171829e-05
9 YJR121W ATP2 rep3F03 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 4.90000005015645e-08
9 YJR121W ATP2 rep3F03 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 0.00082000001566
9 YJR121W ATP2 rep3F03 light ASAAQSTPITGK 43 K12:+28.0313 - A1:+28.0313 - T10:+79.96633 2.70000009550131e-06
9 YJR121W ATP2 rep3F03 light MASAAQSTPITGK 40 K13:+28.0313 - M1:+28.0313 - T8:+79.96633 0.00015000000712
9 YJR121W ATP2 rep3F04 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 1.59999999596039e-05
9 YJR121W ATP2 rep3F04 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 4.99999987368938e-05
9 YJR121W ATP2 rep3F04 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 0.00230000005104
9 YJR121W ATP2 rep3F04 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 0.00159999995958
9 YJR121W ATP2 rep3F05 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 1.39999997372797e-06
9 YJR121W ATP2 rep4F01 heavy ASAAQSTPITGK 39 K12:+36.0756 - A1:+36.0756 - S6:+79.96633 4.5000000170603e-08
9 YJR121W ATP2 rep4F01 light ASAAQSTPITGK 39 K12:+28.0313 - A1:+28.0313 - S6:+79.96633 7.10000023218527e-08
9 YJR121W ATP2 rep4F01 inter ASAAQSTPITGK 39 K12:+32.0564 - A1:+32.0564 - S6:+79.96633 1.10000000219657e-08
9 YJR121W ATP2 rep4F01 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 0.00130000000354
9 YJR121W ATP2 rep4F01 heavy ASAAQSTPITGK 35 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 3.09999990122378e-08
9 YJR121W ATP2 rep4F01 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 3.60000007582073e-09
9 YJR121W ATP2 rep4F01 inter ASAAQSTPITGK 35 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 1.40000001920271e-05
9 YJR121W ATP2 rep4F01 heavy ASAAQSTPITGK 35 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 1.50000005305628e-06
9 YJR121W ATP2 rep4F01 light ASAAQSTPITGK 35 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 0.00033999999869
9 YJR121W ATP2 rep4F01 heavy MASAAQSTPITGK 35 K13:+36.0756 - M1:+36.0756 - S3:+79.96633 3.30000003018194e-12
9 YJR121W ATP2 rep4F01 light MASAAQSTPITGK 35 K13:+28.0313 - M1:+28.0313 - S3:+79.96633 2.09999998332933e-05
9 YJR121W ATP2 rep4F01 light FTQAGSEVSALLGR 302 F1:+28.0313 - S9:+79.96633 1.59999999596039e-05
9 YJR121W ATP2 rep4F01 heavy FTQAGSEVSALLGR 299 F1:+36.0756 - S6:+79.96633 0.00059000001056
9 YJR121W ATP2 rep4F01 light FTQAGSEVSALLGR 299 F1:+28.0313 - S6:+79.96633 9.99999997475243e-07
9 YJR121W ATP2 rep4F02 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 1.99999999495049e-06
9 YJR121W ATP2 rep4F02 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 7.10000022081658e-05
9 YJR121W ATP2 rep4F02 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 2.80000003840541e-05
9 YJR121W ATP2 rep4F02 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 5.19999994139653e-05
9 YJR121W ATP2 rep4F02 inter ASAAQSTPITGK 40 K12:+32.0564 - A1:+32.0564 - T7:+79.96633 1.90000002930901e-06
9 YJR121W ATP2 rep4F02 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 9.80000004346948e-06
9 YJR121W ATP2 rep4F02 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 4.30000000051223e-07



9 YJR121W ATP2 rep4F02 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 1.70000002981396e-05
9 YJR121W ATP2 rep4F02 inter ASAAQSTPITGK 43 K12:+32.0564 - A1:+32.0564 - T10:+79.96633 8.29999979856666e-09
9 YJR121W ATP2 rep4F02 inter ASAAQSTPITGK 39 K12:+32.0564 - A1:+32.0564 - S6:+79.96633 5.89999990552315e-06
9 YJR121W ATP2 rep4F02 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 1.20000004244503e-06
9 YJR121W ATP2 rep4F02 inter MASAAQSTPITGK 40 K13:+32.0564 - M1:+32.0564 - T8:+79.96633 7.5999996624887e-05
9 YJR121W ATP2 rep4F02 heavy MASAAQSTPITGK 40 K13:+36.0756 - M1:+36.0756 - T8:+79.96633 6.90000001579705e-10
9 YJR121W ATP2 rep4F02 light MASAAQSTPITGK 40 K13:+28.0313 - M1:+28.0313 - T8:+79.96633 4.60000001112348e-06
9 YJR121W ATP2 rep4F02 inter MASAAQSTPITGK 40 K13:+32.0564 - M1:+32.0564 - T8:+79.96633 0.00022000000172
9 YJR121W ATP2 rep4F03 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 2.60000003748928e-08
9 YJR121W ATP2 rep4F03 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 1.49999996210681e-05
9 YJR121W ATP2 rep4F04 heavy ASAAQSTPITGK 40 K12:+36.0756 - A1:+36.0756 - T7:+79.96633 0.00093999999808
9 YJR121W ATP2 rep4F04 light ASAAQSTPITGK 40 K12:+28.0313 - A1:+28.0313 - T7:+79.96633 4.99999987368938e-05
10 YOR374W ALD4 rep1F01 light VAFTGSTATGR 269 V1:+28.0313 - S6:+79.96633 2.60000007301642e-07
10 YOR374W ALD4 rep1F01 light TAESTPLSALYVSK 220 K14:+28.0313 - T1:+28.0313 - T5:+79.96633 9.4999996758105e-10
10 YOR374W ALD4 rep1F01 light TAESTPLSALYVSK 219 K14:+28.0313 - T1:+28.0313 - S4:+79.96633 1.99999994343614e-09
10 YOR374W ALD4 rep1F01 light VGDPFDESTFQGAQTSQMQLNK 360 K22:+28.0313 - V1:+28.0313 - S8:+79.96633 6.80000014630089e-11
10 YOR374W ALD4 rep1F01 light AFSNGSWNGIDPIDR 96 A1:+28.0313 - S3:+79.96633 0.00052000000142
10 YOR374W ALD4 rep1F01 light AFSNGSWNGIDPIDR 96 A1:+28.0313 - S3:+79.96633 1.00000000362749e-15

10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500
K14:+28.0313 - E1:+28.0313 - M2:+15.99491 - 

S3:+79.96633 5.49999986960287e-13

10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500
K14:+28.0313 - E1:+28.0313 - M2:+15.99491 - 

S3:+79.96633 8.10000011508549e-10
10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 4.79999982871959e-07
10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 5.60000010807471e-08
10 YOR374W ALD4 rep1F01 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 9.19999990856013e-07
10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 2.1000000349769e-10
10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 2.89999996239132e-10
10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 4.89999985031631e-10
10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 1.60000002136229e-09
10 YOR374W ALD4 rep1F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 3.20000003739551e-06
10 YOR374W ALD4 rep1F02 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 1.30000003817354e-11
10 YOR374W ALD4 rep1F08 light FSHLPMTVPIK 25 K11:+28.0313 - F1:+28.0313 - S2:+79.96633 0.00620000017807
10 YOR374W ALD4 rep1F09 light MIDTGRTHFSYTK 172 K13:+28.0313 - M1:+28.0313 - T7:+79.96633 0.00036999999429
10 YOR374W ALD4 rep2F01 light VAFTGSTATGR 269 V1:+28.0313 - S6:+79.96633 1.20000004244503e-05
10 YOR374W ALD4 rep2F01 light TAESTPLSALYVSK 220 K14:+28.0313 - T1:+28.0313 - T5:+79.96633 1.79999997129698e-08
10 YOR374W ALD4 rep2F01 light AFSNGSWNGIDPIDR 99 A1:+28.0313 - S6:+79.96633 1.10000000219657e-08
10 YOR374W ALD4 rep2F01 light TAESTPLSALYVSK 219 K14:+28.0313 - T1:+28.0313 - S4:+79.96633 6.30000007717513e-09
10 YOR374W ALD4 rep2F01 inter TAESTPLSALYVSK 219 K14:+32.0564 - T1:+32.0564 - S4:+79.96633 1.79999997129698e-08
10 YOR374W ALD4 rep2F01 light VGDPFDESTFQGAQTSQMQLNK 360 K22:+28.0313 - V1:+28.0313 - S8:+79.96633 2.90000002678426e-07
10 YOR374W ALD4 rep2F01 light AFSNGSWNGIDPIDR 96 A1:+28.0313 - S3:+79.96633 1.00000000362749e-15

10 YOR374W ALD4 rep2F01 light EMSVDALQNYLQVK 500
K14:+28.0313 - E1:+28.0313 - M2:+15.99491 - 

S3:+79.96633 3.0999999794815e-15

10 YOR374W ALD4 rep2F01 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 2.69999994584325e-11
10 YOR374W ALD4 rep2F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 8.10000016279039e-13
10 YOR374W ALD4 rep2F01 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 8.69999981344821e-13
10 YOR374W ALD4 rep2F02 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 1.19999996051057e-10
10 YOR374W ALD4 rep3F01 inter VAFTGSTATGR 269 V1:+32.0564 - S6:+79.96633 6.89999978931155e-06



10 YOR374W ALD4 rep3F01 inter TAESTPLSALYVSK 219 K14:+32.0564 - T1:+32.0564 - S4:+79.96633 9.69999991440318e-09
10 YOR374W ALD4 rep3F01 inter AFSNGSWNGIDPIDR 96 A1:+32.0564 - S3:+79.96633 1.19999998826614e-09
10 YOR374W ALD4 rep3F01 inter AFSNGSWNGIDPIDR 96 A1:+32.0564 - S3:+79.96633 3.0999999580672e-06

10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 1.8999999351621e-09

10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 6.70000019908912e-08

10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 1.30000003817354e-11

10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 2.99999990127642e-11

10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 9.99999974737875e-06
10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 1.20000004670464e-15
10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 5.10000006670452e-08
10 YOR374W ALD4 rep3F01 heavy EMSVDALQNYLQVK 500 K14:+36.0756 - E1:+36.0756 - S3:+79.96633 1.00000000362749e-15
10 YOR374W ALD4 rep3F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 7.20000004061916e-10
10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 1.60000000580399e-14
10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 6.69999992986003e-12
10 YOR374W ALD4 rep3F01 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 0.00025000001187
10 YOR374W ALD4 rep3F02 inter VAFTGSTATGR 272 V1:+32.0564 - T9:+79.96633 8.70000008035277e-07
10 YOR374W ALD4 rep3F02 inter VAFTGSTATGR 269 V1:+32.0564 - S6:+79.96633 4.69999986307812e-06
10 YOR374W ALD4 rep3F02 inter VAFTGSTATGR 269 V1:+32.0564 - S6:+79.96633 1.40000001920271e-05
10 YOR374W ALD4 rep3F02 inter AFSNGSWNGIDPIDR 99 A1:+32.0564 - S6:+79.96633 8.89999966086075e-12
10 YOR374W ALD4 rep3F02 inter VGDPFDESTFQGAQTSQMQLNK 360 K22:+32.0564 - V1:+32.0564 - S8:+79.96633 1.89999993277686e-13
10 YOR374W ALD4 rep3F02 inter AFSNGSWNGIDPIDR 96 A1:+32.0564 - S3:+79.96633 1.40000002701868e-08
10 YOR374W ALD4 rep3F02 inter AFSNGSWNGIDPIDR 96 A1:+32.0564 - S3:+79.96633 1.20000004670464e-15

10 YOR374W ALD4 rep3F02 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 3.09999997893939e-10

10 YOR374W ALD4 rep3F02 inter EMSVDALQNYLQVK 500
K14:+32.0564 - E1:+32.0564 - M2:+15.99491 - 

S3:+79.96633 3.09999990122378e-07
10 YOR374W ALD4 rep3F02 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 8.89999966086075e-12
10 YOR374W ALD4 rep3F02 inter EMSVDALQNYLQVK 500 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 3.00000010611257e-06
10 YOR374W ALD4 rep3F05 inter AISSSRGDVDLVINYLK 139 K17:+32.0564 - A1:+32.0564 - S3:+79.96633 5.5999999776235e-11
10 YOR374W ALD4 rep3F07 inter KVAFTGSTATGR 267 K1:+32.0564 - K1:+32.0564 - T5:+79.96633 1.69999998433923e-06
10 YOR374W ALD4 rep3F08 inter MIDTGRTHFSYTK 172 K13:+32.0564 - M1:+32.0564 - T7:+79.96633 4.50000006821938e-05
10 YOR374W ALD4 rep4F01 heavy SSAGFADK 155 K8:+36.0756 - S1:+36.0756 - S2:+79.96633 0.00200000009499
10 YOR374W ALD4 rep4F01 heavy VAFTGSTATGR 272 V1:+36.0756 - T9:+79.96633 2.99999989294975e-08
10 YOR374W ALD4 rep4F01 heavy VAFTGSTATGR 269 V1:+36.0756 - S6:+79.96633 1.89999994404388e-07
10 YOR374W ALD4 rep4F01 light VAFTGSTATGR 269 V1:+28.0313 - S6:+79.96633 7.30000010662479e-07
10 YOR374W ALD4 rep4F01 heavy TAESTPLSALYVSK 220 K14:+36.0756 - T1:+36.0756 - T5:+79.96633 3.29999991777186e-08
10 YOR374W ALD4 rep4F01 heavy TAESTPLSALYVSK 220 K14:+36.0756 - T1:+36.0756 - T5:+79.96633 4.19999996665865e-05
10 YOR374W ALD4 rep4F01 heavy AFSNGSWNGIDPIDR 99 A1:+36.0756 - S6:+79.96633 2.30000001266717e-08
10 YOR374W ALD4 rep4F01 light AFSNGSWNGIDPIDR 99 A1:+28.0313 - S6:+79.96633 5.40000000270879e-09
10 YOR374W ALD4 rep4F01 heavy AFSNGSWNGIDPIDR 99 A1:+36.0756 - S6:+79.96633 2.60000002213698e-13
10 YOR374W ALD4 rep4F01 light TAESTPLSALYVSK 219 K14:+28.0313 - T1:+28.0313 - S4:+79.96633 1.19999996051057e-10
10 YOR374W ALD4 rep4F01 heavy VGDPFDESTFQGAQTSQMQLNK 360 K22:+36.0756 - V1:+36.0756 - S8:+79.96633 1.10000002162547e-10
10 YOR374W ALD4 rep4F01 light VGDPFDESTFQGAQTSQMQLNK 360 K22:+28.0313 - V1:+28.0313 - S8:+79.96633 1.80000007954373e-11



10 YOR374W ALD4 rep4F01 light AFSNGSWNGIDPIDR 96 A1:+28.0313 - S3:+79.96633 9.29999988130703e-09
10 YOR374W ALD4 rep4F01 light AFSNGSWNGIDPIDR 96 A1:+28.0313 - S3:+79.96633 2.30000006128279e-14
10 YOR374W ALD4 rep4F01 heavy AFSNGSWNGIDPIDR 96 A1:+36.0756 - S3:+79.96633 1.30000003817354e-11

10 YOR374W ALD4 rep4F01 heavy EMSVDALQNYLQVK 500
K14:+36.0756 - E1:+36.0756 - M2:+15.99491 - 

S3:+79.96633 3.00000010611257e-07

10 YOR374W ALD4 rep4F01 heavy EMSVDALQNYLQVK 500
K14:+36.0756 - E1:+36.0756 - M2:+15.99491 - 

S3:+79.96633 1.00000000362749e-15

10 YOR374W ALD4 rep4F01 heavy EMSVDALQNYLQVK 500
K14:+36.0756 - E1:+36.0756 - M2:+15.99491 - 

S3:+79.96633 1.99999994947575e-05

10 YOR374W ALD4 rep4F01 heavy EMSVDALQNYLQVK 500
K14:+36.0756 - E1:+36.0756 - M2:+15.99491 - 

S3:+79.96633 3.7999998703242e-09
10 YOR374W ALD4 rep4F01 heavy EMSVDALQNYLQVK 500 K14:+36.0756 - E1:+36.0756 - S3:+79.96633 1.29999999412783e-14
10 YOR374W ALD4 rep4F01 heavy EMSVDALQNYLQVK 500 K14:+36.0756 - E1:+36.0756 - S3:+79.96633 2.20000000439313e-08
10 YOR374W ALD4 rep4F01 light EMSVDALQNYLQVK 500 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 4.49999992824246e-09
10 YOR374W ALD4 rep4F01 heavy EMSVDALQNYLQVK 500 K14:+36.0756 - E1:+36.0756 - S3:+79.96633 1.70000000188075e-10
10 YOR374W ALD4 rep4F02 heavy AFSNGSWNGIDPIDR 96 A1:+36.0756 - S3:+79.96633 2.59999999308036e-09
10 YOR374W ALD4 rep4F02 heavy EMSVDALQNYLQVK 500 K14:+36.0756 - E1:+36.0756 - S3:+79.96633 1.00000000362749e-15
10 YOR374W ALD4 rep4F05 inter THFSYTK 175 K7:+32.0564 - T1:+32.0564 - S4:+79.96633 0.00240000011399
10 YOR374W ALD4 rep4F05 heavy THFSYTK 175 K7:+36.0756 - T1:+36.0756 - S4:+79.96633 0.00860000029206
10 YOR374W ALD4 rep4F06 heavy KVAFTGSTATGR 269 K1:+36.0756 - K1:+36.0756 - S7:+79.96633 7.09999994796817e-07
10 YOR374W ALD4 rep4F06 light KVAFTGSTATGR 267 K1:+28.0313 - K1:+28.0313 - T5:+79.96633 0.00480000022799
10 YOR374W ALD4 rep4F07 heavy MIDTGRTHFSYTK 172 K13:+36.0756 - M1:+36.0756 - T7:+79.96633 1.40000001920271e-05
10 YOR374W ALD4 rep4F07 light MIDTGRTHFSYTK 172 K13:+28.0313 - M1:+28.0313 - T7:+79.96633 8.29999989946373e-05
10 YOR374W ALD4 rep4F08 heavy THFSYTKR 175 K7:+36.0756 - T1:+36.0756 - S4:+79.96633 0.00249999994412
12 YIL136W OM45 rep1F01 light NASSEPSEAQK 244 K11:+28.0313 - N1:+28.0313 - S4:+79.96633 6.99999988529321e-11
12 YIL136W OM45 rep1F01 inter NASSEPSEAQK 244 K11:+32.0564 - N1:+32.0564 - S4:+79.96633 9.99999997475243e-07
12 YIL136W OM45 rep1F01 light NNTGDANTEEAAAR 207 N1:+28.0313 - T3:+79.96633 8.79999979136459e-12
12 YIL136W OM45 rep1F01 light VISPEEDAQTR 94 V1:+28.0313 - S3:+79.96633 3.60000012733508e-05
12 YIL136W OM45 rep1F01 light NVSDAMDSLSK 324 K11:+28.0313 - N1:+28.0313 - S8:+79.96633 2.19999992623343e-06
12 YIL136W OM45 rep1F01 light EGNVSAYYNGQEYGSSAPPQLGK 48 K23:+28.0313 - E1:+28.0313 - S16:+79.96633 6.39999997442686e-10
12 YIL136W OM45 rep1F03 light NASSEPSEAQKR 243 K11:+28.0313 - N1:+28.0313 - S3:+79.96633 1.10000000859145e-05
12 YIL136W OM45 rep1F03 inter NASSEPSEAQKR 244 K11:+32.0564 - N1:+32.0564 - S4:+79.96633 1.3000000080865e-06
12 YIL136W OM45 rep1F03 light NASSEPSEAQKR 243 K11:+28.0313 - N1:+28.0313 - S3:+79.96633 0.00038000001223
12 YIL136W OM45 rep1F04 light NASSEPSEAQKR 243 K11:+28.0313 - N1:+28.0313 - S3:+79.96633 9.7999996796716e-05
12 YIL136W OM45 rep1F05 light NASSEPSEAQKR 243 K11:+28.0313 - N1:+28.0313 - S3:+79.96633 0.00109999999404
12 YIL136W OM45 rep1F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep1F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep1F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep1F05 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 3.70000002858362e-10
12 YIL136W OM45 rep1F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 2.59999998825566e-14
12 YIL136W OM45 rep1F06 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep1F06 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep1F06 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 4.09999996193317e-13
12 YIL136W OM45 rep1F06 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 2.70000010508544e-15
12 YIL136W OM45 rep1F06 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.30000001106849e-13
12 YIL136W OM45 rep2F01 inter NASSEPSEAQK 243 K11:+32.0564 - N1:+32.0564 - S3:+79.96633 2.19999992623343e-06
12 YIL136W OM45 rep2F01 light NNTGDANTEEAAAR 207 N1:+28.0313 - T3:+79.96633 1.59999997192267e-12
12 YIL136W OM45 rep2F01 heavy NNTGDANTEEAAAR 207 N1:+36.0756 - T3:+79.96633 3.90000011452063e-11



12 YIL136W OM45 rep2F01 inter NVSDAMDSLSK 324 K11:+32.0564 - N1:+32.0564 - S8:+79.96633 3.19999998055209e-07
12 YIL136W OM45 rep2F01 light EGNVSAYYNGQEYGSSAPPQLGK 48 K23:+28.0313 - E1:+28.0313 - S16:+79.96633 9.49999957811087e-06
12 YIL136W OM45 rep2F04 inter NASSEPSEAQKR 244 K11:+32.0564 - N1:+32.0564 - S4:+79.96633 5.99999978589949e-08
12 YIL136W OM45 rep2F04 light NASSEPSEAQKR 244 K11:+28.0313 - N1:+28.0313 - S4:+79.96633 3.80000005861802e-06
12 YIL136W OM45 rep2F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.99999999200839e-11
12 YIL136W OM45 rep2F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 5.89999993305668e-10
12 YIL136W OM45 rep2F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep2F05 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 1.49999994647487e-08
12 YIL136W OM45 rep2F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 2.10000008173312e-15
12 YIL136W OM45 rep2F06 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.30000003817354e-12
12 YIL136W OM45 rep2F06 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep2F06 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep2F06 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.09999997392057e-12
12 YIL136W OM45 rep2F06 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 4.39999988890603e-15
12 YIL136W OM45 rep2F06 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 0.00038000001223
12 YIL136W OM45 rep3F01 inter NNTGDANTEEAAAR 207 N1:+32.0564 - T3:+79.96633 0.00096999999369
12 YIL136W OM45 rep3F01 inter NNTGDANTEEAAAR 207 N1:+32.0564 - T3:+79.96633 0.00170000002254
12 YIL136W OM45 rep3F01 heavy VISPEEDAQTR 94 V1:+36.0756 - S3:+79.96633 1.7999999499807e-06
12 YIL136W OM45 rep3F01 inter VISPEEDAQTR 94 V1:+32.0564 - S3:+79.96633 0.00033000000985
12 YIL136W OM45 rep3F01 heavy NVSDAMDSLSK 324 K11:+36.0756 - N1:+36.0756 - S8:+79.96633 5.60000001925687e-09
12 YIL136W OM45 rep3F01 inter NVSDAMDSLSK 324 K11:+32.0564 - N1:+32.0564 - S8:+79.96633 6.60000011976081e-07
12 YIL136W OM45 rep3F01 inter EGNVSAYYNGQEYGSSAPPQLGK 48 K23:+32.0564 - E1:+32.0564 - S16:+79.96633 2.1000000349769e-11
12 YIL136W OM45 rep3F01 heavy EGNVSAYYNGQEYGSSAPPQLGK 48 K23:+36.0756 - E1:+36.0756 - S16:+79.96633 5.49999986960287e-13
12 YIL136W OM45 rep3F01 heavy EGNVSAYYNGQEYGSSAPPQLGK 37 K23:+36.0756 - E1:+36.0756 - S5:+79.96633 1.40000000481422e-09
12 YIL136W OM45 rep3F02 heavy NVSDAMDSLSK 324 K11:+36.0756 - N1:+36.0756 - S8:+79.96633 2.49999993684469e-05
12 YIL136W OM45 rep3F02 inter NVSDAMDSLSK 324 K11:+32.0564 - N1:+32.0564 - S8:+79.96633 8.29999979856666e-09
12 YIL136W OM45 rep3F02 heavy DALLGVSQK 78 K9:+36.0756 - D1:+36.0756 - S7:+79.96633 6.90000021563719e-08
12 YIL136W OM45 rep3F02 inter DALLGVSQK 78 K9:+32.0564 - D1:+32.0564 - S7:+79.96633 6.99999986863986e-07
12 YIL136W OM45 rep3F02 inter EGNVSAYYNGQEYGSSAPPQLGK 48 K23:+32.0564 - E1:+32.0564 - S16:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep3F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep3F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep3F05 inter VISPEEDAQTRK 94 K12:+32.0564 - V1:+32.0564 - S3:+79.96633 0.00028000000748
12 YIL136W OM45 rep3F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep3F05 heavy VISPEEDAQTRK 94 K12:+36.0756 - V1:+36.0756 - S3:+79.96633 0.00340000004508
12 YIL136W OM45 rep3F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.09999997999211e-09
12 YIL136W OM45 rep3F05 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 4.39999989568229e-12
12 YIL136W OM45 rep3F05 heavy AALDRASIEYER 170 A1:+36.0756 - S7:+79.96633 5.7000001106644e-05
12 YIL136W OM45 rep3F06 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep3F06 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep3F06 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep3F06 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 7.39999988369489e-12
12 YIL136W OM45 rep3F06 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep4F01 light NNTGDANTEEAAAR 207 N1:+28.0313 - T3:+79.96633 7.90000001416047e-07
12 YIL136W OM45 rep4F01 heavy VISPEEDAQTR 94 V1:+36.0756 - S3:+79.96633 0.00260000000708
12 YIL136W OM45 rep4F01 light VISPEEDAQTR 94 V1:+28.0313 - S3:+79.96633 0.000859999971
12 YIL136W OM45 rep4F01 inter NVSDAMDSLSK 324 K11:+32.0564 - N1:+32.0564 - S8:+79.96633 2.99999992421363e-05
12 YIL136W OM45 rep4F01 light NVSDAMDSLSK 324 K11:+28.0313 - N1:+28.0313 - S8:+79.96633 4.89999996133861e-09
12 YIL136W OM45 rep4F01 heavy DALLGVSQK 78 K9:+36.0756 - D1:+36.0756 - S7:+79.96633 5.10000006670452e-08



12 YIL136W OM45 rep4F01 light DALLGVSQK 78 K9:+28.0313 - D1:+28.0313 - S7:+79.96633 0.00020999999833
12 YIL136W OM45 rep4F01 heavy EGNVSAYYNGQEYGSSAPPQLGK 48 K23:+36.0756 - E1:+36.0756 - S16:+79.96633 2.90000011851643e-13
12 YIL136W OM45 rep4F01 light EGNVSAYYNGQEYGSSAPPQLGK 48 K23:+28.0313 - E1:+28.0313 - S16:+79.96633 2.30000005152498e-10
12 YIL136W OM45 rep4F04 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep4F04 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 1.09999997222651e-15
12 YIL136W OM45 rep4F04 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 9.99999996004197e-13
12 YIL136W OM45 rep4F05 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep4F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep4F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep4F05 light LLKNNTGDANTEEAAAR 207 K3:+28.0313 - L1:+28.0313 - T6:+79.96633 1.00000000362749e-15
12 YIL136W OM45 rep4F05 heavy LLKNNTGDANTEEAAAR 207 K3:+36.0756 - L1:+36.0756 - T6:+79.96633 3.50000006563579e-15
12 YIL136W OM45 rep4F05 inter LLKNNTGDANTEEAAAR 207 K3:+32.0564 - L1:+32.0564 - T6:+79.96633 1.00000000362749e-15
14 YPL186C UIP4 rep1F01 light GLDNLSEGNDNDNTR 205 G1:+28.0313 - S6:+79.96633 2.1000000349769e-11
14 YPL186C UIP4 rep1F01 light GLDNLSEGNDNDNTR 205 G1:+28.0313 - S6:+79.96633 3.90000013794634e-06
14 YPL186C UIP4 rep1F01 light TAISQDGSAFAK 146 K12:+28.0313 - T1:+28.0313 - S4:+79.96633 5.60000001925687e-09
14 YPL186C UIP4 rep1F01 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 5.39999989168649e-10
14 YPL186C UIP4 rep1F01 light ELSPNFSQEQTENK 185 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 2.1000000349769e-10
14 YPL186C UIP4 rep1F01 light TAISQDGSAFAK 146 K12:+28.0313 - T1:+28.0313 - S4:+79.96633 3.09999990122378e-07
14 YPL186C UIP4 rep1F02 light GNVTFPSPK 140 K9:+28.0313 - G1:+28.0313 - S7:+79.96633 4.60000010207295e-05
14 YPL186C UIP4 rep1F02 inter GNVTFPSPK 140 K9:+32.0564 - G1:+32.0564 - S7:+79.96633 0.00449999980628
14 YPL186C UIP4 rep1F02 light GNVTFPSPK 140 K9:+28.0313 - G1:+28.0313 - S7:+79.96633 0.00011000000086

14 YPL186C UIP4 rep1F04 light ELSPNFSQEQTENKQDK 185
K14:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S3:+79.96633 4.50000006821938e-05
14 YPL186C UIP4 rep2F01 light GLDNLSEGNDNDNTR 205 G1:+28.0313 - S6:+79.96633 3.79999986555371e-13
14 YPL186C UIP4 rep2F01 inter TAISQDGSAFAK 150 K12:+32.0564 - T1:+32.0564 - S8:+79.96633 0.00026000000071
14 YPL186C UIP4 rep2F01 light ELSPNFSQEQTENK 185 K14:+28.0313 - E1:+28.0313 - S3:+79.96633 1.49999996210681e-05
14 YPL186C UIP4 rep2F01 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 5.80000005356851e-07
14 YPL186C UIP4 rep2F02 inter GNVTFPSPK 140 K9:+32.0564 - G1:+32.0564 - S7:+79.96633 0.00052000000142
14 YPL186C UIP4 rep2F02 light GNVTFPSPK 140 K9:+28.0313 - G1:+28.0313 - S7:+79.96633 0.00015999999596

14 YPL186C UIP4 rep2F04 light ELSPNFSQEQTENKQDK 185
K14:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S3:+79.96633 1.50000001308825e-09
14 YPL186C UIP4 rep3F01 inter GLDNLSEGNDNDNTR 205 G1:+32.0564 - S6:+79.96633 3.99999998990097e-06
14 YPL186C UIP4 rep3F01 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 8.90000010258518e-05
14 YPL186C UIP4 rep3F01 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 7.50000026528141e-07
14 YPL186C UIP4 rep3F01 inter GLDNLSEGNDNDNTR 205 G1:+32.0564 - S6:+79.96633 9.00000039771864e-12
14 YPL186C UIP4 rep3F01 inter GLDNLSEGNDNDNTR 205 G1:+32.0564 - S6:+79.96633 5.89999986258354e-14
14 YPL186C UIP4 rep3F01 inter GLDNLSEGNDNDNTR 205 G1:+32.0564 - S6:+79.96633 0.00279999990016
14 YPL186C UIP4 rep3F01 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 2.99999992421363e-05
14 YPL186C UIP4 rep3F01 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 2.10000008173312e-15
14 YPL186C UIP4 rep3F01 inter GLDNLSEGNDNDNTR 205 G1:+32.0564 - S6:+79.96633 1.70000006960436e-07
14 YPL186C UIP4 rep3F01 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 9.99999996004197e-12
14 YPL186C UIP4 rep3F01 heavy TAISQDGSAFAK 146 K12:+36.0756 - T1:+36.0756 - S4:+79.96633 5.39999989168649e-11
14 YPL186C UIP4 rep3F01 heavy ELSPNFSQEQTENK 185 K14:+36.0756 - E1:+36.0756 - S3:+79.96633 2.49999993684469e-05
14 YPL186C UIP4 rep3F01 inter ELSPNFSQEQTENK 185 K14:+32.0564 - E1:+32.0564 - S3:+79.96633 2.09999996059196e-07
14 YPL186C UIP4 rep3F01 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 5.20000015269417e-12
14 YPL186C UIP4 rep3F01 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 9.89999970890665e-10
14 YPL186C UIP4 rep3F01 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 7.89999976404943e-05
14 YPL186C UIP4 rep3F02 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 3.7999998113436e-12



14 YPL186C UIP4 rep3F02 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 2.60000007301642e-07
14 YPL186C UIP4 rep3F02 inter GLDNLSEGNDNDNTR 205 G1:+32.0564 - S6:+79.96633 3.4999999426466e-11
14 YPL186C UIP4 rep3F02 inter GLDNLSEGNDNDNTR 205 G1:+32.0564 - S6:+79.96633 1.0000000116861e-07
14 YPL186C UIP4 rep3F02 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 6.69999999924897e-10
14 YPL186C UIP4 rep3F02 heavy TAISQDGSAFAK 146 K12:+36.0756 - T1:+36.0756 - S4:+79.96633 2.7000000013544e-09
14 YPL186C UIP4 rep3F02 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 9.29999988130703e-09

14 YPL186C UIP4 rep3F03 heavy EENKELSPNFSQEQTENK 185
K4:+36.0756 - K18:+36.0756 - E1:+36.0756 - 

S7:+79.96633 4.30000002618613e-12
14 YPL186C UIP4 rep3F03 heavy GNVTFPSPK 140 K9:+36.0756 - G1:+36.0756 - S7:+79.96633 1.70000002981396e-05
14 YPL186C UIP4 rep3F03 inter GNVTFPSPK 140 K9:+32.0564 - G1:+32.0564 - S7:+79.96633 3.5000000934815e-05
14 YPL186C UIP4 rep3F03 heavy GNVTFPSPK 140 K9:+36.0756 - G1:+36.0756 - S7:+79.96633 6.50000001769513e-05
14 YPL186C UIP4 rep3F03 inter GNVTFPSPK 140 K9:+32.0564 - G1:+32.0564 - S7:+79.96633 6.39999998384155e-05
14 YPL186C UIP4 rep3F04 heavy QDKGLDNLSEGNDNDNTR 205 K3:+36.0756 - Q1:+36.0756 - S9:+79.96633 1.00000000362749e-15

14 YPL186C UIP4 rep3F04 inter EENKELSPNFSQEQTENKQDK 185
K4:+32.0564 - K18:+32.0564 - K21:+32.0564 - 

E1:+32.0564 - S7:+79.96633 1.99999999200839e-12

14 YPL186C UIP4 rep3F04 inter EENKELSPNFSQEQTENK 185
K4:+32.0564 - K18:+32.0564 - E1:+32.0564 - 

S7:+79.96633 1.00000000362749e-15

14 YPL186C UIP4 rep3F04 inter ELSPNFSQEQTENKQDK 185
K14:+32.0564 - K17:+32.0564 - E1:+32.0564 - 

S3:+79.96633 1.30000001106849e-13

14 YPL186C UIP4 rep3F04 inter ELSPNFSQEQTENKQDK 185
K14:+32.0564 - K17:+32.0564 - E1:+32.0564 - 

S3:+79.96633 1.19999999520504e-11

14 YPL186C UIP4 rep3F04 heavy ELSPNFSQEQTENKQDK 185
K14:+36.0756 - K17:+36.0756 - E1:+36.0756 - 

S3:+79.96633 1.00000000362749e-15

14 YPL186C UIP4 rep3F04 heavy EENKELSPNFSQEQTENK 185
K4:+36.0756 - K18:+36.0756 - E1:+36.0756 - 

S7:+79.96633 2.10000007834499e-12
14 YPL186C UIP4 rep3F04 heavy GNVTFPSPK 140 K9:+36.0756 - G1:+36.0756 - S7:+79.96633 7.50000035623088e-05
14 YPL186C UIP4 rep3F04 inter GNVTFPSPK 140 K9:+32.0564 - G1:+32.0564 - S7:+79.96633 3.30000002577435e-05
14 YPL186C UIP4 rep3F05 heavy GNVTFPSPK 140 K9:+36.0756 - G1:+36.0756 - S7:+79.96633 0.00019000000611
14 YPL186C UIP4 rep3F06 heavy TAHNTNENGSELYYEGPETPTPSLK 127 K25:+36.0756 - T1:+36.0756 - T19:+79.96633 1.00000000362749e-15
14 YPL186C UIP4 rep3F06 inter TAHNTNENGSELYYEGPETPTPSLK 127 K25:+32.0564 - T1:+32.0564 - T19:+79.96633 1.00000000362749e-15

14 YPL186C UIP4 rep3F07 inter EENKELSPNFSQEQTENKQDK 185
K4:+32.0564 - K18:+32.0564 - K21:+32.0564 - 

E1:+32.0564 - S7:+79.96633 1.00000000362749e-15

14 YPL186C UIP4 rep3F07 inter EENKELSPNFSQEQTENKQDK 185
K4:+32.0564 - K18:+32.0564 - K21:+32.0564 - 

E1:+32.0564 - S7:+79.96633 1.10000001457815e-14
14 YPL186C UIP4 rep4F01 light GLDNLSEGNDNDNTR 205 G1:+28.0313 - S6:+79.96633 3.60000015908746e-11
14 YPL186C UIP4 rep4F01 light GLDNLSEGNDNDNTR 205 G1:+28.0313 - S6:+79.96633 1.30000003650821e-07
14 YPL186C UIP4 rep4F01 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 0.00092999998014
14 YPL186C UIP4 rep4F01 heavy GLDNLSEGNDNDNTR 205 G1:+36.0756 - S6:+79.96633 2.49999998480632e-09
14 YPL186C UIP4 rep4F01 light GLDNLSEGNDNDNTR 205 G1:+28.0313 - S6:+79.96633 2.59999997069826e-05
14 YPL186C UIP4 rep4F01 inter TAISQDGSAFAK 150 K12:+32.0564 - T1:+32.0564 - S8:+79.96633 2.30000001266717e-08
14 YPL186C UIP4 rep4F01 light TAISQDGSAFAK 150 K12:+28.0313 - T1:+28.0313 - S8:+79.96633 8.09999978201859e-09
14 YPL186C UIP4 rep4F01 inter TAISQDGSAFAK 146 K12:+32.0564 - T1:+32.0564 - S4:+79.96633 3.39999992604589e-08
14 YPL186C UIP4 rep4F02 light GNVTFPSPK 140 K9:+28.0313 - G1:+28.0313 - S7:+79.96633 0.00200000009499
14 YPL186C UIP4 rep4F02 inter GNVTFPSPK 140 K9:+32.0564 - G1:+32.0564 - S7:+79.96633 0.00015000000712
14 YPL186C UIP4 rep4F02 heavy GNVTFPSPK 140 K9:+36.0756 - G1:+36.0756 - S7:+79.96633 2.1000000742788e-06
14 YPL186C UIP4 rep4F02 light GNVTFPSPK 140 K9:+28.0313 - G1:+28.0313 - S7:+79.96633 0.00031999999192
14 YPL186C UIP4 rep4F02 inter GNVTFPSPK 140 K9:+32.0564 - G1:+32.0564 - S7:+79.96633 0.00018000000273
14 YPL186C UIP4 rep4F02 light GNVTFPSPK 140 K9:+28.0313 - G1:+28.0313 - S7:+79.96633 6.70000008540228e-05



14 YPL186C UIP4 rep4F03 light EENKELSPNFSQEQTENK 185
K4:+28.0313 - K18:+28.0313 - E1:+28.0313 - 

S7:+79.96633 6.90000012681935e-09

14 YPL186C UIP4 rep4F03 light ELSPNFSQEQTENKQDK 185
K14:+28.0313 - K17:+28.0313 - E1:+28.0313 - 

S3:+79.96633 2.90000003178026e-11
14 YPL186C UIP4 rep4F03 light GNVTFPSPK 140 K9:+28.0313 - G1:+28.0313 - S7:+79.96633 0.00056000001496

14 YPL186C UIP4 rep4F06 light EENKELSPNFSQEQTENKQDK 185
K4:+28.0313 - K18:+28.0313 - K21:+28.0313 - 

E1:+28.0313 - S7:+79.96633 1.00000000362749e-15
16 YGR244C LSC2 rep1F01 inter FGFDDNASFR 263 F1:+32.0564 - S8:+79.96633 4.4000000343658e-05
16 YGR244C LSC2 rep1F02 inter GLSPQMAK 193 K8:+32.0564 - G1:+32.0564 - S3:+79.96633 0.0010000000475
16 YGR244C LSC2 rep1F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 5.3000000086378e-14
16 YGR244C LSC2 rep1F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 9.59999983153603e-13
16 YGR244C LSC2 rep1F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 3.60000015908746e-11
16 YGR244C LSC2 rep1F05 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 3.70000010447777e-13
16 YGR244C LSC2 rep1F05 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 1.49999997367751e-14
16 YGR244C LSC2 rep1F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 7.90000009853742e-10
16 YGR244C LSC2 rep1F05 inter FGFDDNASFRQEK 263 K13:+32.0564 - F1:+32.0564 - S8:+79.96633 2.59999998825566e-14
16 YGR244C LSC2 rep1F05 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 1.10000002162547e-10
16 YGR244C LSC2 rep1F06 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 0.00130000000354
16 YGR244C LSC2 rep1F06 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 1.00000000362749e-15
16 YGR244C LSC2 rep1F06 inter FGFDDNASFRQEK 263 K13:+32.0564 - F1:+32.0564 - S8:+79.96633 0.00025000001187
16 YGR244C LSC2 rep1F06 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 0.00179999996908
16 YGR244C LSC2 rep1F06 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 1.59999999360672e-11
16 YGR244C LSC2 rep1F06 heavy FGFDDNASFRQEK 263 K13:+36.0756 - F1:+36.0756 - S8:+79.96633 2.39999997653229e-09
16 YGR244C LSC2 rep2F02 inter FGFDDNASFR 263 F1:+32.0564 - S8:+79.96633 0.00047999998787
16 YGR244C LSC2 rep2F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 1.00000000362749e-15
16 YGR244C LSC2 rep2F05 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 1.00000000362749e-15
16 YGR244C LSC2 rep2F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.19999996200135e-14
16 YGR244C LSC2 rep2F05 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 1.00000001335143e-10
16 YGR244C LSC2 rep2F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 1.40000002701868e-08
16 YGR244C LSC2 rep2F05 inter FGFDDNASFRQEK 263 K13:+32.0564 - F1:+32.0564 - S8:+79.96633 2.3999999143598e-07
16 YGR244C LSC2 rep2F05 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 6.69999999924897e-10
16 YGR244C LSC2 rep2F05 heavy FGFDDNASFRQEK 263 K13:+36.0756 - F1:+36.0756 - S8:+79.96633 2.39999997653229e-09
16 YGR244C LSC2 rep2F06 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 3.20000004272458e-09
16 YGR244C LSC2 rep2F06 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 9.19999970303009e-13
16 YGR244C LSC2 rep2F06 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 4.70000013592653e-05
16 YGR244C LSC2 rep2F06 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 4.90000004953845e-15
16 YGR244C LSC2 rep2F06 heavy FGFDDNASFRQEK 263 K13:+36.0756 - F1:+36.0756 - S8:+79.96633 2.20000007794541e-11
16 YGR244C LSC2 rep2F06 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 1.89999993277686e-13
16 YGR244C LSC2 rep3F01 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.20000004244503e-05
16 YGR244C LSC2 rep3F02 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 2.29999997714003e-07
16 YGR244C LSC2 rep3F02 light SLGFSPDAQDEAAK 207 K14:+28.0313 - S1:+28.0313 - S5:+79.96633 1.2000000104706e-08
16 YGR244C LSC2 rep3F02 heavy FGFDDNASFR 263 F1:+36.0756 - S8:+79.96633 0.00170000002254
16 YGR244C LSC2 rep3F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.80000001015479e-10
16 YGR244C LSC2 rep3F05 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 3.49999993431993e-08
16 YGR244C LSC2 rep3F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.49999998533268e-10
16 YGR244C LSC2 rep3F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 1.00000000362749e-15
16 YGR244C LSC2 rep3F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 4.20000015668998e-12
16 YGR244C LSC2 rep3F05 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 2.89999991522853e-14



16 YGR244C LSC2 rep3F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 5.69999993385584e-12

16 YGR244C LSC2 rep3F06 light SGVHMIESPQQAEDVAK 102
K17:+28.0313 - S1:+28.0313 - M5:+15.99491 - 

S8:+79.96633 2.1000000349769e-11
16 YGR244C LSC2 rep3F06 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.199999978942e-13
16 YGR244C LSC2 rep3F06 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 4.89999996133861e-09
16 YGR244C LSC2 rep3F06 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 3.29999991667952e-15
16 YGR244C LSC2 rep3F06 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 4.09999985351295e-12
16 YGR244C LSC2 rep3F06 inter FGFDDNASFRQEK 263 K13:+32.0564 - F1:+32.0564 - S8:+79.96633 0.00023999999394
16 YGR244C LSC2 rep3F06 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 1.59999999360672e-11
16 YGR244C LSC2 rep3F06 inter FGFDDNASFRQEK 263 K13:+32.0564 - F1:+32.0564 - S8:+79.96633 9.20000020414591e-05
16 YGR244C LSC2 rep3F06 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 1.39999999440588e-11
16 YGR244C LSC2 rep4F01 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 5.09999986686438e-10
16 YGR244C LSC2 rep4F01 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 3.50000004800677e-06
16 YGR244C LSC2 rep4F01 light SLGFSPDAQDEAAK 207 K14:+28.0313 - S1:+28.0313 - S5:+79.96633 5.50000001098283e-09
16 YGR244C LSC2 rep4F01 inter SLGFSPDAQDEAAK 207 K14:+32.0564 - S1:+32.0564 - S5:+79.96633 3.60000001364824e-07
16 YGR244C LSC2 rep4F01 heavy SLGFSPDAQDEAAK 207 K14:+36.0756 - S1:+36.0756 - S5:+79.96633 1.70000006960436e-07
16 YGR244C LSC2 rep4F02 light GLSPQMAK 193 K8:+28.0313 - G1:+28.0313 - S3:+79.96633 0.00730000017211
16 YGR244C LSC2 rep4F02 heavy FGFDDNASFR 263 F1:+36.0756 - S8:+79.96633 7.70000042393804e-06
16 YGR244C LSC2 rep4F02 light FGFDDNASFR 263 F1:+28.0313 - S8:+79.96633 5.10000006670452e-07
16 YGR244C LSC2 rep4F04 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 4.1000001260727e-07
16 YGR244C LSC2 rep4F04 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.2999999687846e-10
16 YGR244C LSC2 rep4F04 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 1.99999999200839e-11
16 YGR244C LSC2 rep4F04 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 2.90000004228347e-15
16 YGR244C LSC2 rep4F04 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 1.00000000362749e-15
16 YGR244C LSC2 rep4F04 heavy SGVHMIESPQQAEDVAK 102 K17:+36.0756 - S1:+36.0756 - S8:+79.96633 7.20000014470257e-13

16 YGR244C LSC2 rep4F05 light SGVHMIESPQQAEDVAK 102
K17:+28.0313 - S1:+28.0313 - M5:+15.99491 - 

S8:+79.96633 2.1000000742788e-06
16 YGR244C LSC2 rep4F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.80000003617564e-12
16 YGR244C LSC2 rep4F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 6.89999977727257e-13
16 YGR244C LSC2 rep4F05 light SGVHMIESPQQAEDVAK 102 K17:+28.0313 - S1:+28.0313 - S8:+79.96633 1.99999996490334e-13
16 YGR244C LSC2 rep4F05 inter SGVHMIESPQQAEDVAK 102 K17:+32.0564 - S1:+32.0564 - S8:+79.96633 9.9999998245167e-15
16 YGR244C LSC2 rep4F05 light FGFDDNASFRQEK 263 K13:+28.0313 - F1:+28.0313 - S8:+79.96633 2.90000003178026e-11
16 YGR244C LSC2 rep4F05 inter FGFDDNASFRQEK 263 K13:+32.0564 - F1:+32.0564 - S8:+79.96633 7.80000027589267e-06
16 YGR244C LSC2 rep4F05 inter FGFDDNASFRQEK 263 K13:+32.0564 - F1:+32.0564 - S8:+79.96633 1.39999997372797e-06
16 YGR244C LSC2 rep4F05 heavy FGFDDNASFRQEK 263 K13:+36.0756 - F1:+36.0756 - S8:+79.96633 4.29999991169439e-09
17 YNL055C POR1 rep1F01 inter SPPVYSDISR 10 S1:+32.0564 - S9:+79.96633 0.00249999994412
17 YNL055C POR1 rep1F01 inter YLPDASSQVK 230 K10:+32.0564 - Y1:+32.0564 - S6:+79.96633 1.49999996210681e-05
17 YNL055C POR1 rep1F01 inter VSDSGIVTLAYK 240 K12:+32.0564 - V1:+32.0564 - S4:+79.96633 5.7000001106644e-05
17 YNL055C POR1 rep1F01 heavy VSDSGIVTLAYK 240 K12:+36.0756 - V1:+36.0756 - S4:+79.96633 8.09999983175658e-05
17 YNL055C POR1 rep1F01 light SAVLNTTFTQPFFTAR 109 S1:+28.0313 - S1:+79.96633 7.30000001419873e-12
17 YNL055C POR1 rep1F02 heavy SPPVYSDISR 2 S1:+36.0756 - S1:+79.96633 3.30000002577435e-05
17 YNL055C POR1 rep1F02 light LPNSNVNIEFATR 215 L1:+28.0313 - S4:+79.96633 0.00018000000273
17 YNL055C POR1 rep1F02 inter NELITSLTPGVAK 103 K13:+32.0564 - N1:+32.0564 - T8:+79.96633 3.89999996741608e-07
17 YNL055C POR1 rep1F02 light NELITSLTPGVAK 103 K13:+28.0313 - N1:+28.0313 - T8:+79.96633 1.80000003791037e-09
17 YNL055C POR1 rep1F02 heavy NELITSLTPGVAK 103 K13:+36.0756 - N1:+36.0756 - T8:+79.96633 1.69999994983905e-12
17 YNL055C POR1 rep1F02 light LEFANLTPGLK 91 K11:+28.0313 - L1:+28.0313 - T7:+79.96633 0.00085000001127
17 YNL055C POR1 rep2F01 heavy SPPVYSDISR 2 S1:+36.0756 - S1:+79.96633 0.00015000000712
17 YNL055C POR1 rep2F01 heavy VSDSGIVTLAYK 240 K12:+36.0756 - V1:+36.0756 - S4:+79.96633 2.69999986812763e-07



17 YNL055C POR1 rep2F01 inter VSDSGIVTLAYK 238 K12:+32.0564 - V1:+32.0564 - S2:+79.96633 7.5999996624887e-05
17 YNL055C POR1 rep2F01 light SAVLNTTFTQPFFTAR 109 S1:+28.0313 - S1:+79.96633 8.09999989173985e-14
17 YNL055C POR1 rep2F02 heavy SPPVYSDISR 2 S1:+36.0756 - S1:+79.96633 0.00028000000748
17 YNL055C POR1 rep2F02 heavy NELITSLTPGVAK 103 K13:+36.0756 - N1:+36.0756 - T8:+79.96633 5.99999994133071e-10
17 YNL055C POR1 rep2F02 inter NELITSLTPGVAK 103 K13:+32.0564 - N1:+32.0564 - T8:+79.96633 2.69999994584325e-11
17 YNL055C POR1 rep2F02 light NELITSLTPGVAK 103 K13:+28.0313 - N1:+28.0313 - T8:+79.96633 5.19999987513842e-10
17 YNL055C POR1 rep3F01 heavy DGPLSTNVEAK 55 K11:+36.0756 - D1:+36.0756 - S5:+79.96633 1.80000000682412e-07
17 YNL055C POR1 rep3F01 inter DGPLSTNVEAK 54 K11:+32.0564 - D1:+32.0564 - L4:+79.96633 5.7000001106644e-05
17 YNL055C POR1 rep3F01 light SPPVYSDISR 2 S1:+28.0313 - S1:+79.96633 8.8999996705752e-08
17 YNL055C POR1 rep3F01 inter VSDSGIVTLAYK 240 K12:+32.0564 - V1:+32.0564 - S4:+79.96633 1.90000002930901e-06
17 YNL055C POR1 rep3F01 heavy VSDSGIVTLAYK 240 K12:+36.0756 - V1:+36.0756 - S4:+79.96633 3.69999997928971e-06
17 YNL055C POR1 rep3F02 inter SPPVYSDISR 6 S1:+32.0564 - Y5:+79.96633 0.00329999998212
17 YNL055C POR1 rep3F02 heavy SPPVYSDISR 6 S1:+36.0756 - Y5:+79.96633 0.000859999971
17 YNL055C POR1 rep3F02 heavy SPPVYSDISR 10 S1:+36.0756 - S9:+79.96633 2.2000000171829e-05
17 YNL055C POR1 rep3F02 heavy YLPDASSQVK 230 K10:+36.0756 - Y1:+36.0756 - S6:+79.96633 8.80000015968108e-07
17 YNL055C POR1 rep3F02 inter YLPDASSQVK 230 K10:+32.0564 - Y1:+32.0564 - S6:+79.96633 3.99999998990097e-06
17 YNL055C POR1 rep3F02 light YLPDASSQVK 230 K10:+28.0313 - Y1:+28.0313 - S6:+79.96633 1.40000001920271e-05
17 YNL055C POR1 rep3F02 heavy SPPVYSDISR 7 S1:+36.0756 - S6:+79.96633 9.00000013643876e-05
17 YNL055C POR1 rep3F02 light SPPVYSDISR 7 S1:+28.0313 - S6:+79.96633 7.40000032237731e-05
17 YNL055C POR1 rep3F02 light SPPVYSDISR 2 S1:+28.0313 - S1:+79.96633 0.00018000000273
17 YNL055C POR1 rep3F02 heavy SPPVYSDISR 2 S1:+36.0756 - S1:+79.96633 1.70000002981396e-05
17 YNL055C POR1 rep3F02 heavy SPPVYSDISR 2 S1:+36.0756 - S1:+79.96633 0.00310000008903
17 YNL055C POR1 rep3F02 inter LPNSNVNIEFATR 215 L1:+32.0564 - S4:+79.96633 0.00130000000354
17 YNL055C POR1 rep3F02 heavy NELITSLTPGVAK 101 K13:+36.0756 - N1:+36.0756 - S6:+79.96633 3.40000005962793e-05
17 YNL055C POR1 rep3F02 inter VSDSGIVTLAYK 240 K12:+32.0564 - V1:+32.0564 - S4:+79.96633 8.09999983175658e-06
17 YNL055C POR1 rep3F02 inter YAMALSYFAK 170 K10:+32.0564 - Y1:+32.0564 - S6:+79.96633 3.40000013920871e-07
17 YNL055C POR1 rep3F02 heavy YAMALSYFAK 170 K10:+36.0756 - Y1:+36.0756 - S6:+79.96633 1.99999994343614e-09
17 YNL055C POR1 rep3F02 inter SAVLNTTFTQPFFTAR 109 S1:+32.0564 - S1:+79.96633 2.09999999702982e-14
17 YNL055C POR1 rep3F02 inter SAVLNTTFTQPFFTAR 109 S1:+32.0564 - S1:+79.96633 4.80000016978011e-05
17 YNL055C POR1 rep3F03 light SPPVYSDISR 2 S1:+28.0313 - S1:+79.96633 1.89999991562217e-05
17 YNL055C POR1 rep3F03 inter NELITSLTPGVAK 103 K13:+32.0564 - N1:+32.0564 - T8:+79.96633 9.99999996004197e-12
17 YNL055C POR1 rep3F03 light NELITSLTPGVAK 103 K13:+28.0313 - N1:+28.0313 - T8:+79.96633 2.20000000439313e-08
17 YNL055C POR1 rep3F03 heavy NELITSLTPGVAK 103 K13:+36.0756 - N1:+36.0756 - T8:+79.96633 1.49999994647487e-08
17 YNL055C POR1 rep3F03 inter NELITSLTPGVAK 103 K13:+32.0564 - N1:+32.0564 - T8:+79.96633 4.79999998082015e-11
17 YNL055C POR1 rep3F03 heavy NELITSLTPGVAK 103 K13:+36.0756 - N1:+36.0756 - T8:+79.96633 1.10000000219657e-08
17 YNL055C POR1 rep3F03 light NELITSLTPGVAK 103 K13:+28.0313 - N1:+28.0313 - T8:+79.96633 6.29999988177588e-07
17 YNL055C POR1 rep3F03 light QTGLGLTQGWSNTNNLQTK 78 K19:+28.0313 - Q1:+28.0313 - T13:+79.96633 1.30000003650821e-07
17 YNL055C POR1 rep3F03 heavy LEFANLTPGLK 91 K11:+36.0756 - L1:+36.0756 - T7:+79.96633 0.00014000000374

17 YNL055C POR1 rep3F11 light AKQPVKDGPLSTNVEAK 55
K2:+28.0313 - K6:+28.0313 - K17:+28.0313 - 

A1:+28.0313 - S11:+79.96633 8.00000010681146e-10

17 YNL055C POR1 rep3F11 inter AKQPVKDGPLSTNVEAK 55
K2:+32.0564 - K6:+32.0564 - K17:+32.0564 - 

A1:+32.0564 - S11:+79.96633 1.40000002701868e-08
17 YNL055C POR1 rep4F01 light DGPLSTNVEAK 55 K11:+28.0313 - D1:+28.0313 - S5:+79.96633 5.59999989491189e-07
17 YNL055C POR1 rep4F01 light YLPDASSQVK 230 K10:+28.0313 - Y1:+28.0313 - S6:+79.96633 5.70000020161388e-06
17 YNL055C POR1 rep4F01 heavy SPPVYSDISR 7 S1:+36.0756 - S6:+79.96633 0.00014000000374
17 YNL055C POR1 rep4F01 inter SPPVYSDISR 2 S1:+32.0564 - S1:+79.96633 9.79999981609581e-07
17 YNL055C POR1 rep4F01 light SPPVYSDISR 2 S1:+28.0313 - S1:+79.96633 1.59999999027605e-07
17 YNL055C POR1 rep4F01 heavy SPPVYSDISR 2 S1:+36.0756 - S1:+79.96633 0.00130000000354



17 YNL055C POR1 rep4F01 heavy MSPPVYSDISR 2 M1:+36.0756 - S2:+79.96633 8.80000006873161e-05
17 YNL055C POR1 rep4F01 inter VSDSGIVTLAYK 240 K12:+32.0564 - V1:+32.0564 - S4:+79.96633 1.20000004244503e-06
17 YNL055C POR1 rep4F01 heavy VSDSGIVTLAYK 240 K12:+36.0756 - V1:+36.0756 - S4:+79.96633 6.39999997442686e-10
17 YNL055C POR1 rep4F01 heavy SAVLNTTFTQPFFTAR 109 S1:+36.0756 - S1:+79.96633 2.69999994584325e-12
17 YNL055C POR1 rep4F01 light SAVLNTTFTQPFFTAR 109 S1:+28.0313 - S1:+79.96633 1.00000000362749e-15
17 YNL055C POR1 rep4F01 heavy SAVLNTTFTQPFFTAR 109 S1:+36.0756 - S1:+79.96633 8.19999979029262e-09
17 YNL055C POR1 rep4F02 light NELITSLTPGVAK 103 K13:+28.0313 - N1:+28.0313 - T8:+79.96633 1.10000000219657e-08
17 YNL055C POR1 rep4F02 heavy NELITSLTPGVAK 103 K13:+36.0756 - N1:+36.0756 - T8:+79.96633 1.09999997999211e-09
17 YNL055C POR1 rep4F02 inter NELITSLTPGVAK 103 K13:+32.0564 - N1:+32.0564 - T8:+79.96633 1.09999997392057e-12
17 YNL055C POR1 rep4F02 light NELITSLTPGVAK 103 K13:+28.0313 - N1:+28.0313 - T8:+79.96633 3.99999988687227e-09
17 YNL055C POR1 rep4F02 heavy NELITSLTPGVAK 103 K13:+36.0756 - N1:+36.0756 - T8:+79.96633 6.90000001579705e-10
17 YNL055C POR1 rep4F02 heavy LEFANLTPGLK 91 K11:+36.0756 - L1:+36.0756 - T7:+79.96633 0.00011000000086
17 YNL055C POR1 rep4F02 light LEFANLTPGLK 91 K11:+28.0313 - L1:+28.0313 - T7:+79.96633 6.70000019908912e-08

17 YNL055C POR1 rep4F10 light AKQPVKDGPLSTNVEAK 55
K2:+28.0313 - K6:+28.0313 - K17:+28.0313 - 

A1:+28.0313 - S11:+79.96633 1.00000000362749e-15
19 YLR304C ACO1 rep1F01 light ATVSNLTR 18 A1:+28.0313 - T2:+79.96633 0.00049000000581
19 YLR304C ACO1 rep1F01 light VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+28.0313 - S16:+79.96633 1.00000000362749e-15
19 YLR304C ACO1 rep1F01 light SMIEYLEATGR 298 S1:+28.0313 - S1:+79.96633 0.00179999996908

19 YLR304C ACO1 rep1F010 light SASIVKDAAAHGLK 395
K6:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S3:+79.96633 0.00011000000086
19 YLR304C ACO1 rep1F04 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 8.19999992386633e-13
19 YLR304C ACO1 rep1F05 light VNQNLLEDHSFINYK 37 K15:+28.0313 - V1:+28.0313 - S10:+79.96633 1.29999998534913e-05
19 YLR304C ACO1 rep1F05 light VNQNLLEDHSFINYK 37 K15:+28.0313 - V1:+28.0313 - S10:+79.96633 1.10000001457815e-13
19 YLR304C ACO1 rep2F01 light VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+28.0313 - S16:+79.96633 4.40000015589082e-11
19 YLR304C ACO1 rep2F01 inter VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+32.0564 - S16:+79.96633 9.6999997367675e-07

19 YLR304C ACO1 rep2F010 light SASIVKDAAAHGLK 395
K6:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S3:+79.96633 1.89999994404388e-07
19 YLR304C ACO1 rep2F03 inter STVEVKVSPTSDR 556 K6:+32.0564 - S1:+32.0564 - S8:+79.96633 2.99999990500336e-15
19 YLR304C ACO1 rep2F03 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 2.00000000725499e-15
19 YLR304C ACO1 rep2F03 light GYDAGENTYQAPPADRSTVEVK 549 K22:+28.0313 - G1:+28.0313 - S17:+79.96633 1.00000000362749e-15
19 YLR304C ACO1 rep2F03 inter GYDAGENTYQAPPADRSTVEVK 549 K22:+32.0564 - G1:+32.0564 - S17:+79.96633 2.99999994735501e-14
19 YLR304C ACO1 rep2F04 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 3.69999983342723e-14
19 YLR304C ACO1 rep2F05 light VNQNLLEDHSFINYK 37 K15:+28.0313 - V1:+28.0313 - S10:+79.96633 5.3000000832526e-08
19 YLR304C ACO1 rep2F05 light VNQNLLEDHSFINYK 37 K15:+28.0313 - V1:+28.0313 - S10:+79.96633 3.19999998721343e-10
19 YLR304C ACO1 rep2F05 inter VNQNLLEDHSFINYK 37 K15:+32.0564 - V1:+32.0564 - S10:+79.96633 2.49999998480632e-09
19 YLR304C ACO1 rep2F06 light TTTDHISMAGPWLK 591 K14:+28.0313 - T1:+28.0313 - T3:+79.96633 1.2000000104706e-08
19 YLR304C ACO1 rep3F02 inter ATVSNLTR 18 A1:+32.0564 - T2:+79.96633 0.001200000057
19 YLR304C ACO1 rep3F02 inter GVSYLK 83 K6:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00219999998808
19 YLR304C ACO1 rep3F02 light GVSYLK 83 K6:+28.0313 - G1:+28.0313 - S3:+79.96633 0.00579999992624
19 YLR304C ACO1 rep3F02 inter GVSYLK 83 K6:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00300000002608
19 YLR304C ACO1 rep3F02 inter GVSYLK 83 K6:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00289999996312
19 YLR304C ACO1 rep3F02 inter LATVSNLTR 20 L1:+32.0564 - S5:+79.96633 7.999999797903e-05
19 YLR304C ACO1 rep3F02 light LATVSNLTR 20 L1:+28.0313 - S5:+79.96633 0.00063999998383
19 YLR304C ACO1 rep3F02 heavy LATVSNLTR 20 L1:+36.0756 - S5:+79.96633 0.00080999999773
19 YLR304C ACO1 rep3F02 inter GVSYLK 83 K6:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00879999995232
19 YLR304C ACO1 rep3F02 inter GVSYLK 83 K6:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00480000022799
19 YLR304C ACO1 rep3F02 inter VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+32.0564 - S16:+79.96633 2.30000005152498e-10
19 YLR304C ACO1 rep3F02 inter VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+32.0564 - S16:+79.96633 1.199999978942e-13



19 YLR304C ACO1 rep3F03 light GYDAGENTYQAPPADRSTVEVK 549 K22:+28.0313 - G1:+28.0313 - S17:+79.96633 2.1000000349769e-10
19 YLR304C ACO1 rep3F03 inter GYDAGENTYQAPPADRSTVEVK 549 K22:+32.0564 - G1:+32.0564 - S17:+79.96633 1.19999999520504e-11
19 YLR304C ACO1 rep3F03 heavy GYDAGENTYQAPPADRSTVEVK 549 K22:+36.0756 - G1:+36.0756 - S17:+79.96633 2.30000003417774e-12
19 YLR304C ACO1 rep3F04 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 4.5000000904391e-14
19 YLR304C ACO1 rep3F04 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 7.10000014336742e-09
19 YLR304C ACO1 rep3F04 inter STVEVKVSPTSDR 556 K6:+32.0564 - S1:+32.0564 - S8:+79.96633 1.40000001920271e-05
19 YLR304C ACO1 rep3F04 inter STVEVKVSPTSDR 556 K6:+32.0564 - S1:+32.0564 - S8:+79.96633 1.40000001608992e-12
19 YLR304C ACO1 rep3F05 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 1.20000004244503e-06
19 YLR304C ACO1 rep3F05 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 3.8999998976802e-13
19 YLR304C ACO1 rep3F05 inter STVEVKVSPTSDR 556 K6:+32.0564 - S1:+32.0564 - S8:+79.96633 2.20000004325094e-10
19 YLR304C ACO1 rep3F05 inter VNQNLLEDHSFINYK 37 K15:+32.0564 - V1:+32.0564 - S10:+79.96633 4.20000015668998e-12
19 YLR304C ACO1 rep3F05 heavy VNQNLLEDHSFINYK 37 K15:+36.0756 - V1:+36.0756 - S10:+79.96633 1.50000005305628e-07
19 YLR304C ACO1 rep3F05 inter VNQNLLEDHSFINYK 37 K15:+32.0564 - V1:+32.0564 - S10:+79.96633 1.30000001874464e-08
19 YLR304C ACO1 rep3F06 inter VNQNLLEDHSFINYK 37 K15:+32.0564 - V1:+32.0564 - S10:+79.96633 5.50000001098283e-09
19 YLR304C ACO1 rep3F06 heavy VNQNLLEDHSFINYK 37 K15:+36.0756 - V1:+36.0756 - S10:+79.96633 3.00000002617651e-09
19 YLR304C ACO1 rep3F06 inter VNQNLLEDHSFINYK 37 K15:+32.0564 - V1:+32.0564 - S10:+79.96633 1.89999994404388e-07
19 YLR304C ACO1 rep4F01 light ATVSNLTR 18 A1:+28.0313 - T2:+79.96633 0.00590000022203
19 YLR304C ACO1 rep4F01 inter GVSYLK 83 K6:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00310000008903
19 YLR304C ACO1 rep4F01 heavy GVSYLK 83 K6:+36.0756 - G1:+36.0756 - S3:+79.96633 0.00789999961853
19 YLR304C ACO1 rep4F01 inter GVSYLK 83 K6:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00054999999702
19 YLR304C ACO1 rep4F01 heavy GVSYLK 83 K6:+36.0756 - G1:+36.0756 - S3:+79.96633 0.00960000045598
19 YLR304C ACO1 rep4F01 heavy LATVSNLTR 20 L1:+36.0756 - S5:+79.96633 0.00179999996908
19 YLR304C ACO1 rep4F01 light LATVSNLTR 20 L1:+28.0313 - S5:+79.96633 0.00170000002254
19 YLR304C ACO1 rep4F01 inter LATVSNLTR 20 L1:+32.0564 - S5:+79.96633 0.00270000007004
19 YLR304C ACO1 rep4F01 heavy VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+36.0756 - S16:+79.96633 3.0999999794815e-14
19 YLR304C ACO1 rep4F01 heavy VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+36.0756 - S16:+79.96633 2.39999992400269e-14
19 YLR304C ACO1 rep4F01 light VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+28.0313 - S16:+79.96633 2.29999996825825e-09
19 YLR304C ACO1 rep4F01 light VGLIGSCTNSSYEDMSR 391 C7:+57.02146 - V1:+28.0313 - S16:+79.96633 4.40000015589082e-11
19 YLR304C ACO1 rep4F01 heavy SMIEYLEATGR 298 S1:+36.0756 - S1:+79.96633 0.00011000000086
19 YLR304C ACO1 rep4F02 light ATVSNLTR 18 A1:+28.0313 - T2:+79.96633 0.00529999984428
19 YLR304C ACO1 rep4F02 light GYDAGENTYQAPPADRSTVEVK 549 K22:+28.0313 - G1:+28.0313 - S17:+79.96633 1.80000007954373e-11
19 YLR304C ACO1 rep4F02 light GVSYLK 83 K6:+28.0313 - G1:+28.0313 - S3:+79.96633 0.00639999983832
19 YLR304C ACO1 rep4F03 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 1.00000000362749e-15
19 YLR304C ACO1 rep4F03 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 1.80000003791037e-09
19 YLR304C ACO1 rep4F03 inter STVEVKVSPTSDR 556 K6:+32.0564 - S1:+32.0564 - S8:+79.96633 2.29999992575752e-13
19 YLR304C ACO1 rep4F03 heavy STVEVKVSPTSDR 556 K6:+36.0756 - S1:+36.0756 - S8:+79.96633 1.50000001308825e-09
19 YLR304C ACO1 rep4F03 heavy STVEVKVSPTSDR 556 K6:+36.0756 - S1:+36.0756 - S8:+79.96633 8.29999957652205e-12
19 YLR304C ACO1 rep4F04 light STVEVKVSPTSDR 556 K6:+28.0313 - S1:+28.0313 - S8:+79.96633 1.99999996490334e-14
19 YLR304C ACO1 rep4F04 heavy VNQNLLEDHSFINYK 37 K15:+36.0756 - V1:+36.0756 - S10:+79.96633 1.19999998826614e-09
19 YLR304C ACO1 rep4F05 heavy VNQNLLEDHSFINYK 37 K15:+36.0756 - V1:+36.0756 - S10:+79.96633 3.50000006754669e-09
20 YNL121C TOM70 rep1F01 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 3.09999990122378e-07
20 YNL121C TOM70 rep1F01 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 2.60000002213698e-13
20 YNL121C TOM70 rep1F01 light FGDIDTATATPTELSTQPAK 234 K20:+28.0313 - F1:+28.0313 - T12:+79.96633 7.20000028022784e-14
20 YNL121C TOM70 rep1F01 heavy FGDIDTATATPTELSTQPAK 234 K20:+36.0756 - F1:+36.0756 - T12:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep1F01 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep1F01 heavy FGDIDTATATPTELSTQPAK 232 K20:+36.0756 - F1:+36.0756 - T10:+79.96633 3.09999991171886e-13
20 YNL121C TOM70 rep1F01 heavy STAPSNPPIYPVSSNGEPDFSNK 77 K23:+36.0756 - S1:+36.0756 - S13:+79.96633 3.60000007582073e-09



20 YNL121C TOM70 rep1F01 inter FGDIDTATATPTELSTQPAK 228232
K20:+32.0564 - F1:+32.0564 - T6:+79.96633 - 

T10:+79.96633 8.30000022704336e-13

20 YNL121C TOM70 rep1F01 inter FGDIDTATATPTELSTQPAK 228232
K20:+32.0564 - F1:+32.0564 - T6:+79.96633 - 

T10:+79.96633 5.29999992393451e-15
20 YNL121C TOM70 rep1F04 inter FGDIDTATATPTELSTQPAKER 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 1.199999978942e-13
20 YNL121C TOM70 rep1F07 light RASANEGLGK 174 K10:+28.0313 - R1:+28.0313 - S3:+79.96633 2.79999994745594e-06
20 YNL121C TOM70 rep1F07 inter RASANEGLGK 174 K10:+32.0564 - R1:+32.0564 - S3:+79.96633 0.00011999999697
20 YNL121C TOM70 rep2F01 inter STAPSNPPIYPVSSNGEPDFSNK 77 K23:+32.0564 - S1:+32.0564 - S13:+79.96633 6.5000000937232e-09

20 YNL121C TOM70 rep2F01 inter FGDIDTATATPTELSTQPAK 228232
K20:+32.0564 - F1:+32.0564 - T6:+79.96633 - 

T10:+79.96633 2.29999994744157e-11
20 YNL121C TOM70 rep2F02 inter FGDIDTATATPTELSTQPAK 234 K20:+32.0564 - F1:+32.0564 - T12:+79.96633 8.09999978201859e-09
20 YNL121C TOM70 rep2F02 heavy FGDIDTATATPTELSTQPAK 232 K20:+36.0756 - F1:+36.0756 - T10:+79.96633 1.40000004319497e-13
20 YNL121C TOM70 rep2F02 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 7.10000003234512e-10
20 YNL121C TOM70 rep2F02 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 2.29999992575752e-13
20 YNL121C TOM70 rep2F02 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 2.1000000349769e-11
20 YNL121C TOM70 rep2F02 heavy FGDIDTATATPTELSTQPAK 234 K20:+36.0756 - F1:+36.0756 - T12:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep2F05 inter FGDIDTATATPTELSTQPAKER 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 3.39999999115765e-15

20 YNL121C TOM70 rep2F06 inter EKFGDIDTATATPTELSTQPAK 232
K2:+32.0564 - K22:+32.0564 - E1:+32.0564 - 

T12:+79.96633 2.60000007634709e-12
20 YNL121C TOM70 rep3F01 light ASANEGLGK 174 K9:+28.0313 - A1:+28.0313 - S2:+79.96633 0.00579999992624
20 YNL121C TOM70 rep3F02 light FGDIDTATATPTELSTQPAK 237 K20:+28.0313 - F1:+28.0313 - S15:+79.96633 1.99999994343614e-09
20 YNL121C TOM70 rep3F02 heavy FGDIDTATATPTELSTQPAK 232 K20:+36.0756 - F1:+36.0756 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep3F02 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 3.50000006754669e-09
20 YNL121C TOM70 rep3F02 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep3F02 heavy FGDIDTATATPTELSTQPAK 234 K20:+36.0756 - F1:+36.0756 - T12:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep3F02 inter FGDIDTATATPTELSTQPAK 234 K20:+32.0564 - F1:+32.0564 - T12:+79.96633 3.0999999580672e-05
20 YNL121C TOM70 rep3F02 heavy STAPSNPPIYPVSSNGEPDFSNK 78 K23:+36.0756 - S1:+36.0756 - S14:+79.96633 1.50000001308825e-09
20 YNL121C TOM70 rep3F02 inter STAPSNPPIYPVSSNGEPDFSNK 74 K23:+32.0564 - S1:+32.0564 - Y10:+79.96633 1.49999994647487e-08
20 YNL121C TOM70 rep3F02 light STAPSNPPIYPVSSNGEPDFSNK 77 K23:+28.0313 - S1:+28.0313 - S13:+79.96633 1.70000002963633e-09
20 YNL121C TOM70 rep3F02 heavy STAPSNPPIYPVSSNGEPDFSNK 77 K23:+36.0756 - S1:+36.0756 - S13:+79.96633 7.79999993483216e-07
20 YNL121C TOM70 rep3F02 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep3F02 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 9.20000013671096e-12
20 YNL121C TOM70 rep3F03 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 5.19999997651132e-14
20 YNL121C TOM70 rep3F03 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 2.39999999041007e-11
20 YNL121C TOM70 rep3F05 light FGDIDTATATPTELSTQPAKER 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep3F05 inter FGDIDTATATPTELSTQPAKER 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep3F06 inter RASANEGLGK 174 K10:+32.0564 - R1:+32.0564 - S3:+79.96633 0.00046000001021
20 YNL121C TOM70 rep3F06 light RASANEGLGK 174 K10:+28.0313 - R1:+28.0313 - S3:+79.96633 1.1999999571799e-07

20 YNL121C TOM70 rep3F06 light EKFGDIDTATATPTELSTQPAK 232
K2:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T12:+79.96633 6.80000001619663e-13
20 YNL121C TOM70 rep3F07 inter IRSDPVLAK 596 K9:+32.0564 - I1:+32.0564 - S3:+79.96633 8.50000014906982e-06

20 YNL121C TOM70 rep3F07 light KSTAPSNPPIYPVSSNGEPDFSNK 78
K1:+28.0313 - K24:+28.0313 - K1:+28.0313 - 

S15:+79.96633 8.60000005237227e-12
20 YNL121C TOM70 rep4F01 heavy ASANEGLGK 174 K9:+36.0756 - A1:+36.0756 - S2:+79.96633 0.0038999998942
20 YNL121C TOM70 rep4F01 inter FGDIDTATATPTELSTQPAK 234 K20:+32.0564 - F1:+32.0564 - T12:+79.96633 2.29999994744157e-11
20 YNL121C TOM70 rep4F01 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 2.80000008638995e-13
20 YNL121C TOM70 rep4F01 light FGDIDTATATPTELSTQPAK 234 K20:+28.0313 - F1:+28.0313 - T12:+79.96633 2.49999999001049e-13
20 YNL121C TOM70 rep4F01 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 0.0010000000475



20 YNL121C TOM70 rep4F01 inter STAPSNPPIYPVSSNGEPDFSNK 77 K23:+32.0564 - S1:+32.0564 - S13:+79.96633 5.19999987513842e-10
20 YNL121C TOM70 rep4F01 light STAPSNPPIYPVSSNGEPDFSNK 77 K23:+28.0313 - S1:+28.0313 - S13:+79.96633 0.00026999998954
20 YNL121C TOM70 rep4F01 inter STAPSNPPIYPVSSNGEPDFSNK 78 K23:+32.0564 - S1:+32.0564 - S14:+79.96633 1.60000002136229e-09
20 YNL121C TOM70 rep4F01 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 1.1000000389727e-11
20 YNL121C TOM70 rep4F01 heavy STAPSNPPIYPVSSNGEPDFSNK 77 K23:+36.0756 - S1:+36.0756 - S13:+79.96633 1.10000000859145e-05
20 YNL121C TOM70 rep4F01 light STAPSNPPIYPVSSNGEPDFSNK 78 K23:+28.0313 - S1:+28.0313 - S14:+79.96633 2.00000002670286e-10
20 YNL121C TOM70 rep4F01 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 7.40000005716723e-10
20 YNL121C TOM70 rep4F01 inter FGDIDTATATPTELSTQPAK 228 K20:+32.0564 - F1:+32.0564 - T6:+79.96633 3.69999983342723e-14
20 YNL121C TOM70 rep4F01 light FGDIDTATATPTELSTQPAK 228 K20:+28.0313 - F1:+28.0313 - T6:+79.96633 1.40000001608992e-12
20 YNL121C TOM70 rep4F01 heavy FGDIDTATATPTELSTQPAK 230 K20:+36.0756 - F1:+36.0756 - T8:+79.96633 1.1000000389727e-11

20 YNL121C TOM70 rep4F01 inter FGDIDTATATPTELSTQPAK 228230
K20:+32.0564 - F1:+32.0564 - T6:+79.96633 - 

T8:+79.96633 0.00860000029206
20 YNL121C TOM70 rep4F02 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 7.3000000488932e-10
20 YNL121C TOM70 rep4F02 light FGDIDTATATPTELSTQPAK 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 6.19999982343772e-13
20 YNL121C TOM70 rep4F02 inter FGDIDTATATPTELSTQPAK 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 1.29999999654018e-09
20 YNL121C TOM70 rep4F02 light FGDIDTATATPTELSTQPAK 234 K20:+28.0313 - F1:+28.0313 - T12:+79.96633 3.10000007434919e-12
20 YNL121C TOM70 rep4F02 heavy FGDIDTATATPTELSTQPAK 234 K20:+36.0756 - F1:+36.0756 - T12:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep4F04 inter FGDIDTATATPTELSTQPAKER 232 K20:+32.0564 - F1:+32.0564 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep4F04 light FGDIDTATATPTELSTQPAKER 232 K20:+28.0313 - F1:+28.0313 - T10:+79.96633 1.00000000362749e-15
20 YNL121C TOM70 rep4F05 light RASANEGLGK 174 K10:+28.0313 - R1:+28.0313 - S3:+79.96633 5.90000017837156e-05

20 YNL121C TOM70 rep4F05 light EKFGDIDTATATPTELSTQPAK 232
K2:+28.0313 - K22:+28.0313 - E1:+28.0313 - 

T12:+79.96633 1.60000000580399e-14

20 YNL121C TOM70 rep4F06 light KSTAPSNPPIYPVSSNGEPDFSNK 78
K1:+28.0313 - K24:+28.0313 - K1:+28.0313 - 

S15:+79.96633 1.40000002625431e-14
24 YNL071W LAT1 rep1F01 light GLSQISNEIK 368 K10:+28.0313 - G1:+28.0313 - S3:+79.96633 0.00026000000071
24 YNL071W LAT1 rep1F01 inter GLSQISNEIK 368 K10:+32.0564 - G1:+32.0564 - S3:+79.96633 0.001200000057
24 YNL071W LAT1 rep1F01 heavy LLQSTQGIPSYIVSSK 270 K16:+36.0756 - L1:+36.0756 - S4:+79.96633 2.30000005103648e-05

24 YNL071W LAT1 rep1F02 inter LEDSGSDSKTSTK 134
K9:+32.0564 - K13:+32.0564 - L1:+32.0564 - 

S11:+79.96633 0.00200000009499

24 YNL071W LAT1 rep1F02 heavy LEDSGSDSKTSTK 134
K9:+36.0756 - K13:+36.0756 - L1:+36.0756 - 

S11:+79.96633 1.3000000080865e-06

24 YNL071W LAT1 rep1F02 heavy LEDSGSDSKTSTK 131
K9:+36.0756 - K13:+36.0756 - L1:+36.0756 - 

S8:+79.96633 2.60000003748928e-08

24 YNL071W LAT1 rep1F03 inter LEDSGSDSKTSTK 131
K9:+32.0564 - K13:+32.0564 - L1:+32.0564 - 

S8:+79.96633 0.00400000018999

24 YNL071W LAT1 rep1F03 heavy QEAPAEETKTSAPEAK 158
K9:+36.0756 - K16:+36.0756 - Q1:+36.0756 - 

S11:+79.96633 3.0999999580672e-05

24 YNL071W LAT1 rep1F04 heavy TSTKAQPAEPQAEK 135
K4:+36.0756 - K14:+36.0756 - T1:+36.0756 - 

T3:+79.96633 5.40000010852693e-13

24 YNL071W LAT1 rep1F04 inter TSTKAQPAEPQAEK 135
K4:+32.0564 - K14:+32.0564 - T1:+32.0564 - 

T3:+79.96633 1.30000003650821e-07

24 YNL071W LAT1 rep1F04 heavy TSTKAQPAEPQAEK 134
K4:+36.0756 - K14:+36.0756 - T1:+36.0756 - 

S2:+79.96633 1.39999997372797e-06

24 YNL071W LAT1 rep1F04 light TSTKAQPAEPQAEK 135
K4:+28.0313 - K14:+28.0313 - T1:+28.0313 - 

T3:+79.96633 1.59999999596039e-05

24 YNL071W LAT1 rep1F04 inter TSTKAQPAEPQAEK 135
K4:+32.0564 - K14:+32.0564 - T1:+32.0564 - 

T3:+79.96633 1.20000004244503e-05



24 YNL071W LAT1 rep1F04 inter ADIESYLEKSSK 216
K9:+32.0564 - K12:+32.0564 - A1:+32.0564 - 

S11:+79.96633 4.40000007984054e-07

24 YNL071W LAT1 rep1F04 heavy ADIESYLEKSSK 216
K9:+36.0756 - K12:+36.0756 - A1:+36.0756 - 

S11:+79.96633 2.600000016173e-06

24 YNL071W LAT1 rep1F05 heavy TSTKAQPAEPQAEK 135
K4:+36.0756 - K14:+36.0756 - T1:+36.0756 - 

T3:+79.96633 2.09999996059196e-07

24 YNL071W LAT1 rep1F08 inter TSAPEAKKSDVAAPQGR 165
K7:+32.0564 - K8:+32.0564 - T1:+32.0564 - 

S9:+79.96633 6.90000021563719e-08

24 YNL071W LAT1 rep1F09 heavy KQEAPAEETKTSAPEAK 157
K1:+36.0756 - K10:+36.0756 - K17:+36.0756 - 

K1:+36.0756 - T11:+79.96633 7.39999988369489e-12

24 YNL071W LAT1 rep1F09 inter KQEAPAEETKTSAPEAK 157
K1:+32.0564 - K10:+32.0564 - K17:+32.0564 - 

K1:+32.0564 - T11:+79.96633 2.20000003992027e-07

24 YNL071W LAT1 rep1F09 heavy KQEAPAEETKTSAPEAK 158
K1:+36.0756 - K10:+36.0756 - K17:+36.0756 - 

K1:+36.0756 - S12:+79.96633 1.49999996210681e-05

24 YNL071W LAT1 rep1F09 inter TSAPEAKKSDVAAPQGR 165
K7:+32.0564 - K8:+32.0564 - T1:+32.0564 - 

S9:+79.96633 1.30000003650821e-07

24 YNL071W LAT1 rep2F04 heavy TSTKAQPAEPQAEK 133
K4:+36.0756 - K14:+36.0756 - T1:+36.0756 - 

T1:+79.96633 0.00310000008903

24 YNL071W LAT1 rep2F04 heavy TSTKAQPAEPQAEK 135
K4:+36.0756 - K14:+36.0756 - T1:+36.0756 - 

T3:+79.96633 5.09999986686438e-10

24 YNL071W LAT1 rep2F04 light TSTKAQPAEPQAEK 135
K4:+28.0313 - K14:+28.0313 - T1:+28.0313 - 

T3:+79.96633 1.89999994404388e-07

24 YNL071W LAT1 rep2F04 heavy ADIESYLEKSSK 215
K9:+36.0756 - K12:+36.0756 - A1:+36.0756 - 

S10:+79.96633 7.90000029837756e-08

24 YNL071W LAT1 rep2F07 heavy DFKLEDSGSDSKTSTK 134
K3:+36.0756 - K12:+36.0756 - K16:+36.0756 - 

D1:+36.0756 - S14:+79.96633 0.00449999980628

24 YNL071W LAT1 rep2F08 inter TSAPEAKKSDVAAPQGR 165
K7:+32.0564 - K8:+32.0564 - T1:+32.0564 - 

S9:+79.96633 9.99999974737875e-06

24 YNL071W LAT1 rep2F08 heavy DFKLEDSGSDSKTSTK 134
K3:+36.0756 - K12:+36.0756 - K16:+36.0756 - 

D1:+36.0756 - S14:+79.96633 3.49999993431993e-07

24 YNL071W LAT1 rep2F08 inter DFKLEDSGSDSKTSTK 134
K3:+32.0564 - K12:+32.0564 - K16:+32.0564 - 

D1:+32.0564 - S14:+79.96633 0.00219999998808

24 YNL071W LAT1 rep2F09 heavy KQEAPAEETKTSAPEAK 158
K1:+36.0756 - K10:+36.0756 - K17:+36.0756 - 

K1:+36.0756 - S12:+79.96633 9.40000027185306e-05
24 YNL071W LAT1 rep3F01 light GLSQISNEIK 368 K10:+28.0313 - G1:+28.0313 - S3:+79.96633 2.40000008489005e-05
24 YNL071W LAT1 rep3F01 inter GLSQISNEIK 368 K10:+32.0564 - G1:+32.0564 - S3:+79.96633 1.50000005305628e-07
24 YNL071W LAT1 rep3F01 light ADIESYLEK 210 K9:+28.0313 - A1:+28.0313 - S5:+79.96633 0.00011000000086
24 YNL071W LAT1 rep3F02 light LLQSTQGIPSYIVSSK 280 K16:+28.0313 - L1:+28.0313 - S14:+79.96633 4.60000006835548e-12
24 YNL071W LAT1 rep3F02 light GLSQISNEIK 368 K10:+28.0313 - G1:+28.0313 - S3:+79.96633 0.00359999993816
24 YNL071W LAT1 rep3F02 heavy LLQSTQGIPSYIVSSK 270 K16:+36.0756 - L1:+36.0756 - S4:+79.96633 3.79999995914204e-08
24 YNL071W LAT1 rep3F02 heavy LLQSTQGIPSYIVSSK 276 K16:+36.0756 - L1:+36.0756 - S10:+79.96633 4.80000004188241e-08
24 YNL071W LAT1 rep3F02 light LLQSTQGIPSYIVSSK 270 K16:+28.0313 - L1:+28.0313 - S4:+79.96633 3.60000007235128e-12
24 YNL071W LAT1 rep3F02 light LLQSTQGIPSYIVSSK 270 K16:+28.0313 - L1:+28.0313 - S4:+79.96633 2.39999997653229e-09

24 YNL071W LAT1 rep3F05 light TSTKAQPAEPQAEK 135
K4:+28.0313 - K14:+28.0313 - T1:+28.0313 - 

T3:+79.96633 0.00089999998454

24 YNL071W LAT1 rep3F05 inter TSTKAQPAEPQAEK 134
K4:+32.0564 - K14:+32.0564 - T1:+32.0564 - 

S2:+79.96633 6.50000001769513e-05
24 YNL071W LAT1 rep3F06 light ASYPEHTIIGMPALSPTMTQGNLAAWTK 43 K28:+28.0313 - A1:+28.0313 - S15:+79.96633 9.60000037363712e-15



24 YNL071W LAT1 rep3F07 light TSAPEAKKSDVAAPQGR 165
K7:+28.0313 - K8:+28.0313 - T1:+28.0313 - 

S9:+79.96633 1.39999997372797e-07

24 YNL071W LAT1 rep3F07 light DFKLEDSGSDSKTSTK 127
K3:+28.0313 - K12:+28.0313 - K16:+28.0313 - 

D1:+28.0313 - S7:+79.96633 2.40000002094121e-08

24 YNL071W LAT1 rep3F08 light TSAPEAKKSDVAAPQGR 165
K7:+28.0313 - K8:+28.0313 - T1:+28.0313 - 

S9:+79.96633 6.70000019908912e-08

24 YNL071W LAT1 rep3F08 inter TSAPEAKKSDVAAPQGR 165
K7:+32.0564 - K8:+32.0564 - T1:+32.0564 - 

S9:+79.96633 7.79999993483216e-08

24 YNL071W LAT1 rep3F08 heavy TSAPEAKKSDVAAPQGR 165
K7:+36.0756 - K8:+36.0756 - T1:+36.0756 - 

S9:+79.96633 7.90000001416047e-07

24 YNL071W LAT1 rep3F09 light LRQSLNATANDKYK 294
K12:+28.0313 - K14:+28.0313 - L1:+28.0313 - 

S4:+79.96633 8.39999984236783e-07
24 YNL071W LAT1 rep3F09 light GISLKDVHGTGPR 190 K5:+28.0313 - G1:+28.0313 - S3:+79.96633 1.49999994647487e-08
24 YNL071W LAT1 rep3F10 light GISLKDVHGTGPR 190 K5:+28.0313 - G1:+28.0313 - S3:+79.96633 1.70000002963633e-09
24 YNL071W LAT1 rep4F01 inter GLSQISNEIK 368 K10:+32.0564 - G1:+32.0564 - S3:+79.96633 2.09999995171017e-09
24 YNL071W LAT1 rep4F01 light GLSQISNEIK 368 K10:+28.0313 - G1:+28.0313 - S3:+79.96633 2.49999993684469e-05
24 YNL071W LAT1 rep4F01 heavy GLSQISNEIK 368 K10:+36.0756 - G1:+36.0756 - S3:+79.96633 1.90000002930901e-06
24 YNL071W LAT1 rep4F01 light LLQSTQGIPSYIVSSK 270 K16:+28.0313 - L1:+28.0313 - S4:+79.96633 3.49999993431993e-08
24 YNL071W LAT1 rep4F01 inter LLQSTQGIPSYIVSSK 270 K16:+32.0564 - L1:+32.0564 - S4:+79.96633 8.10000031492564e-08

24 YNL071W LAT1 rep4F04 heavy TSTKAQPAEPQAEK 134
K4:+36.0756 - K14:+36.0756 - T1:+36.0756 - 

S2:+79.96633 8.60000000102445e-05

24 YNL071W LAT1 rep4F06 inter DFKLEDSGSDSKTSTK 134
K3:+32.0564 - K12:+32.0564 - K16:+32.0564 - 

D1:+32.0564 - S14:+79.96633 1.10000000219657e-08

24 YNL071W LAT1 rep4F07 inter KQEAPAEETKTSAPEAK 157
K1:+32.0564 - K10:+32.0564 - K17:+32.0564 - 

K1:+32.0564 - T11:+79.96633 3.00000010611257e-07

24 YNL071W LAT1 rep4F07 heavy KQEAPAEETKTSAPEAK 157
K1:+36.0756 - K10:+36.0756 - K17:+36.0756 - 

K1:+36.0756 - T11:+79.96633 6.70000019908912e-07

24 YNL071W LAT1 rep4F07 light TSAPEAKKSDVAAPQGR 165
K7:+28.0313 - K8:+28.0313 - T1:+28.0313 - 

S9:+79.96633 2.50000002921524e-08

24 YNL071W LAT1 rep4F07 inter TSAPEAKKSDVAAPQGR 165
K7:+32.0564 - K8:+32.0564 - T1:+32.0564 - 

S9:+79.96633 1.99999999200839e-11

24 YNL071W LAT1 rep4F07 heavy TSAPEAKKSDVAAPQGR 165
K7:+36.0756 - K8:+36.0756 - T1:+36.0756 - 

S9:+79.96633 7.30000024873334e-08

24 YNL071W LAT1 rep4F08 light LRQSLNATANDKYK 294
K12:+28.0313 - K14:+28.0313 - L1:+28.0313 - 

S4:+79.96633 4.40000000878626e-08
25 YDR233C RTN1 rep1F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 1.00000000362749e-15
25 YDR233C RTN1 rep1F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 5.30000002219033e-11
25 YDR233C RTN1 rep1F01 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 2.899999901676e-12
25 YDR233C RTN1 rep1F01 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 1.40000001608992e-12
25 YDR233C RTN1 rep1F01 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 1.19999996051057e-10
25 YDR233C RTN1 rep1F01 heavy TAPVSSTAGPQTASTSK 225 K17:+36.0756 - T1:+36.0756 - T7:+79.96633 1.89999993277686e-14

25 YDR233C RTN1 rep1F012 heavy TKPYLDKVESK 206
K2:+36.0756 - K7:+36.0756 - K11:+36.0756 - 

T1:+36.0756 - S10:+79.96633 7.50000035623088e-05

25 YDR233C RTN1 rep1F012 heavy TKPYLDKVESK 206
K2:+36.0756 - K7:+36.0756 - K11:+36.0756 - 

T1:+36.0756 - S10:+79.96633 6.1000001494449e-08

25 YDR233C RTN1 rep1F012 light TKPYLDKVESK 206
K2:+28.0313 - K7:+28.0313 - K11:+28.0313 - 

T1:+28.0313 - S10:+79.96633 1.49999996210681e-05



25 YDR233C RTN1 rep1F012 inter TKPYLDKVESK 206
K2:+32.0564 - K7:+32.0564 - K11:+32.0564 - 

T1:+32.0564 - S10:+79.96633 0.00480000022799

25 YDR233C RTN1 rep1F05 heavy SKTAPVSSTAGPQTASTSK 219
K2:+36.0756 - K19:+36.0756 - S1:+36.0756 - 

T3:+79.96633 2.10000008173312e-15

25 YDR233C RTN1 rep1F05 heavy SKTAPVSSTAGPQTASTSK 217
K2:+36.0756 - K19:+36.0756 - S1:+36.0756 - 

S1:+79.96633 1.80000003791037e-09

25 YDR233C RTN1 rep1F06 heavy SKTAPVSSTAGPQTASTSK 219
K2:+36.0756 - K19:+36.0756 - S1:+36.0756 - 

T3:+79.96633 7.90000009853742e-12

25 YDR233C RTN1 rep1F06 heavy QKTQEFSQMACEK 186
C11:+57.02146 - K2:+36.0756 - K13:+36.0756 - 

Q1:+36.0756 - T3:+79.96633 1.1000000389727e-11

25 YDR233C RTN1 rep1F07 heavy SKTAPVSSTAGPQTASTSK 232
K2:+36.0756 - K19:+36.0756 - S1:+36.0756 - 

S16:+79.96633 1.00000000362749e-15

25 YDR233C RTN1 rep1F07 heavy SKTAPVSSTAGPQTASTSK 232
K2:+36.0756 - K19:+36.0756 - S1:+36.0756 - 

S16:+79.96633 3.29999999548747e-10
25 YDR233C RTN1 rep2F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 1.4999999940063e-12
25 YDR233C RTN1 rep2F01 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 1.30000003817354e-11
25 YDR233C RTN1 rep2F01 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 7.90000012784731e-06
25 YDR233C RTN1 rep2F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 0.00011000000086

25 YDR233C RTN1 rep2F07 light SKTAPVSSTAGPQTASTSK 232
K2:+28.0313 - K19:+28.0313 - S1:+28.0313 - 

S16:+79.96633 3.20000004272458e-09

25 YDR233C RTN1 rep2F07 light SKTAPVSSTAGPQTASTSK 232
K2:+28.0313 - K19:+28.0313 - S1:+28.0313 - 

S16:+79.96633 0.00011999999697

25 YDR233C RTN1 rep2F07 inter SKTAPVSSTAGPQTASTSK 233
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

T17:+79.96633 7.00000009601354e-06
25 YDR233C RTN1 rep3F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 1.19999999520504e-11
25 YDR233C RTN1 rep3F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 5.29999999443476e-09
25 YDR233C RTN1 rep3F01 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 9.99999974737875e-06
25 YDR233C RTN1 rep3F01 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 1.09999997999211e-09
25 YDR233C RTN1 rep3F01 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 1.40000002701868e-08
25 YDR233C RTN1 rep3F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 1.30000001106849e-13
25 YDR233C RTN1 rep3F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 2.69999994584325e-12
25 YDR233C RTN1 rep3F02 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 2.09999998332933e-05
25 YDR233C RTN1 rep3F02 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 1.09999996311672e-06
25 YDR233C RTN1 rep3F02 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 5.50000004295725e-05
25 YDR233C RTN1 rep3F02 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 1.30000001874464e-08
25 YDR233C RTN1 rep3F02 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 1.59999995474891e-08
25 YDR233C RTN1 rep3F02 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 9.39999966753646e-10
25 YDR233C RTN1 rep3F02 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 0.00082999997539

25 YDR233C RTN1 rep3F05 light SKTAPVSSTAGPQTASTSK 217
K2:+28.0313 - K19:+28.0313 - S1:+28.0313 - 

S1:+79.96633 5.59999989491189e-07

25 YDR233C RTN1 rep3F06 light SKTAPVSSTAGPQTASTSK 232
K2:+28.0313 - K19:+28.0313 - S1:+28.0313 - 

S16:+79.96633 9.8000001003129e-08

25 YDR233C RTN1 rep3F07 heavy SKTAPVSSTAGPQTASTSK 232
K2:+36.0756 - K19:+36.0756 - S1:+36.0756 - 

S16:+79.96633 2.20000004325094e-10

25 YDR233C RTN1 rep3F11 heavy TKPYLDKVESK 206
K2:+36.0756 - K7:+36.0756 - K11:+36.0756 - 

T1:+36.0756 - S10:+79.96633 6.99999986863986e-08

25 YDR233C RTN1 rep4F01 inter SKTAPVSSTAGPQTASTSK 232
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S16:+79.96633 1.09999996311672e-06



25 YDR233C RTN1 rep4F01 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 9.99999993922529e-09
25 YDR233C RTN1 rep4F01 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 5.2999998053499e-13
25 YDR233C RTN1 rep4F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 3.49999993431993e-07
25 YDR233C RTN1 rep4F01 heavy TAPVSSTAGPQTASTSK 232 K17:+36.0756 - T1:+36.0756 - S14:+79.96633 0.00510000018403
25 YDR233C RTN1 rep4F01 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 9.99999996004197e-12
25 YDR233C RTN1 rep4F01 light TAPVSSTAGPQTASTSK 232 K17:+28.0313 - T1:+28.0313 - S14:+79.96633 2.29999992575752e-13
25 YDR233C RTN1 rep4F01 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 1.59999999360672e-11

25 YDR233C RTN1 rep4F02 inter SKTAPVSSTAGPQTASTSK 217232
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S1:+79.96633 - S16:+79.96633 0.00022000000172
25 YDR233C RTN1 rep4F02 inter TAPVSSTAGPQTASTSK 232 K17:+32.0564 - T1:+32.0564 - S14:+79.96633 1.49999994647487e-08

25 YDR233C RTN1 rep4F04 inter SKTAPVSSTAGPQTASTSK 217
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S1:+79.96633 1.59999999360672e-10

25 YDR233C RTN1 rep4F04 inter SKTAPVSSTAGPQTASTSK 217
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S1:+79.96633 0.00700000021607

25 YDR233C RTN1 rep4F04 light SKTAPVSSTAGPQTASTSK 217
K2:+28.0313 - K19:+28.0313 - S1:+28.0313 - 

S1:+79.96633 2.2000000171829e-05

25 YDR233C RTN1 rep4F05 inter SKTAPVSSTAGPQTASTSK 217
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S1:+79.96633 1.40000002701868e-08

25 YDR233C RTN1 rep4F05 inter SKTAPVSSTAGPQTASTSK 217
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S1:+79.96633 3.79999986555371e-15

25 YDR233C RTN1 rep4F06 inter SKTAPVSSTAGPQTASTSK 232
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S16:+79.96633 2.49999999001049e-13

25 YDR233C RTN1 rep4F06 light SKTAPVSSTAGPQTASTSK 233
K2:+28.0313 - K19:+28.0313 - S1:+28.0313 - 

T17:+79.96633 5.50000019486352e-12

25 YDR233C RTN1 rep4F06 inter SKTAPVSSTAGPQTASTSK 232
K2:+32.0564 - K19:+32.0564 - S1:+32.0564 - 

S16:+79.96633 2.59999998825566e-14

25 YDR233C RTN1 rep4F10 inter TKPYLDKVESK 206
K2:+32.0564 - K7:+32.0564 - K11:+32.0564 - 

T1:+32.0564 - S10:+79.96633 3.19999998721343e-11

25 YDR233C RTN1 rep4F11 inter TKPYLDKVESK 206
K2:+32.0564 - K7:+32.0564 - K11:+32.0564 - 

T1:+32.0564 - S10:+79.96633 4.30000000051223e-08

25 YDR233C RTN1 rep4F12 inter TKPYLDKVESK 206
K2:+32.0564 - K7:+32.0564 - K11:+32.0564 - 

T1:+32.0564 - S10:+79.96633 0.00380000006407
27 YLL040C VPS13 rep1F01 heavy SPSPDPASLSSESER 1364 S1:+36.0756 - S3:+79.96633 4.29999991169439e-09
27 YLL040C VPS13 rep1F01 inter SPSPDPASLSSESER 1364 S1:+32.0564 - S3:+79.96633 9.89999965686494e-13
27 YLL040C VPS13 rep1F01 light SPSPDPASLSSESER 1364 S1:+28.0313 - S3:+79.96633 4.40000007984054e-07
27 YLL040C VPS13 rep1F01 light LGMTEDSPTPTASSNIEPQTSNK 436 K23:+28.0313 - L1:+28.0313 - S7:+79.96633 1.19999996051057e-10
27 YLL040C VPS13 rep1F01 light LGMTEDSPTPTASSNIEPQTSNK 436 K23:+28.0313 - L1:+28.0313 - S7:+79.96633 1.00000000362749e-15
27 YLL040C VPS13 rep1F01 inter LGMTEDSPTPTASSNIEPQTSNK 436 K23:+32.0564 - L1:+32.0564 - S7:+79.96633 6.39999981899564e-08
27 YLL040C VPS13 rep1F01 light ASQSSDSESIEVPTAILK 1731 K18:+28.0313 - A1:+28.0313 - S9:+79.96633 1.49999995063821e-11
27 YLL040C VPS13 rep1F01 light ASQSSDSESIEVPTAILK 1731 K18:+28.0313 - A1:+28.0313 - S9:+79.96633 2.70000000455184e-05
27 YLL040C VPS13 rep1F01 heavy ASQSSDSESIEVPTAILK 1731 K18:+36.0756 - A1:+36.0756 - S9:+79.96633 1.00000000362749e-15
27 YLL040C VPS13 rep1F01 inter ASQSSDSESIEVPTAILK 1731 K18:+32.0564 - A1:+32.0564 - S9:+79.96633 1.00000000362749e-15
27 YLL040C VPS13 rep1F02 heavy TATPQSLQGSNK 1379 K12:+36.0756 - T1:+36.0756 - T3:+79.96633 5.99999978589949e-08
27 YLL040C VPS13 rep1F02 inter TATPQSLQGSNK 1379 K12:+32.0564 - T1:+32.0564 - T3:+79.96633 3.50000006754669e-09
27 YLL040C VPS13 rep1F02 light TATPQSLQGSNK 1379 K12:+28.0313 - T1:+28.0313 - T3:+79.96633 4.59999989488313e-11
27 YLL040C VPS13 rep1F02 light LAVLDPSILGER 1715 L1:+28.0313 - S7:+79.96633 0.00499999988824
27 YLL040C VPS13 rep1F02 heavy LAVLDPSILGER 1715 L1:+36.0756 - S7:+79.96633 2.19999995998421e-09
27 YLL040C VPS13 rep1F09 heavy KLAVLDPSILGER 1715 K1:+36.0756 - K1:+36.0756 - S8:+79.96633 5.20000014603283e-07



27 YLL040C VPS13 rep1F09 inter KLAVLDPSILGER 1715 K1:+32.0564 - K1:+32.0564 - S8:+79.96633 9.99999974737875e-06
27 YLL040C VPS13 rep1F09 light KLAVLDPSILGER 1715 K1:+28.0313 - K1:+28.0313 - S8:+79.96633 5.80000012462278e-08
27 YLL040C VPS13 rep2F01 inter SPSPDPASLSSESER 1364 S1:+32.0564 - S3:+79.96633 0.00419999985024
27 YLL040C VPS13 rep2F01 heavy SPSPDPASLSSESER 1364 S1:+36.0756 - S3:+79.96633 8.09999983175658e-05
27 YLL040C VPS13 rep2F01 light LGMTEDSPTPTASSNIEPQTSNK 436 K23:+28.0313 - L1:+28.0313 - S7:+79.96633 1.59999999360672e-10
27 YLL040C VPS13 rep2F01 inter LGMTEDSPTPTASSNIEPQTSNK 436 K23:+32.0564 - L1:+32.0564 - S7:+79.96633 0.00209999992512
27 YLL040C VPS13 rep2F01 light ASQSSDSESIEVPTAILK 1731 K18:+28.0313 - A1:+28.0313 - S9:+79.96633 1.59999995474891e-08
27 YLL040C VPS13 rep2F01 inter ASQSSDSESIEVPTAILK 1731 K18:+32.0564 - A1:+32.0564 - S9:+79.96633 1.00000000362749e-15
27 YLL040C VPS13 rep2F01 heavy ASQSSDSESIEVPTAILK 1731 K18:+36.0756 - A1:+36.0756 - S9:+79.96633 2.89999991522853e-14
27 YLL040C VPS13 rep2F02 heavy TATPQSLQGSNK 1379 K12:+36.0756 - T1:+36.0756 - T3:+79.96633 1.7999999499807e-06
27 YLL040C VPS13 rep2F02 inter TATPQSLQGSNK 1379 K12:+32.0564 - T1:+32.0564 - T3:+79.96633 1.10000000859145e-05
27 YLL040C VPS13 rep2F02 light TATPQSLQGSNK 1379 K12:+28.0313 - T1:+28.0313 - T3:+79.96633 5.20000015269417e-11
27 YLL040C VPS13 rep2F02 light LAVLDPSILGER 1715 L1:+28.0313 - S7:+79.96633 9.99999993922529e-09
27 YLL040C VPS13 rep2F09 light KLAVLDPSILGER 1715 K1:+28.0313 - K1:+28.0313 - S8:+79.96633 4.60000002533434e-08
27 YLL040C VPS13 rep2F09 inter KLAVLDPSILGER 1715 K1:+32.0564 - K1:+32.0564 - S8:+79.96633 1.10000000859145e-05
27 YLL040C VPS13 rep3F01 heavy SPSPDPASLSSESER 1369 S1:+36.0756 - S8:+79.96633 0.00879999995232
27 YLL040C VPS13 rep3F01 heavy SPSPDPASLSSESER 1364 S1:+36.0756 - S3:+79.96633 1.19999996051057e-10
27 YLL040C VPS13 rep3F01 heavy LGMTEDSPTPTASSNIEPQTSNK 436 K23:+36.0756 - L1:+36.0756 - S7:+79.96633 6.69999999924897e-10
27 YLL040C VPS13 rep3F01 inter ASQSSDSESIEVPTAILK 1731 K18:+32.0564 - A1:+32.0564 - S9:+79.96633 5.80000012462278e-08
27 YLL040C VPS13 rep3F01 heavy ASQSSDSESIEVPTAILK 1731 K18:+36.0756 - A1:+36.0756 - S9:+79.96633 1.60000001869776e-06
27 YLL040C VPS13 rep3F02 heavy SPSPDPASLSSESER 1364 S1:+36.0756 - S3:+79.96633 2.30000005103648e-05
27 YLL040C VPS13 rep3F02 heavy SPSPDPASLSSESER 1364 S1:+36.0756 - S3:+79.96633 1.10000000219657e-08
27 YLL040C VPS13 rep3F02 heavy LGMTEDSPTPTASSNIEPQTSNK 436 K23:+36.0756 - L1:+36.0756 - S7:+79.96633 1.00000000362749e-15
27 YLL040C VPS13 rep3F02 inter ASQSSDSESIEVPTAILK 1731 K18:+32.0564 - A1:+32.0564 - S9:+79.96633 1.70000000188075e-10
27 YLL040C VPS13 rep3F02 heavy ASQSSDSESIEVPTAILK 1731 K18:+36.0756 - A1:+36.0756 - S9:+79.96633 1.00000000362749e-15
27 YLL040C VPS13 rep3F02 heavy ASQSSDSESIEVPTAILK 1731 K18:+36.0756 - A1:+36.0756 - S9:+79.96633 2.79999998881175e-11
27 YLL040C VPS13 rep3F02 heavy LAVLDPSILGER 1715 L1:+36.0756 - S7:+79.96633 7.80000027589267e-06
27 YLL040C VPS13 rep3F03 heavy TATPQSLQGSNK 1379 K12:+36.0756 - T1:+36.0756 - T3:+79.96633 5.30000002219033e-11
27 YLL040C VPS13 rep3F03 heavy LAVLDPSILGER 1715 L1:+36.0756 - S7:+79.96633 1.39999997372797e-07
27 YLL040C VPS13 rep3F08 light KLAVLDPSILGER 1715 K1:+28.0313 - K1:+28.0313 - S8:+79.96633 5.60000010807471e-08
27 YLL040C VPS13 rep3F08 light KLAVLDPSILGER 1715 K1:+28.0313 - K1:+28.0313 - S8:+79.96633 2.0999999961191e-08
27 YLL040C VPS13 rep3F08 heavy KLAVLDPSILGER 1715 K1:+36.0756 - K1:+36.0756 - S8:+79.96633 1.29999999654018e-09
27 YLL040C VPS13 rep4F01 inter TATPQSLQGSNK 1382 K12:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00520000001416
27 YLL040C VPS13 rep4F01 inter SPSPDPASLSSESER 1371 S1:+32.0564 - S10:+79.96633 0.00031999999192
27 YLL040C VPS13 rep4F01 inter SPSPDPASLSSESER 1364 S1:+32.0564 - S3:+79.96633 2.80000005403735e-08
27 YLL040C VPS13 rep4F01 inter LGMTEDSPTPTASSNIEPQTSNK 436 K23:+32.0564 - L1:+32.0564 - S7:+79.96633 4.29999991169439e-09
27 YLL040C VPS13 rep4F01 light LGMTEDSPTPTASSNIEPQTSNK 436 K23:+28.0313 - L1:+28.0313 - S7:+79.96633 6.69999999924897e-10
27 YLL040C VPS13 rep4F01 inter ASQSSDSESIEVPTAILK 1731 K18:+32.0564 - A1:+32.0564 - S9:+79.96633 1.70000000404916e-13
27 YLL040C VPS13 rep4F01 inter ASQSSDSESIEVPTAILK 1731 K18:+32.0564 - A1:+32.0564 - S9:+79.96633 1.00000000362749e-15
27 YLL040C VPS13 rep4F01 light ASQSSDSESIEVPTAILK 1731 K18:+28.0313 - A1:+28.0313 - S9:+79.96633 4.50000002538697e-11
27 YLL040C VPS13 rep4F01 heavy ASQSSDSESIEVPTAILK 1731 K18:+36.0756 - A1:+36.0756 - S9:+79.96633 1.99999996490334e-13
27 YLL040C VPS13 rep4F02 inter TATPQSLQGSNK 1379 K12:+32.0564 - T1:+32.0564 - T3:+79.96633 3.19999998721343e-10
27 YLL040C VPS13 rep4F02 heavy LAVLDPSILGER 1715 L1:+36.0756 - S7:+79.96633 8.29999979856666e-09
27 YLL040C VPS13 rep4F07 light KLAVLDPSILGER 1715 K1:+28.0313 - K1:+28.0313 - S8:+79.96633 8.09999983175658e-06
27 YLL040C VPS13 rep4F07 inter KLAVLDPSILGER 1715 K1:+32.0564 - K1:+32.0564 - S8:+79.96633 1.80000000682412e-07
30 YJL052W TDH1 rep1F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 3.00000010611257e-07
30 YJL052W TDH1 rep1F01 heavy TASGNIIPSSTGAAK 208 K15:+36.0756 - T1:+36.0756 - S10:+79.96633 8.09999983752974e-12
30 YJL052W TDH1 rep1F01 light TASGNIIPSSTGAAK 209 K15:+28.0313 - T1:+28.0313 - T11:+79.96633 4.79999982871959e-07



30 YJL052W TDH1 rep1F01 light TASGNIIPSSTGAAK 208 K15:+28.0313 - T1:+28.0313 - S10:+79.96633 0.00019999999495
30 YJL052W TDH1 rep1F01 heavy TASGNIIPSSTGAAK 207 K15:+36.0756 - T1:+36.0756 - S9:+79.96633 7.30000010662479e-07
30 YJL052W TDH1 rep1F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 6.30000016599297e-08
30 YJL052W TDH1 rep1F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 2.80000005250863e-14
30 YJL052W TDH1 rep1F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 2.90000002678426e-06
30 YJL052W TDH1 rep1F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 5.10000006670452e-08
30 YJL052W TDH1 rep2F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 8.30000013163357e-10
30 YJL052W TDH1 rep2F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 0.00016999999934
30 YJL052W TDH1 rep2F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 1.90000002930901e-06
30 YJL052W TDH1 rep2F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 4.09999985351295e-12
30 YJL052W TDH1 rep2F02 light TASGNIIPSSTGAAK 209 K15:+28.0313 - T1:+28.0313 - T11:+79.96633 6.50000018254104e-08
30 YJL052W TDH1 rep2F02 inter TASGNIIPSSTGAAK 209 K15:+32.0564 - T1:+32.0564 - T11:+79.96633 2.99999989294975e-08
30 YJL052W TDH1 rep3F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 4.60000001112348e-06
30 YJL052W TDH1 rep3F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 2.60000007301642e-07
30 YJL052W TDH1 rep3F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 9.29999970367135e-08
30 YJL052W TDH1 rep3F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 9.40000027185306e-05
30 YJL052W TDH1 rep3F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 2.1000000742788e-06
30 YJL052W TDH1 rep3F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 7.70000028182949e-08
30 YJL052W TDH1 rep3F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 1.80000007005696e-14
30 YJL052W TDH1 rep3F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 6.69999992986003e-12
30 YJL052W TDH1 rep3F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 4.09999989514631e-09
30 YJL052W TDH1 rep3F01 light TASGNIIPSSTGAAK 207 K15:+28.0313 - T1:+28.0313 - S9:+79.96633 8.69999983166281e-09
30 YJL052W TDH1 rep3F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 7.79999979536039e-13
30 YJL052W TDH1 rep3F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 1.50000005305628e-07
30 YJL052W TDH1 rep3F02 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 7.30000024873334e-08
30 YJL052W TDH1 rep3F02 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 6.99999986863986e-07
30 YJL052W TDH1 rep3F02 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 3.0999999580672e-06
30 YJL052W TDH1 rep3F02 inter TASGNIIPSSTGAAK 208 K15:+32.0564 - T1:+32.0564 - S10:+79.96633 1.99999994343614e-09
30 YJL052W TDH1 rep3F02 heavy TASGNIIPSSTGAAK 209 K15:+36.0756 - T1:+36.0756 - T11:+79.96633 6.1000001494449e-08
30 YJL052W TDH1 rep3F02 inter TASGNIIPSSTGAAK 209 K15:+32.0564 - T1:+32.0564 - T11:+79.96633 6.90000012681935e-09
30 YJL052W TDH1 rep3F02 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 6.59999983554371e-08
30 YJL052W TDH1 rep3F02 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 0.00340000004508
30 YJL052W TDH1 rep3F02 heavy TASGNIIPSSTGAAK 208 K15:+36.0756 - T1:+36.0756 - S10:+79.96633 6.59999971341918e-11
30 YJL052W TDH1 rep3F03 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 2.1000000349769e-10
30 YJL052W TDH1 rep3F03 light VPTVDVSVVDLTVK 239 K14:+28.0313 - V1:+28.0313 - S7:+79.96633 5.90000013289682e-07
30 YJL052W TDH1 rep3F05 light GGRTASGNIIPSSTGAAK 199 K18:+28.0313 - G1:+28.0313 - T4:+79.96633 7.99999997980194e-06
30 YJL052W TDH1 rep3F07 light VLPELQGKLTGMAFR 227 K8:+28.0313 - V1:+28.0313 - T10:+79.96633 5.49999986960287e-13
30 YJL052W TDH1 rep3F07 heavy VLPELQGKLTGMAFR 227 K8:+36.0756 - V1:+36.0756 - T10:+79.96633 3.40000005927266e-09
30 YJL052W TDH1 rep4F01 inter TASGNIIPSSTGAAK 208 K15:+32.0564 - T1:+32.0564 - S10:+79.96633 0.00018000000273
30 YJL052W TDH1 rep4F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 2.59999997069826e-05
30 YJL052W TDH1 rep4F01 heavy TASGNIIPSSTGAAK 208 K15:+36.0756 - T1:+36.0756 - S10:+79.96633 2.09999995171017e-09
30 YJL052W TDH1 rep4F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 7.50000026528141e-07
30 YJL052W TDH1 rep4F01 inter TASGNIIPSSTGAAK 208 K15:+32.0564 - T1:+32.0564 - S10:+79.96633 1.1999999571799e-07
30 YJL052W TDH1 rep4F01 heavy TASGNIIPSSTGAAK 201 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 1.69999996302295e-08
30 YJL052W TDH1 rep4F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 7.39999988369489e-12
30 YJL052W TDH1 rep4F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 9.69999969235857e-10
30 YJL052W TDH1 rep4F01 inter TASGNIIPSSTGAAK 207 K15:+32.0564 - T1:+32.0564 - S9:+79.96633 1.59999999027605e-07
30 YJL052W TDH1 rep4F01 inter TASGNIIPSSTGAAK 208 K15:+32.0564 - T1:+32.0564 - S10:+79.96633 2.49999992929517e-10



30 YJL052W TDH1 rep4F01 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 2.1000000349769e-11
30 YJL052W TDH1 rep4F01 inter TASGNIIPSSTGAAK 201 K15:+32.0564 - T1:+32.0564 - S3:+79.96633 3.89999987859824e-09
30 YJL052W TDH1 rep4F02 inter TASGNIIPSSTGAAK 209 K15:+32.0564 - T1:+32.0564 - T11:+79.96633 3.0999999580672e-05
30 YJL052W TDH1 rep4F02 light TASGNIIPSSTGAAK 201 K15:+28.0313 - T1:+28.0313 - S3:+79.96633 4.89999985031631e-10
30 YJL052W TDH1 rep4F02 inter VPTVDVSVVDLTVK 239 K14:+32.0564 - V1:+32.0564 - S7:+79.96633 1.09999996311672e-06
30 YJL052W TDH1 rep4F02 inter VPTVDVSVVDLTVK 239 K14:+32.0564 - V1:+32.0564 - S7:+79.96633 1.2000000104706e-08
30 YJL052W TDH1 rep4F04 inter GGRTASGNIIPSSTGAAK 199 K18:+32.0564 - G1:+32.0564 - T4:+79.96633 4.00000005340573e-10
30 YJL052W TDH1 rep4F06 inter VLPELQGKLTGMAFR 227 K8:+32.0564 - V1:+32.0564 - T10:+79.96633 6.70000027680473e-11
32 YOR142W LSC1 rep1F01 inter SGTLTYEAVQQTTK 186 K14:+32.0564 - S1:+32.0564 - T3:+79.96633 2.00000000725499e-15
32 YOR142W LSC1 rep1F01 light SGTLTYEAVQQTTK 186 K14:+28.0313 - S1:+28.0313 - T3:+79.96633 3.50000006563579e-15
32 YOR142W LSC1 rep1F01 heavy SGTLTYEAVQQTTK 186 K14:+36.0756 - S1:+36.0756 - T3:+79.96633 1.19999995183695e-12
32 YOR142W LSC1 rep1F03 light MGHSGAIVEGSGTDAESK 285 K18:+28.0313 - M1:+28.0313 - S4:+79.96633 3.50000001203554e-10
32 YOR142W LSC1 rep1F03 inter MGHSGAIVEGSGTDAESK 285 K18:+32.0564 - M1:+32.0564 - S4:+79.96633 1.00000000362749e-15
32 YOR142W LSC1 rep1F03 light MGHSGAIVEGSGTDAESK 285 K18:+28.0313 - M1:+28.0313 - S4:+79.96633 1.70000003793047e-14
32 YOR142W LSC1 rep1F03 inter MGHSGAIVEGSGTDAESK 285 K18:+32.0564 - M1:+32.0564 - S4:+79.96633 2.20000007794541e-11

32 YOR142W LSC1 rep1F08 inter MGHSGAIVEGSGTDAESKK 285
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep1F08 light MGHSGAIVEGSGTDAESKK 285
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep1F09 inter MGHSGAIVEGSGTDAESKK 294
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

T13:+79.96633 1.00000000362749e-15
32 YOR142W LSC1 rep2F01 inter SGTLTYEAVQQTTK 186 K14:+32.0564 - S1:+32.0564 - T3:+79.96633 7.09999975478937e-11
32 YOR142W LSC1 rep2F01 light SGTLTYEAVQQTTK 186 K14:+28.0313 - S1:+28.0313 - T3:+79.96633 4.09999996193317e-14
32 YOR142W LSC1 rep2F01 heavy SGTLTYEAVQQTTK 186 K14:+36.0756 - S1:+36.0756 - T3:+79.96633 6.70000025512069e-13
32 YOR142W LSC1 rep2F03 inter MGHSGAIVEGSGTDAESK 285 K18:+32.0564 - M1:+32.0564 - S4:+79.96633 5.39999989168649e-10
32 YOR142W LSC1 rep2F03 inter MGHSGAIVEGSGTDAESK 285 K18:+32.0564 - M1:+32.0564 - S4:+79.96633 5.30000002219033e-12
32 YOR142W LSC1 rep2F03 light MGHSGAIVEGSGTDAESK 285 K18:+28.0313 - M1:+28.0313 - S4:+79.96633 1.30000001874464e-08
32 YOR142W LSC1 rep2F03 light MGHSGAIVEGSGTDAESK 285 K18:+28.0313 - M1:+28.0313 - S4:+79.96633 3.49999993431993e-08

32 YOR142W LSC1 rep2F08 light MGHSGAIVEGSGTDAESKK 285
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

M1:+15.99491 - S4:+79.96633 4.20000015668998e-12

32 YOR142W LSC1 rep2F08 inter MGHSGAIVEGSGTDAESKK 285
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep2F08 light MGHSGAIVEGSGTDAESKK 285
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep2F08 heavy MGHSGAIVEGSGTDAESKK 285
K18:+36.0756 - K19:+36.0756 - M1:+36.0756 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep2F09 inter MGHSGAIVEGSGTDAESKK 298
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

S17:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep2F09 light MGHSGAIVEGSGTDAESKK 298
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

S17:+79.96633 5.50000019486352e-12
32 YOR142W LSC1 rep3F01 light SGTLTYEAVQQTTK 186 K14:+28.0313 - S1:+28.0313 - T3:+79.96633 3.59999994259397e-08
32 YOR142W LSC1 rep3F01 heavy SGTLTYEAVQQTTK 186 K14:+36.0756 - S1:+36.0756 - T3:+79.96633 1.00000001335143e-10
32 YOR142W LSC1 rep3F01 light SGTLTYEAVQQTTK 186 K14:+28.0313 - S1:+28.0313 - T3:+79.96633 7.39999988369489e-12
32 YOR142W LSC1 rep3F01 inter SGTLTYEAVQQTTK 186 K14:+32.0564 - S1:+32.0564 - T3:+79.96633 1.19999999520504e-11
32 YOR142W LSC1 rep3F01 heavy SGTLTYEAVQQTTK 184 K14:+36.0756 - S1:+36.0756 - S1:+79.96633 6.89999978931155e-07
32 YOR142W LSC1 rep3F01 inter SGTLTYEAVQQTTK 186 K14:+32.0564 - S1:+32.0564 - T3:+79.96633 2.49999992929517e-10
32 YOR142W LSC1 rep3F02 light DVGVAVVESPGYLGQALLDQFAK 313 K23:+28.0313 - D1:+28.0313 - S9:+79.96633 9.20000024513118e-14
32 YOR142W LSC1 rep3F03 heavy MGHSGAIVEGSGTDAESK 285 K18:+36.0756 - M1:+36.0756 - S4:+79.96633 5.60000001925687e-09



32 YOR142W LSC1 rep3F04 heavy MGHSGAIVEGSGTDAESK 285 K18:+36.0756 - M1:+36.0756 - S4:+79.96633 1.1000000389727e-11
32 YOR142W LSC1 rep3F04 inter MGHSGAIVEGSGTDAESK 285 K18:+32.0564 - M1:+32.0564 - S4:+79.96633 1.70000003657522e-11
32 YOR142W LSC1 rep3F04 light MGHSGAIVEGSGTDAESK 285 K18:+28.0313 - M1:+28.0313 - S4:+79.96633 5.20000015269417e-11
32 YOR142W LSC1 rep3F04 inter MGHSGAIVEGSGTDAESK 285 K18:+32.0564 - M1:+32.0564 - S4:+79.96633 1.00000000362749e-15
32 YOR142W LSC1 rep3F05 light MGHSGAIVEGSGTDAESK 292 K18:+28.0313 - M1:+28.0313 - S11:+79.96633 2.90000011851643e-13

32 YOR142W LSC1 rep3F07 inter MGHSGAIVEGSGTDAESKK 285
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep3F07 heavy MGHSGAIVEGSGTDAESKK 285
K18:+36.0756 - K19:+36.0756 - M1:+36.0756 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep3F07 light MGHSGAIVEGSGTDAESKK 285
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep3F07 inter MGHSGAIVEGSGTDAESKK 285
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

S4:+79.96633 3.3999998996781e-12

32 YOR142W LSC1 rep3F07 light MGHSGAIVEGSGTDAESKK 285
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

S4:+79.96633 2.99999990127642e-11

32 YOR142W LSC1 rep3F08 light MGHSGAIVEGSGTDAESKK 292
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

S11:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep3F08 heavy MGHSGAIVEGSGTDAESKK 292
K18:+36.0756 - K19:+36.0756 - M1:+36.0756 - 

S11:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep3F08 inter MGHSGAIVEGSGTDAESKK 294
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

T13:+79.96633 1.00000000362749e-15
32 YOR142W LSC1 rep4F01 light SGTLTYEAVQQTTK 186 K14:+28.0313 - S1:+28.0313 - T3:+79.96633 9.6999997367675e-08
32 YOR142W LSC1 rep4F01 light SGTLTYEAVQQTTK 186 K14:+28.0313 - S1:+28.0313 - T3:+79.96633 1.2999999687846e-10
32 YOR142W LSC1 rep4F01 heavy SGTLTYEAVQQTTK 184 K14:+36.0756 - S1:+36.0756 - S1:+79.96633 1.60000001869776e-06
32 YOR142W LSC1 rep4F01 inter SGTLTYEAVQQTTK 186 K14:+32.0564 - S1:+32.0564 - T3:+79.96633 1.69999996302295e-08
32 YOR142W LSC1 rep4F03 heavy MGHSGAIVEGSGTDAESK 285 K18:+36.0756 - M1:+36.0756 - S4:+79.96633 7.09999984152554e-12
32 YOR142W LSC1 rep4F03 light MGHSGAIVEGSGTDAESK 285 K18:+28.0313 - M1:+28.0313 - S4:+79.96633 2.89999991522853e-14
32 YOR142W LSC1 rep4F03 inter MGHSGAIVEGSGTDAESK 285 K18:+32.0564 - M1:+32.0564 - S4:+79.96633 3.09999991171886e-13
32 YOR142W LSC1 rep4F03 light MGHSGAIVEGSGTDAESK 285 K18:+28.0313 - M1:+28.0313 - S4:+79.96633 3.30000004373446e-14

32 YOR142W LSC1 rep4F06 heavy MGHSGAIVEGSGTDAESKK 285
K18:+36.0756 - K19:+36.0756 - M1:+36.0756 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep4F06 light MGHSGAIVEGSGTDAESKK 285
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep4F06 inter MGHSGAIVEGSGTDAESKK 285
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

S4:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep4F07 inter MGHSGAIVEGSGTDAESKK 294
K18:+32.0564 - K19:+32.0564 - M1:+32.0564 - 

T13:+79.96633 1.00000000362749e-15

32 YOR142W LSC1 rep4F07 light MGHSGAIVEGSGTDAESKK 294
K18:+28.0313 - K19:+28.0313 - M1:+28.0313 - 

T13:+79.96633 1.00000000362749e-15
39 YKL016C ATP7 rep1F01 heavy ETESLVSK 109 K8:+36.0756 - E1:+36.0756 - S4:+79.96633 0.00850000046194
39 YKL016C ATP7 rep1F01 light ETESLVSK 109 K8:+28.0313 - E1:+28.0313 - S4:+79.96633 0.00400000018999
39 YKL016C ATP7 rep1F01 inter ITGSTATQLSSFK 31 K13:+32.0564 - I1:+32.0564 - S10:+79.96633 3.7999998703242e-09

39 YKL016C ATP7 rep1F03 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 1.19999996051057e-10

39 YKL016C ATP7 rep1F03 heavy ETESLVSKELK 112
K8:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 1.8999999351621e-09

39 YKL016C ATP7 rep1F04 heavy ETESLVSKELK 112
K8:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 3.50000006754669e-09



39 YKL016C ATP7 rep1F04 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 2.80000000962843e-09

39 YKL016C ATP7 rep1F04 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 3.60000012733508e-05

39 YKL016C ATP7 rep1F04 light ETESLVSKELK 112
K8:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 1.30000001874464e-08

39 YKL016C ATP7 rep1F05 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 7.20000002729648e-07

39 YKL016C ATP7 rep1F05 heavy ETESLVSKELK 112
K8:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 9.6999997367675e-08
39 YKL016C ATP7 rep2F01 heavy ETESLVSK 109 K8:+36.0756 - E1:+36.0756 - S4:+79.96633 0.00300000002608

39 YKL016C ATP7 rep2F04 heavy ETESLVSKELK 112
K8:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 0.0002300000051

39 YKL016C ATP7 rep2F04 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 4.80000004188241e-08

39 YKL016C ATP7 rep2F04 heavy ETESLVSKELK 112
K8:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 4.30000000051223e-08

39 YKL016C ATP7 rep2F04 light ETESLVSKELK 112
K8:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 1.40000002701868e-08
39 YKL016C ATP7 rep3F01 heavy ETESLVSK 109 K8:+36.0756 - E1:+36.0756 - S4:+79.96633 0.00590000022203
39 YKL016C ATP7 rep3F01 light ETESLVSK 109 K8:+28.0313 - E1:+28.0313 - S4:+79.96633 0.00170000002254
39 YKL016C ATP7 rep3F01 inter ETESLVSK 109 K8:+32.0564 - E1:+32.0564 - S4:+79.96633 0.00260000000708

39 YKL016C ATP7 rep3F01 light ETESLVSKELK 112
K8:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 0.00139999995008
39 YKL016C ATP7 rep3F01 light ITGSTATQLSSFK 25 K13:+28.0313 - I1:+28.0313 - S4:+79.96633 3.70000009297655e-07
39 YKL016C ATP7 rep3F02 light ETESLVSK 109 K8:+28.0313 - E1:+28.0313 - S4:+79.96633 0.00260000000708
39 YKL016C ATP7 rep3F02 heavy ITGSTATQLSSFK 31 K13:+36.0756 - I1:+36.0756 - S10:+79.96633 5.09999990754295e-05
39 YKL016C ATP7 rep3F02 inter ITGSTATQLSSFK 25 K13:+32.0564 - I1:+32.0564 - S4:+79.96633 3.40000013920871e-07
39 YKL016C ATP7 rep3F02 heavy QLQVIESFEK 95 K10:+36.0756 - Q1:+36.0756 - S7:+79.96633 3.60000001364824e-07

39 YKL016C ATP7 rep3F04 light ETESLVSKELK 112
K8:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 1.69999996302295e-08

39 YKL016C ATP7 rep3F04 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 5.99999994133071e-10

39 YKL016C ATP7 rep3F04 heavy ETESLVSKELK 112
K8:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 1.70000002963633e-09

39 YKL016C ATP7 rep3F05 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 4.79999982871959e-07

39 YKL016C ATP7 rep3F05 light ETESLVSKELK 112
K8:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 0.00028000000748

39 YKL016C ATP7 rep3F09 light HAMTNAKETESLVSK 109
K7:+28.0313 - K15:+28.0313 - H1:+28.0313 - 

S11:+79.96633 5.99999978589949e-08
39 YKL016C ATP7 rep4F01 heavy ETESLVSK 109 K8:+36.0756 - E1:+36.0756 - S4:+79.96633 0.00085000001127
39 YKL016C ATP7 rep4F01 light ETESLVSK 109 K8:+28.0313 - E1:+28.0313 - S4:+79.96633 0.00839999970049
39 YKL016C ATP7 rep4F01 light ETESLVSK 112 K8:+28.0313 - E1:+28.0313 - S7:+79.96633 0.00033000000985
39 YKL016C ATP7 rep4F01 heavy ETESLVSK 112 K8:+36.0756 - E1:+36.0756 - S7:+79.96633 0.00015999999596
39 YKL016C ATP7 rep4F01 light ITGSTATQLSSFK 31 K13:+28.0313 - I1:+28.0313 - S10:+79.96633 0.00073000002885
39 YKL016C ATP7 rep4F01 heavy ITGSTATQLSSFK 31 K13:+36.0756 - I1:+36.0756 - S10:+79.96633 2.99999992421363e-05
39 YKL016C ATP7 rep4F01 light ITGSTATQLSSFK 31 K13:+28.0313 - I1:+28.0313 - S10:+79.96633 0.00200000009499



39 YKL016C ATP7 rep4F01 light ITGSTATQLSSFK 23 K13:+28.0313 - I1:+28.0313 - T2:+79.96633 7.69999985550385e-07
39 YKL016C ATP7 rep4F01 heavy ITGSTATQLSSFK 25 K13:+36.0756 - I1:+36.0756 - S4:+79.96633 1.20000004244503e-05
39 YKL016C ATP7 rep4F01 light ITGSTATQLSSFK 23 K13:+28.0313 - I1:+28.0313 - T2:+79.96633 0.00279999990016
39 YKL016C ATP7 rep4F01 light ITGSTATQLSSFK 25 K13:+28.0313 - I1:+28.0313 - S4:+79.96633 8.49999996717088e-05

39 YKL016C ATP7 rep4F03 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 4.19999990342035e-09

39 YKL016C ATP7 rep4F03 heavy ETESLVSKELK 112
K8:+36.0756 - K11:+36.0756 - E1:+36.0756 - 

S7:+79.96633 2.09999995171017e-09

39 YKL016C ATP7 rep4F03 light ETESLVSKELK 112
K8:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 6.40000008544916e-09

39 YKL016C ATP7 rep4F04 inter ETESLVSKELK 112
K8:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S7:+79.96633 5.6999999165086e-10

39 YKL016C ATP7 rep4F04 light ETESLVSKELK 112
K8:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S7:+79.96633 1.49999994647487e-08

39 YKL016C ATP7 rep4F05 light ITGSTATQLSSFKK 31
K13:+28.0313 - K14:+28.0313 - I1:+28.0313 - 

S10:+79.96633 2.00000002670286e-10

39 YKL016C ATP7 rep4F08 light HAMTNAKETESLVSK 109
K7:+28.0313 - K15:+28.0313 - H1:+28.0313 - 

S11:+79.96633 0.00219999998808
40 YJR045C SSC1 rep1F01 heavy NAVVTVPAYFNDSQR 177 N1:+36.0756 - S13:+79.96633 3.40000013920871e-07
40 YJR045C SSC1 rep1F02 inter TTPSVVAFTK 64 K10:+32.0564 - T1:+32.0564 - T2:+79.96633 9.49999972021942e-08
40 YJR045C SSC1 rep1F02 heavy TTPSVVAFTK 64 K10:+36.0756 - T1:+36.0756 - T2:+79.96633 5.60000007681083e-05
40 YJR045C SSC1 rep1F04 inter IIENAEGSRTTPSVVAFTK 61 K19:+32.0564 - I1:+32.0564 - S8:+79.96633 3.89999996741608e-07
40 YJR045C SSC1 rep1F04 heavy IIENAEGSRTTPSVVAFTK 61 K19:+36.0756 - I1:+36.0756 - S8:+79.96633 9.40000006721675e-08
40 YJR045C SSC1 rep1F04 heavy IIENAEGSRTTPSVVAFTK 61 K19:+36.0756 - I1:+36.0756 - S8:+79.96633 1.00000000362749e-15
40 YJR045C SSC1 rep1F05 heavy IIENAEGSRTTPSVVAFTK 61 K19:+36.0756 - I1:+36.0756 - S8:+79.96633 0.00015000000712
40 YJR045C SSC1 rep1F05 inter IIENAEGSRTTPSVVAFTK 61 K19:+32.0564 - I1:+32.0564 - S8:+79.96633 1.29999998534913e-05
40 YJR045C SSC1 rep2F01 heavy SQIFSTAAAGQTSVEIR 450 S1:+36.0756 - S5:+79.96633 0.00022000000172
40 YJR045C SSC1 rep2F01 heavy NAVVTVPAYFNDSQR 177 N1:+36.0756 - S13:+79.96633 5.90000004407898e-09
40 YJR045C SSC1 rep2F02 inter GQTYSPAQIGGFVLNK 139 K16:+32.0564 - G1:+32.0564 - S5:+79.96633 2.899999901676e-12
40 YJR045C SSC1 rep2F04 heavy IIENAEGSRTTPSVVAFTK 61 K19:+36.0756 - I1:+36.0756 - S8:+79.96633 2.1000000742788e-06
40 YJR045C SSC1 rep2F04 inter IIENAEGSRTTPSVVAFTK 61 K19:+32.0564 - I1:+32.0564 - S8:+79.96633 3.39999992604589e-08
40 YJR045C SSC1 rep2F05 inter IIENAEGSRTTPSVVAFTK 61 K19:+32.0564 - I1:+32.0564 - S8:+79.96633 0.00130000000354
40 YJR045C SSC1 rep3F01 light NAVVTVPAYFNDSQR 177 N1:+28.0313 - S13:+79.96633 4.69999986307812e-06
40 YJR045C SSC1 rep3F01 heavy NAVVTVPAYFNDSQR 177 N1:+36.0756 - S13:+79.96633 4.80000004188241e-08
40 YJR045C SSC1 rep3F01 light NAVVTVPAYFNDSQR 177 N1:+28.0313 - S13:+79.96633 2.90000002678426e-06
40 YJR045C SSC1 rep3F01 heavy NAVVTVPAYFNDSQR 177 N1:+36.0756 - S13:+79.96633 0.00015000000712
40 YJR045C SSC1 rep3F02 light IIENAEGSR 61 I1:+28.0313 - S8:+79.96633 0.00960000045598
40 YJR045C SSC1 rep3F02 light SQIFSTAAAGQTSVEIR 457 S1:+28.0313 - T12:+79.96633 1.30000003650821e-07
40 YJR045C SSC1 rep3F02 light SQIFSTAAAGQTSVEIR 457 S1:+28.0313 - T12:+79.96633 1.89999993277686e-13
40 YJR045C SSC1 rep3F02 light NAVVTVPAYFNDSQR 177 N1:+28.0313 - S13:+79.96633 8.90000023900939e-07
40 YJR045C SSC1 rep3F02 heavy NAVVTVPAYFNDSQR 177 N1:+36.0756 - S13:+79.96633 1.80000001015479e-10
40 YJR045C SSC1 rep3F02 light NAVVTVPAYFNDSQR 177 N1:+28.0313 - S13:+79.96633 0.00499999988824
40 YJR045C SSC1 rep3F03 light TTPSVVAFTK 64 K10:+28.0313 - T1:+28.0313 - T2:+79.96633 1.99999994947575e-05
40 YJR045C SSC1 rep3F03 heavy TTPSVVAFTK 64 K10:+36.0756 - T1:+36.0756 - T2:+79.96633 9.99999974737875e-05
40 YJR045C SSC1 rep3F03 light AQFETLTAPLVK 330 K12:+28.0313 - A1:+28.0313 - T5:+79.96633 3.3000000598804e-07
40 YJR045C SSC1 rep3F04 light NAVVTVPAYFNDSQRQATK 177 K19:+28.0313 - N1:+28.0313 - S13:+79.96633 1.00000000362749e-15
40 YJR045C SSC1 rep3F05 light TTPSVVAFTKEGER 71 K10:+28.0313 - T1:+28.0313 - T9:+79.96633 8.09999978201859e-09
40 YJR045C SSC1 rep3F05 light IIENAEGSRTTPSVVAFTK 63 K19:+28.0313 - I1:+28.0313 - T10:+79.96633 5.200000032346e-06



40 YJR045C SSC1 rep3F05 heavy IIENAEGSRTTPSVVAFTK 61 K19:+36.0756 - I1:+36.0756 - S8:+79.96633 6.70000019908912e-08
40 YJR045C SSC1 rep3F05 inter IIENAEGSRTTPSVVAFTK 61 K19:+32.0564 - I1:+32.0564 - S8:+79.96633 3.00000010611257e-06
40 YJR045C SSC1 rep3F05 light IIENAEGSRTTPSVVAFTK 63 K19:+28.0313 - I1:+28.0313 - T10:+79.96633 4.69999993785164e-12
40 YJR045C SSC1 rep3F05 light NAVVTVPAYFNDSQRQATK 177 K19:+28.0313 - N1:+28.0313 - S13:+79.96633 2.89999991522853e-14
40 YEL030W ECM10 rep3F09 light IVKHSNGDAWVEAR 122 K3:+28.0313 - I1:+28.0313 - S5:+79.96633 4.50000009477591e-10
40 YJR045C SSC1 rep4F01 inter SQIFSTAAAGQTSVEIR 457 S1:+32.0564 - T12:+79.96633 1.8999999056718e-12
40 YJR045C SSC1 rep4F01 light VQGSVIGIDLGTTNSAVAIMEGK 31 K23:+28.0313 - V1:+28.0313 - S4:+79.96633 1.00000000362749e-15
40 YJR045C SSC1 rep4F02 inter TTPSVVAFTK 64 K10:+32.0564 - T1:+32.0564 - T2:+79.96633 0.00078000000212
40 YJR045C SSC1 rep4F02 heavy TTPSVVAFTK 64 K10:+36.0756 - T1:+36.0756 - T2:+79.96633 9.99999974737875e-06
40 YJR045C SSC1 rep4F02 light TTPSVVAFTK 64 K10:+28.0313 - T1:+28.0313 - T2:+79.96633 2.49999993684469e-05
40 YJR045C SSC1 rep4F02 light GQTYSPAQIGGFVLNK 137 K16:+28.0313 - G1:+28.0313 - T3:+79.96633 8.1999997070259e-12
40 YJR045C SSC1 rep4F04 inter IIENAEGSRTTPSVVAFTK 63 K19:+32.0564 - I1:+32.0564 - T10:+79.96633 3.19999999192078e-05
40 YJR045C SSC1 rep4F04 light IIENAEGSRTTPSVVAFTK 61 K19:+28.0313 - I1:+28.0313 - S8:+79.96633 6.89999978931155e-06
40 YJR045C SSC1 rep4F04 heavy IIENAEGSRTTPSVVAFTK 61 K19:+36.0756 - I1:+36.0756 - S8:+79.96633 4.49999987495175e-07
40 YJR045C SSC1 rep4F04 inter IIENAEGSRTTPSVVAFTK 61 K19:+32.0564 - I1:+32.0564 - S8:+79.96633 6.09999994960475e-10
40 YJR045C SSC1 rep4F05 light IIENAEGSRTTPSVVAFTK 61 K19:+28.0313 - I1:+28.0313 - S8:+79.96633 2.40000008489005e-05

40 YJR045C SSC1 rep4F06 inter NTTIPTKK 440
K7:+32.0564 - K8:+32.0564 - N1:+32.0564 - 

T3:+79.96633 2.79999994745594e-06
40 YEL030W ECM10 rep4F08 light IVKHSNGDAWVEAR 122 K3:+28.0313 - I1:+28.0313 - S5:+79.96633 4.29999991169439e-09
42 YLR259C HSP60 rep1F01 inter GSIDITTTNSYEK 377 K13:+32.0564 - G1:+32.0564 - T6:+79.96633 5.09999994438484e-14
42 YLR259C HSP60 rep1F01 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 3.99999988687227e-09
42 YLR259C HSP60 rep1F01 heavy QIIENAGEEGSVIIGK 485 K16:+36.0756 - Q1:+36.0756 - S11:+79.96633 2.39999995788401e-13
42 YLR259C HSP60 rep1F01 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 0.00016999999934

42 YLR259C HSP60 rep1F03 heavy GSIDITTTNSYEKEK 379
K13:+36.0756 - K15:+36.0756 - G1:+36.0756 - 

T8:+79.96633 3.3000000598804e-07

42 YLR259C HSP60 rep1F03 inter GSIDITTTNSYEKEK 379
K13:+32.0564 - K15:+32.0564 - G1:+32.0564 - 

T8:+79.96633 1.69999994983905e-12
42 YLR259C HSP60 rep2F01 inter GSIDITTTNSYEK 379 K13:+32.0564 - G1:+32.0564 - T8:+79.96633 1.50000005305628e-07
42 YLR259C HSP60 rep2F01 heavy GSIDITTTNSYEK 377 K13:+36.0756 - G1:+36.0756 - T6:+79.96633 7.3000000488932e-10
42 YLR259C HSP60 rep2F02 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 3.09999997893939e-10
42 YLR259C HSP60 rep3F01 heavy GSIDITTTNSYEK 379 K13:+36.0756 - G1:+36.0756 - T8:+79.96633 8.70000003487803e-05
42 YLR259C HSP60 rep3F01 light GSIDITTTNSYEK 377 K13:+28.0313 - G1:+28.0313 - T6:+79.96633 1.00000000362749e-15
42 YLR259C HSP60 rep3F01 light LIDEYGDDFAK 495 K11:+28.0313 - L1:+28.0313 - Y5:+79.96633 5.40000019100262e-06
42 YLR259C HSP60 rep3F02 light GSIDITTTNSYEK 379 K13:+28.0313 - G1:+28.0313 - T8:+79.96633 6.19999995787879e-10
42 YLR259C HSP60 rep3F02 light LLASAMEK 185 K8:+28.0313 - L1:+28.0313 - S4:+79.96633 0.00279999990016
42 YLR259C HSP60 rep3F02 inter LLASAMEK 185 K8:+32.0564 - L1:+32.0564 - S4:+79.96633 0.00240000011399
42 YLR259C HSP60 rep3F02 light QIIENAGEEGSVIIGK 485 K16:+28.0313 - Q1:+28.0313 - S11:+79.96633 7.99999985961336e-14
42 YLR259C HSP60 rep3F02 light QIIENAGEEGSVIIGK 485 K16:+28.0313 - Q1:+28.0313 - S11:+79.96633 1.10000000219657e-08
42 YLR259C HSP60 rep3F02 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 7.60000007371531e-10
42 YLR259C HSP60 rep3F02 heavy QIIENAGEEGSVIIGK 485 K16:+36.0756 - Q1:+36.0756 - S11:+79.96633 4.40000005831262e-13
42 YLR259C HSP60 rep3F02 heavy QIIENAGEEGSVIIGK 485 K16:+36.0756 - Q1:+36.0756 - S11:+79.96633 4.79999995306457e-09
42 YLR259C HSP60 rep3F02 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 5.49999981558358e-07
42 YLR259C HSP60 rep3F02 light QIIENAGEEGSVIIGK 485 K16:+28.0313 - Q1:+28.0313 - S11:+79.96633 2.29999997714003e-07
42 YLR259C HSP60 rep3F02 light QIIENAGEEGSVIIGK 485 K16:+28.0313 - Q1:+28.0313 - S11:+79.96633 4.99999998002099e-12
42 YLR259C HSP60 rep3F03 light EGVITIR 197 E1:+28.0313 - T5:+79.96633 0.00749999983236

42 YLR259C HSP60 rep3F04 light GSIDITTTNSYEKEK 378
K13:+28.0313 - K15:+28.0313 - G1:+28.0313 - 

T7:+79.96633 8.3999999881193e-13



42 YLR259C HSP60 rep3F04 light GSIDITTTNSYEKEK 379
K13:+28.0313 - K15:+28.0313 - G1:+28.0313 - 

T8:+79.96633 4.40000008650188e-10

42 YLR259C HSP60 rep3F04 heavy GSIDITTTNSYEKEK 379
K13:+36.0756 - K15:+36.0756 - G1:+36.0756 - 

T8:+79.96633 1.49999996210681e-05

42 YLR259C HSP60 rep3F04 light GSIDITTTNSYEKEK 377
K13:+28.0313 - K15:+28.0313 - G1:+28.0313 - 

T6:+79.96633 4.90000021894504e-13
42 YLR259C HSP60 rep3F04 light LLQEVASKTNEAAGDGTTSATVLGR 100 K8:+28.0313 - L1:+28.0313 - S7:+79.96633 1.00000000362749e-15

42 YLR259C HSP60 rep3F05 light GSIDITTTNSYEKEK 379
K13:+28.0313 - K15:+28.0313 - G1:+28.0313 - 

T8:+79.96633 6.1000001494449e-08
42 YLR259C HSP60 rep4F01 heavy VGGASEVEVGEK 407 K12:+36.0756 - V1:+36.0756 - S5:+79.96633 0.00072000001092
42 YLR259C HSP60 rep4F01 inter GSIDITTTNSYEK 379 K13:+32.0564 - G1:+32.0564 - T8:+79.96633 1.7999999499807e-06
42 YLR259C HSP60 rep4F01 light GSIDITTTNSYEK 379 K13:+28.0313 - G1:+28.0313 - T8:+79.96633 3.40000005962793e-05
42 YLR259C HSP60 rep4F01 inter LIDEYGDDFAK 495 K11:+32.0564 - L1:+32.0564 - Y5:+79.96633 0.00082999997539
42 YLR259C HSP60 rep4F01 light QIIENAGEEGSVIIGK 485 K16:+28.0313 - Q1:+28.0313 - S11:+79.96633 1.50000005305628e-06
42 YLR259C HSP60 rep4F01 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 1.90000001842883e-10
42 YLR259C HSP60 rep4F01 light QIIENAGEEGSVIIGK 485 K16:+28.0313 - Q1:+28.0313 - S11:+79.96633 5.80000006356052e-11
42 YLR259C HSP60 rep4F01 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 1.80000003617564e-12
42 YLR259C HSP60 rep4F01 heavy QIIENAGEEGSVIIGK 485 K16:+36.0756 - Q1:+36.0756 - S11:+79.96633 2.60000007634709e-11
42 YLR259C HSP60 rep4F02 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 8.69999983166281e-09
42 YLR259C HSP60 rep4F02 inter QIIENAGEEGSVIIGK 485 K16:+32.0564 - Q1:+32.0564 - S11:+79.96633 1.70000006960436e-07
42 YLR259C HSP60 rep4F02 light AIFTESVK 122 K8:+28.0313 - A1:+28.0313 - T4:+79.96633 0.00018000000273

42 YLR259C HSP60 rep4F03 light GSIDITTTNSYEKEK 379
K13:+28.0313 - K15:+28.0313 - G1:+28.0313 - 

T8:+79.96633 3.00000002617651e-09

42 YLR259C HSP60 rep4F03 inter GSIDITTTNSYEKEK 379
K13:+32.0564 - K15:+32.0564 - G1:+32.0564 - 

T8:+79.96633 2.90000003178026e-11

42 YLR259C HSP60 rep4F03 light GSIDITTTNSYEKEK 379
K13:+28.0313 - K15:+28.0313 - G1:+28.0313 - 

T8:+79.96633 5.00000006675716e-11

42 YLR259C HSP60 rep4F03 inter GSIDITTTNSYEKEK 379
K13:+32.0564 - K15:+32.0564 - G1:+32.0564 - 

T8:+79.96633 1.8999999351621e-09

42 YLR259C HSP60 rep4F10 inter SSKVEFEKPLLLLSEK 231
K3:+32.0564 - K8:+32.0564 - K16:+32.0564 - 

S1:+32.0564 - S1:+79.96633 0.00200000009499
43 YHR135C YCK1 rep1F01 heavy SSMTATTAANSNSNSSR 49 S1:+36.0756 - T7:+79.96633 6.50000005534244e-14
43 YHR135C YCK1 rep1F01 heavy ATGQPPSQPQAQTQSQQFGAR 493 A1:+36.0756 - S15:+79.96633 1.70000003657522e-11
43 YHR135C YCK1 rep1F01 heavy ATGQPPSQPQAQTQSQQFGAR 493 A1:+36.0756 - S15:+79.96633 7.0000000804496e-13
43 YHR135C YCK1 rep1F01 light ATGQPPSQPQAQTQSQQFGAR 493 A1:+28.0313 - S15:+79.96633 1.10000001457815e-13
43 YHR135C YCK1 rep1F01 heavy ATGQPPSQPQAQTQSQQFGAR 485 A1:+36.0756 - S7:+79.96633 9.69999983113645e-11
43 YHR135C YCK1 rep1F01 heavy ATGQPPSQPQAQTQSQQFGAR 485 A1:+36.0756 - S7:+79.96633 1.2999999687846e-10

43 YHR135C YCK1 rep1F011 heavy TPEQHPNDDNSSLAASHKGFFQK 527
K18:+36.0756 - K23:+36.0756 - T1:+36.0756 - 

S16:+79.96633 1.3000000080865e-06
43 YHR135C YCK1 rep1F02 heavy YQPQQQPSAALR 507 Y1:+36.0756 - S8:+79.96633 2.20000003992027e-07
43 YHR135C YCK1 rep1F07 heavy TPEQHPNDDNSSLAASHK 527 K18:+36.0756 - T1:+36.0756 - S16:+79.96633 7.99999996803358e-11
43 YHR135C YCK1 rep1F07 heavy TPEQHPNDDNSSLAASHK 527 K18:+36.0756 - T1:+36.0756 - S16:+79.96633 1.00000000362749e-15
43 YHR135C YCK1 rep1F07 inter TPEQHPNDDNSSLAASHK 527 K18:+32.0564 - T1:+32.0564 - S16:+79.96633 1.199999978942e-13
43 YHR135C YCK1 rep1F07 light TPEQHPNDDNSSLAASHK 527 K18:+28.0313 - T1:+28.0313 - S16:+79.96633 2.69999994584325e-10
43 YHR135C YCK1 rep1F07 inter TPEQHPNDDNSSLAASHK 527 K18:+32.0564 - T1:+32.0564 - S16:+79.96633 2.59999998825566e-14

43 YHR135C YCK1 rep1F07 light TPEQHPNDDNSSLAASHK 523527
K18:+28.0313 - T1:+28.0313 - S12:+79.96633 - 

S16:+79.96633 1.59999999027605e-07
43 YHR135C YCK1 rep1F07 heavy TPEQHPNDDNSSLAASHK 523 K18:+36.0756 - T1:+36.0756 - S12:+79.96633 1.30000003817354e-11



43 YHR135C YCK1 rep1F07 heavy TPEQHPNDDNSSLAASHK 522527
K18:+36.0756 - T1:+36.0756 - S11:+79.96633 - 

S16:+79.96633 3.40000005927266e-09
43 YHR135C YCK1 rep1F08 heavy TPEQHPNDDNSSLAASHK 523 K18:+36.0756 - T1:+36.0756 - S12:+79.96633 1.39999997705864e-10
43 YHR135C YCK1 rep1F08 light TPEQHPNDDNSSLAASHK 523 K18:+28.0313 - T1:+28.0313 - S12:+79.96633 2.09999995171017e-09

43 YHR135C YCK1 rep1F08 heavy TEADMRNSQYKPK 422
K11:+36.0756 - K13:+36.0756 - T1:+36.0756 - 

S8:+79.96633 1.59999999596039e-05

43 YHR135C YCK1 rep1F09 light TPEQHPNDDNSSLAASHK 522523
K18:+28.0313 - T1:+28.0313 - S11:+79.96633 - 

S12:+79.96633 6.39999988769069e-13

43 YHR135C YCK1 rep1F09 heavy TPEQHPNDDNSSLAASHK 522523
K18:+36.0756 - T1:+36.0756 - S11:+79.96633 - 

S12:+79.96633 2.20000007794541e-11
43 YHR135C YCK1 rep2F01 heavy ATGQPPSQPQAQTQSQQFGAR 493 A1:+36.0756 - S15:+79.96633 1.59999999360672e-10

43 YHR135C YCK1 rep2F010 light TPEQHPNDDNSSLAASHK 522523
K18:+28.0313 - T1:+28.0313 - S11:+79.96633 - 

S12:+79.96633 1.89999991562217e-05

43 YHR135C YCK1 rep2F012 light TPEQHPNDDNSSLAASHK 522523
K18:+28.0313 - T1:+28.0313 - S11:+79.96633 - 

S12:+79.96633 0.00579999992624
43 YHR135C YCK1 rep2F02 heavy YQPQQQPSAALR 507 Y1:+36.0756 - S8:+79.96633 1.29999998534913e-05
43 YHR135C YCK1 rep2F07 inter TPEQHPNDDNSSLAASHK 527 K18:+32.0564 - T1:+32.0564 - S16:+79.96633 1.49999994647487e-08
43 YHR135C YCK1 rep2F07 light TPEQHPNDDNSSLAASHK 527 K18:+28.0313 - T1:+28.0313 - S16:+79.96633 4.29999993944996e-11
43 YHR135C YCK1 rep2F07 heavy TPEQHPNDDNSSLAASHK 527 K18:+36.0756 - T1:+36.0756 - S16:+79.96633 4.5000001751424e-15
43 YHR135C YCK1 rep2F07 light TPEQHPNDDNSSLAASHK 527 K18:+28.0313 - T1:+28.0313 - S16:+79.96633 1.7999999499807e-06

43 YHR135C YCK1 rep2F07 light TPEQHPNDDNSSLAASHK 522527
K18:+28.0313 - T1:+28.0313 - S11:+79.96633 - 

S16:+79.96633 0.00200000009499

43 YHR135C YCK1 rep2F08 light TPEQHPNDDNSSLAASHK 522523
K18:+28.0313 - T1:+28.0313 - S11:+79.96633 - 

S12:+79.96633 2.99999990127642e-11

43 YHR135C YCK1 rep2F08 inter TPEQHPNDDNSSLAASHK 522523
K18:+32.0564 - T1:+32.0564 - S11:+79.96633 - 

S12:+79.96633 4.1000001260727e-07

43 YHR135C YCK1 rep2F08 heavy TPEQHPNDDNSSLAASHK 522523
K18:+36.0756 - T1:+36.0756 - S11:+79.96633 - 

S12:+79.96633 6.90000001579705e-10

43 YHR135C YCK1 rep2F09 light TPEQHPNDDNSSLAASHK 522523
K18:+28.0313 - T1:+28.0313 - S11:+79.96633 - 

S12:+79.96633 1.7999999499807e-06

43 YHR135C YCK1 rep2F09 heavy TPEQHPNDDNSSLAASHK 522523
K18:+36.0756 - T1:+36.0756 - S11:+79.96633 - 

S12:+79.96633 2.99999997066536e-10

43 YHR135C YCK1 rep2F09 inter TPEQHPNDDNSSLAASHK 522523
K18:+32.0564 - T1:+32.0564 - S11:+79.96633 - 

S12:+79.96633 0.00028000000748
43 YHR135C YCK1 rep3F02 light ATGQPPSQPQAQTQSQQFGAR 493 A1:+28.0313 - S15:+79.96633 1.59999999360672e-11
43 YHR135C YCK1 rep3F06 light TPEQHPNDDNSSLAASHK 527 K18:+28.0313 - T1:+28.0313 - S16:+79.96633 1.10000001457815e-13
43 YHR135C YCK1 rep3F06 heavy TPEQHPNDDNSSLAASHK 527 K18:+36.0756 - T1:+36.0756 - S16:+79.96633 1.199999978942e-13
43 YHR135C YCK1 rep3F07 heavy TPEQHPNDDNSSLAASHK 527 K18:+36.0756 - T1:+36.0756 - S16:+79.96633 9.29999965926243e-11
43 YHR135C YCK1 rep3F07 light TPEQHPNDDNSSLAASHK 527 K18:+28.0313 - T1:+28.0313 - S16:+79.96633 1.70000000404916e-13
43 YHR135C YCK1 rep3F09 heavy QLHHQAVDSPAR 39 Q1:+36.0756 - S9:+79.96633 7.79999993483216e-07
43 YHR135C YCK1 rep4F06 heavy TPEQHPNDDNSSLAASHK 527 K18:+36.0756 - T1:+36.0756 - S16:+79.96633 1.10000002162547e-10
43 YHR135C YCK1 rep4F06 inter TPEQHPNDDNSSLAASHK 527 K18:+32.0564 - T1:+32.0564 - S16:+79.96633 4.20000015668998e-12
43 YHR135C YCK1 rep4F06 light TPEQHPNDDNSSLAASHK 527 K18:+28.0313 - T1:+28.0313 - S16:+79.96633 6.50000019086772e-13
43 YHR135C YCK1 rep4F08 inter QLHHQAVDSPAR 39 Q1:+32.0564 - S9:+79.96633 0.00013000000035
49 YLR355C ILV5 rep1F01 inter SLEFNSQPDYR 360 S1:+32.0564 - S6:+79.96633 2.09999995171017e-09
49 YLR355C ILV5 rep1F01 light SLEFNSQPDYR 360 S1:+28.0313 - S6:+79.96633 1.20000004244503e-06
49 YLR355C ILV5 rep1F01 heavy YGMDYMYDACSTTAR 317 C10:+57.02146 - Y1:+36.0756 - S11:+79.96633 1.19999995183695e-12
49 YLR355C ILV5 rep1F01 light YGMDYMYDACSTTAR 317 C10:+57.02146 - Y1:+28.0313 - S11:+79.96633 1.00000000362749e-15



49 YLR355C ILV5 rep1F01 heavy GINSSYAVWNDVTGK 216 K15:+36.0756 - G1:+36.0756 - S5:+79.96633 1.00000000362749e-15
49 YLR355C ILV5 rep1F01 light GINSSYAVWNDVTGK 216 K15:+28.0313 - G1:+28.0313 - S5:+79.96633 2.59999993756921e-10
49 YLR355C ILV5 rep1F08 heavy TVRSLFK 205 K7:+36.0756 - T1:+36.0756 - S4:+79.96633 0.00036000000546

49 YLR355C ILV5 rep2F01 heavy YGMDYMYDACSTTAR 317
C10:+57.02146 - Y1:+36.0756 - M3:+15.99491 - 

S11:+79.96633 1.2000000104706e-08
49 YLR355C ILV5 rep2F01 light SLEFNSQPDYR 360 S1:+28.0313 - S6:+79.96633 7.80000027589267e-06
49 YLR355C ILV5 rep2F01 heavy SLEFNSQPDYR 360 S1:+36.0756 - S6:+79.96633 3.60000007582073e-09
49 YLR355C ILV5 rep2F01 light SLEFNSQPDYR 355 S1:+28.0313 - S1:+79.96633 0.00289999996312
49 YLR355C ILV5 rep2F01 heavy SLEFNSQPDYR 355 S1:+36.0756 - S1:+79.96633 0.00025000001187
49 YLR355C ILV5 rep2F01 heavy YGMDYMYDACSTTAR 317 C10:+57.02146 - Y1:+36.0756 - S11:+79.96633 6.3000001049307e-11
49 YLR355C ILV5 rep2F01 light GINSSYAVWNDVTGK 216 K15:+28.0313 - G1:+28.0313 - S5:+79.96633 3.7999998113436e-12
49 YLR355C ILV5 rep2F07 light TLYFSHGFSPVFK 170 K13:+28.0313 - T1:+28.0313 - S5:+79.96633 5.69999993385584e-12
49 YLR355C ILV5 rep3F01 light EVNSDLYGER 257 E1:+28.0313 - Y7:+79.96633 0.00109999999404

49 YLR355C ILV5 rep3F01 light YGMDYMYDACSTTAR 317
C10:+57.02146 - Y1:+28.0313 - M3:+15.99491 - 

S11:+79.96633 0.00078000000212
49 YLR355C ILV5 rep3F01 heavy SLEFNSQPDYR 360 S1:+36.0756 - S6:+79.96633 1.39999997705864e-10
49 YLR355C ILV5 rep3F01 light SLEFNSQPDYR 360 S1:+28.0313 - S6:+79.96633 1.60000002136229e-09
49 YLR355C ILV5 rep3F01 inter SLEFNSQPDYR 355 S1:+32.0564 - S1:+79.96633 3.80000003685765e-10
49 YLR355C ILV5 rep3F01 light YGMDYMYDACSTTAR 317 C10:+57.02146 - Y1:+28.0313 - S11:+79.96633 1.59999999360672e-11
49 YLR355C ILV5 rep3F01 heavy YGMDYMYDACSTTAR 317 C10:+57.02146 - Y1:+36.0756 - S11:+79.96633 3.70000002858362e-11
49 YLR355C ILV5 rep3F01 light YGMDYMYDACSTTAR 317 C10:+57.02146 - Y1:+28.0313 - S11:+79.96633 1.79999997129698e-08
49 YLR355C ILV5 rep3F02 inter SLEFNSQPDYR 360 S1:+32.0564 - S6:+79.96633 1.99999998784506e-08
49 YLR355C ILV5 rep3F02 light SLEFNSQPDYR 360 S1:+28.0313 - S6:+79.96633 5.19999998616072e-09
49 YLR355C ILV5 rep3F02 heavy SLEFNSQPDYR 360 S1:+36.0756 - S6:+79.96633 3.90000004513169e-10
49 YLR355C ILV5 rep3F02 light QINFGGTVETVYER 56 Q1:+28.0313 - T7:+79.96633 1.80000001015479e-10
49 YLR355C ILV5 rep3F02 heavy QINFGGTVETVYER 59 Q1:+36.0756 - T10:+79.96633 3.10000003445055e-09
49 YLR355C ILV5 rep3F02 light QINFGGTVETVYER 59 Q1:+28.0313 - T10:+79.96633 4.00000004674439e-07
49 YLR355C ILV5 rep3F02 heavy QINFGGTVETVYER 59 Q1:+36.0756 - T10:+79.96633 4.60000002533434e-08
49 YLR355C ILV5 rep3F02 inter GINSSYAVWNDVTGK 215 K15:+32.0564 - G1:+32.0564 - S4:+79.96633 6.60000008746893e-14
49 YLR355C ILV5 rep3F02 light GINSSYAVWNDVTGK 215 K15:+28.0313 - G1:+28.0313 - S4:+79.96633 1.40000000481422e-09
49 YLR355C ILV5 rep3F02 light GINSSYAVWNDVTGK 216 K15:+28.0313 - G1:+28.0313 - S5:+79.96633 1.70000003793047e-14

49 YLR355C ILV5 rep3F04 heavy TTRGLKQINFGGTVETVYER 44
K6:+36.0756 - T1:+36.0756 - T1:+79.96633 - 

T1:+42.01056 0.00350000010803
49 YLR355C ILV5 rep3F05 light SLEFNSQPDYREK 360 K13:+28.0313 - S1:+28.0313 - S6:+79.96633 5.80000005356851e-07
49 YLR355C ILV5 rep3F06 light ELDTIRNMEIWK 374 K12:+28.0313 - E1:+28.0313 - T4:+79.96633 0.00260000000708
49 YLR355C ILV5 rep3F07 light TVRSLFK 205 K7:+28.0313 - T1:+28.0313 - S4:+79.96633 0.00639999983832
49 YLR355C ILV5 rep4F01 heavy SLEFNSQPDYR 360 S1:+36.0756 - S6:+79.96633 1.30000003650821e-07
49 YLR355C ILV5 rep4F01 inter SLEFNSQPDYR 360 S1:+32.0564 - S6:+79.96633 6.70000011027128e-09
49 YLR355C ILV5 rep4F01 heavy SLEFNSQPDYR 355 S1:+36.0756 - S1:+79.96633 2.99999989294975e-08
49 YLR355C ILV5 rep4F01 inter YGMDYMYDACSTTAR 317 C10:+57.02146 - Y1:+32.0564 - S11:+79.96633 7.40000016818954e-09
49 YLR355C ILV5 rep4F01 inter QINFGGTVETVYER 59 Q1:+32.0564 - T10:+79.96633 3.40000000376151e-10
49 YLR355C ILV5 rep4F01 light GINSSYAVWNDVTGK 215 K15:+28.0313 - G1:+28.0313 - S4:+79.96633 1.59999995474891e-08
49 YLR355C ILV5 rep4F05 light ELDTIRNMEIWK 374 K12:+28.0313 - E1:+28.0313 - T4:+79.96633 0.0002300000051
49 YLR355C ILV5 rep4F05 inter ELDTIRNMEIWK 374 K12:+32.0564 - E1:+32.0564 - T4:+79.96633 2.40000008489005e-05
50 YBL045C COR1 rep1F01 inter EGLALSSNISR 94 E1:+32.0564 - S6:+79.96633 4.80000016978011e-05
50 YBL045C COR1 rep1F01 light AAFLGSEVR 247 A1:+28.0313 - S6:+79.96633 0.001200000057
50 YBL045C COR1 rep1F01 inter AAFLGSEVR 247 A1:+32.0564 - S6:+79.96633 0.00350000010803
50 YBL045C COR1 rep1F01 light ANLLSSSNFEATK 135 K13:+28.0313 - A1:+28.0313 - S7:+79.96633 2.99999989294975e-08



50 YBL045C COR1 rep1F01 inter ANLLSSSNFEATK 135 K13:+32.0564 - A1:+32.0564 - S7:+79.96633 6.29999999108947e-14
50 YBL045C COR1 rep1F01 inter DFQSYIVSSLPGSTDK 112 K16:+32.0564 - D1:+32.0564 - S13:+79.96633 3.39999996867846e-06
50 YBL045C COR1 rep1F02 heavy ATAVATPK 20 K8:+36.0756 - A1:+36.0756 - T2:+79.96633 0.00400000018999
50 YBL045C COR1 rep1F02 inter LATAVATPK 24 K9:+32.0564 - L1:+32.0564 - T7:+79.96633 0.00240000011399

50 YBL045C COR1 rep1F05 inter ANLLSSSNFEATKK 133
K13:+32.0564 - K14:+32.0564 - A1:+32.0564 - 

S5:+79.96633 1.49999998533268e-10

50 YBL045C COR1 rep1F06 light ANLLSSSNFEATKK 135
K13:+28.0313 - K14:+28.0313 - A1:+28.0313 - 

S7:+79.96633 2.50000003337858e-11

50 YBL045C COR1 rep1F06 inter ANLLSSSNFEATKK 133
K13:+32.0564 - K14:+32.0564 - A1:+32.0564 - 

S5:+79.96633 1.10000001457815e-13

50 YBL045C COR1 rep2F06 inter ANLLSSSNFEATKK 134
K13:+32.0564 - K14:+32.0564 - A1:+32.0564 - 

S6:+79.96633 1.50000001308825e-09

50 YBL045C COR1 rep2F06 light ANLLSSSNFEATKK 135
K13:+28.0313 - K14:+28.0313 - A1:+28.0313 - 

S7:+79.96633 5.69999984711966e-11

50 YBL045C COR1 rep2F06 inter ANLLSSSNFEATKK 135
K13:+32.0564 - K14:+32.0564 - A1:+32.0564 - 

S7:+79.96633 9.10000019782586e-10
50 YBL045C COR1 rep3F01 inter EGLALSSNISR 94 E1:+32.0564 - S6:+79.96633 0.00310000008903
50 YBL045C COR1 rep3F01 heavy EGLALSSNISR 94 E1:+36.0756 - S6:+79.96633 0.00015999999596
50 YBL045C COR1 rep3F02 inter AAFLGSEVR 247 A1:+32.0564 - S6:+79.96633 0.00041999999667
50 YBL045C COR1 rep3F02 heavy ANLLSSSNFEATK 134 K13:+36.0756 - A1:+36.0756 - S6:+79.96633 3.90000011452063e-11
50 YBL045C COR1 rep3F02 inter ANLLSSSNFEATK 135 K13:+32.0564 - A1:+32.0564 - S7:+79.96633 9.59999996164029e-11
50 YBL045C COR1 rep3F02 heavy ANLLSSSNFEATK 135 K13:+36.0756 - A1:+36.0756 - S7:+79.96633 9.99999971718069e-10
50 YBL045C COR1 rep3F02 light ANLLSSSNFEATK 135 K13:+28.0313 - A1:+28.0313 - S7:+79.96633 4.90000011052483e-12
50 YBL045C COR1 rep3F02 inter LAAQIFGSYNAFEPASR 287 L1:+32.0564 - S8:+79.96633 1.3000000080865e-06
50 YBL045C COR1 rep3F02 light LAAQIFGSYNAFEPASR 287 L1:+28.0313 - S8:+79.96633 1.09999997999211e-09
50 YBL045C COR1 rep3F03 inter LATAVATPK 24 K9:+32.0564 - L1:+32.0564 - T7:+79.96633 1.10000000859145e-05
50 YBL045C COR1 rep3F03 heavy LATAVATPK 24 K9:+36.0756 - L1:+36.0756 - T7:+79.96633 0.00279999990016
50 YBL045C COR1 rep3F04 inter LATAVATPK 24 K9:+32.0564 - L1:+32.0564 - T7:+79.96633 1.1999999571799e-07

50 YBL045C COR1 rep3F06 light ANLLSSSNFEATKK 135
K13:+28.0313 - K14:+28.0313 - A1:+28.0313 - 

S7:+79.96633 3.99999998401679e-12
50 YBL045C COR1 rep3F10 inter VLEHLHSTAFQNTPLSLPTR 172 V1:+32.0564 - T13:+79.96633 1.2999999687846e-10
50 YBL045C COR1 rep3F10 inter VLEHLHSTAFQNTPLSLPTR 175 V1:+32.0564 - S16:+79.96633 7.09999984152554e-13
50 YBL045C COR1 rep4F01 heavy EGLALSSNISR 95 E1:+36.0756 - S7:+79.96633 4.09999984185561e-06
50 YBL045C COR1 rep4F01 light EGLALSSNISR 98 E1:+28.0313 - S10:+79.96633 3.30000002577435e-05
50 YBL045C COR1 rep4F01 light ANLLSSSNFEATK 134 K13:+28.0313 - A1:+28.0313 - S6:+79.96633 1.30000003817354e-11
50 YBL045C COR1 rep4F01 heavy ANLLSSSNFEATK 135 K13:+36.0756 - A1:+36.0756 - S7:+79.96633 7.89999976547051e-09
50 YBL045C COR1 rep4F01 light ANLLSSSNFEATK 135 K13:+28.0313 - A1:+28.0313 - S7:+79.96633 1.70000000188075e-10
50 YBL045C COR1 rep4F01 light DFQSYIVSSLPGSTDK 112 K16:+28.0313 - D1:+28.0313 - S13:+79.96633 1.3000000080865e-06
50 YBL045C COR1 rep4F02 inter ATAVATPK 24 K8:+32.0564 - A1:+32.0564 - T6:+79.96633 0.00449999980628
50 YBL045C COR1 rep4F02 inter LATAVATPK 24 K9:+32.0564 - L1:+32.0564 - T7:+79.96633 0.0038999998942
50 YBL045C COR1 rep4F02 light LATAVATPK 24 K9:+28.0313 - L1:+28.0313 - T7:+79.96633 0.00340000004508
50 YBL045C COR1 rep4F02 inter LATAVATPK 24 K9:+32.0564 - L1:+32.0564 - T7:+79.96633 0.00230000005104

50 YBL045C COR1 rep4F05 light ANLLSSSNFEATKK 135
K13:+28.0313 - K14:+28.0313 - A1:+28.0313 - 

S7:+79.96633 2.7000000013544e-09

50 YBL045C COR1 rep4F05 light ANLLSSSNFEATKK 135
K13:+28.0313 - K14:+28.0313 - A1:+28.0313 - 

S7:+79.96633 1.49999998533268e-10

50 YBL045C COR1 rep4F05 light ANLLSSSNFEATKK 133
K13:+28.0313 - K14:+28.0313 - A1:+28.0313 - 

S5:+79.96633 4.5000000904391e-13



50 YBL045C COR1 rep4F09 heavy VLEHLHSTAFQNTPLSLPTR 172 V1:+36.0756 - T13:+79.96633 7.99999995138023e-08
53 YMR108W ILV2 rep1F01 heavy SASPLPASK 47 K9:+36.0756 - S1:+36.0756 - S3:+79.96633 2.60000007301642e-07
53 YMR108W ILV2 rep1F01 heavy YYSASPLPASK 47 K11:+36.0756 - Y1:+36.0756 - S5:+79.96633 0.00073999998858
53 YMR108W ILV2 rep1F01 heavy EYPYAYMEETPGSK 466 K14:+36.0756 - E1:+36.0756 - T10:+79.96633 1.89999997957102e-08
53 YMR108W ILV2 rep1F01 heavy TTLPSNALNQLTSR 277 T1:+36.0756 - T12:+79.96633 0.00319999991916
53 YMR108W ILV2 rep1F01 inter TTLPSNALNQLTSR 277 T1:+32.0564 - T12:+79.96633 7.90000012784731e-06

53 YMR108W ILV2 rep1F010 heavy SASPLPASKRPEPAPSFNVDPLEQPAEPSK 52
K9:+36.0756 - K30:+36.0756 - S1:+36.0756 - 

S8:+79.96633 1.49999995063821e-11
53 YMR108W ILV2 rep1F02 heavy SASPLPASK 47 K9:+36.0756 - S1:+36.0756 - S3:+79.96633 0.00047999998787
53 YMR108W ILV2 rep1F06 heavy VTGNISKFAPEAR 386 K7:+36.0756 - V1:+36.0756 - S6:+79.96633 2.80000003840541e-05
53 YMR108W ILV2 rep2F01 heavy EYPYAYMEETPGSK 466 K14:+36.0756 - E1:+36.0756 - T10:+79.96633 2.1000000742788e-06
53 YMR108W ILV2 rep2F01 heavy TTLPSNALNQLTSR 270 T1:+36.0756 - S5:+79.96633 9.89999993095125e-09
53 YMR108W ILV2 rep2F02 inter ASPLPASK 47 K8:+32.0564 - A1:+32.0564 - S2:+79.96633 0.00680000009015
53 YMR108W ILV2 rep2F02 heavy SASPLPASK 47 K9:+36.0756 - S1:+36.0756 - S3:+79.96633 0.00082999997539
53 YMR108W ILV2 rep2F06 heavy VTGNISKFAPEAR 386 K7:+36.0756 - V1:+36.0756 - S6:+79.96633 0.00011000000086
53 YMR108W ILV2 rep3F01 heavy TTLPSNALNQLTSR 270 T1:+36.0756 - S5:+79.96633 0.00067999999737
53 YMR108W ILV2 rep3F02 light SASPLPASK 47 K9:+28.0313 - S1:+28.0313 - S3:+79.96633 0.0010000000475
53 YMR108W ILV2 rep3F02 light TTLPSNALNQLTSR 277 T1:+28.0313 - T12:+79.96633 9.99999997475243e-07
53 YMR108W ILV2 rep3F02 heavy TTLPSNALNQLTSR 277 T1:+36.0756 - T12:+79.96633 1.60000001869776e-06
53 YMR108W ILV2 rep3F02 light TTLPSNALNQLTSR 277 T1:+28.0313 - T12:+79.96633 9.40000027185306e-05
53 YMR108W ILV2 rep3F02 light TTLPSNALNQLTSR 278 T1:+28.0313 - S13:+79.96633 0.00089999998454
53 YMR108W ILV2 rep3F02 light TTLPSNALNQLTSR 278 T1:+28.0313 - S13:+79.96633 0.00200000009499
53 YMR108W ILV2 rep3F02 light EYPYAYMEETPGSK 466 K14:+28.0313 - E1:+28.0313 - T10:+79.96633 3.99999988687227e-09
53 YMR108W ILV2 rep3F03 light SASPLPASK 47 K9:+28.0313 - S1:+28.0313 - S3:+79.96633 0.00036999999429
53 YMR108W ILV2 rep3F03 heavy SASPLPASK 47 K9:+36.0756 - S1:+36.0756 - S3:+79.96633 1.49999996210681e-05
53 YMR108W ILV2 rep3F03 inter SASPLPASK 47 K9:+32.0564 - S1:+32.0564 - S3:+79.96633 9.39999972615624e-06
53 YMR108W ILV2 rep3F03 heavy ASPLPASK 47 K8:+36.0756 - A1:+36.0756 - S2:+79.96633 0.00300000002608
53 YMR108W ILV2 rep3F03 inter ASPLPASK 47 K8:+32.0564 - A1:+32.0564 - S2:+79.96633 0.00096999999369
53 YMR108W ILV2 rep3F03 light SASPLPASK 52 K9:+28.0313 - S1:+28.0313 - S8:+79.96633 0.00109999999404
53 YMR108W ILV2 rep3F06 light VTGNISKFAPEAR 386 K7:+28.0313 - V1:+28.0313 - S6:+79.96633 1.59999995474891e-08

53 YMR108W ILV2 rep3F09 light SASPLPASKRPEPAPSFNVDPLEQPAEPSK 52
K9:+28.0313 - K30:+28.0313 - S1:+28.0313 - 

S8:+79.96633 5.5999999776235e-11
53 YMR108W ILV2 rep4F01 inter AQDEFVMQSINK 288 K12:+32.0564 - A1:+32.0564 - S9:+79.96633 3.40000007315044e-11
53 YMR108W ILV2 rep4F01 light AQDEFVMQSINK 288 K12:+28.0313 - A1:+28.0313 - S9:+79.96633 5.99999984842725e-05
53 YMR108W ILV2 rep4F01 inter TTLPSNALNQLTSR 278 T1:+32.0564 - S13:+79.96633 4.60000002533434e-08
53 YMR108W ILV2 rep4F01 inter TTLPSNALNQLTSR 277 T1:+32.0564 - T12:+79.96633 1.29999998534913e-05
53 YMR108W ILV2 rep4F01 light EYPYAYMEETPGSK 466 K14:+28.0313 - E1:+28.0313 - T10:+79.96633 2.60000007301642e-07
53 YMR108W ILV2 rep4F01 inter EYPYAYMEETPGSK 466 K14:+32.0564 - E1:+32.0564 - T10:+79.96633 9.09999992027011e-11
53 YMR108W ILV2 rep4F01 inter TTLPSNALNQLTSR 270 T1:+32.0564 - S5:+79.96633 1.19999995183695e-12
53 YMR108W ILV2 rep4F02 inter ASPLPASK 47 K8:+32.0564 - A1:+32.0564 - S2:+79.96633 0.00013000000035
53 YMR108W ILV2 rep4F02 light SASPLPASK 47 K9:+28.0313 - S1:+28.0313 - S3:+79.96633 1.40000001920271e-05
53 YMR108W ILV2 rep4F02 inter SASPLPASK 47 K9:+32.0564 - S1:+32.0564 - S3:+79.96633 6.00000021222513e-06
53 YMR108W ILV2 rep4F02 heavy SASPLPASK 47 K9:+36.0756 - S1:+36.0756 - S3:+79.96633 7.99999995138023e-08
53 YMR108W ILV2 rep4F02 light ASPLPASK 47 K8:+28.0313 - A1:+28.0313 - S2:+79.96633 0.00159999995958
53 YMR108W ILV2 rep4F02 inter SASPLPASK 47 K9:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00179999996908
60 YBL015W ACH1 rep1F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - M12:+15.99491 - T7:+79.96633 0.00710000004619
60 YBL015W ACH1 rep1F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 9.69999964581802e-05
60 YBL015W ACH1 rep1F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 7.39999995857943e-06



60 YBL015W ACH1 rep1F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 0.00109999999404
60 YBL015W ACH1 rep1F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 4.60000002533434e-08
60 YBL015W ACH1 rep1F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 8.29999989946373e-05
60 YBL015W ACH1 rep1F02 light MLNGLGGSADFLR 397 M1:+28.0313 - S8:+79.96633 0.00279999990016
60 YBL015W ACH1 rep2F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 0.00044000000344
60 YBL015W ACH1 rep2F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 0.00719999987632
60 YBL015W ACH1 rep2F01 inter DQVPPNTPSDDMSR 247 D1:+32.0564 - S13:+79.96633 0.00870000012219
60 YBL015W ACH1 rep2F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 5.80000014451798e-05
60 YBL015W ACH1 rep2F01 inter DQVPPNTPSDDMSR 247 D1:+32.0564 - S13:+79.96633 9.99999974737875e-06
60 YBL015W ACH1 rep2F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 7.69999969634227e-05
60 YBL015W ACH1 rep2F02 light DQVPPNTPSDDMSR 241 D1:+28.0313 - M12:+15.99491 - T7:+79.96633 0.00026000000071
60 YBL015W ACH1 rep2F02 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 8.30000044516055e-06
60 YBL015W ACH1 rep2F02 light MLNGLGGSADFLR 397 M1:+28.0313 - S8:+79.96633 1.50000005305628e-06
60 YBL015W ACH1 rep3F01 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 0.001200000057
60 YBL015W ACH1 rep3F01 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 6.30000022283639e-06
60 YBL015W ACH1 rep3F01 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 0.00015000000712
60 YBL015W ACH1 rep3F02 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 0.00139999995008
60 YBL015W ACH1 rep3F02 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 7.99999997980194e-06
60 YBL015W ACH1 rep3F02 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 0.00015999999596
60 YBL015W ACH1 rep3F02 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 8.50000014906982e-06
60 YBL015W ACH1 rep3F02 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 1.20000004244503e-06
60 YBL015W ACH1 rep3F02 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 1.99999994947575e-05
60 YBL015W ACH1 rep3F02 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 4.69999986307812e-06
60 YBL015W ACH1 rep3F02 inter MLNGLGGSADFLR 397 M1:+32.0564 - S8:+79.96633 4.70000003360838e-07
60 YBL015W ACH1 rep3F03 inter DQVPPNTPSDDMSR 241 D1:+32.0564 - T7:+79.96633 7.19999979992281e-06
60 YBL015W ACH1 rep4F01 heavy DQVPPNTPSDDMSR 241 D1:+36.0756 - T7:+79.96633 3.50000004800677e-06
60 YBL015W ACH1 rep4F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 0.00190000003204
60 YBL015W ACH1 rep4F01 heavy DQVPPNTPSDDMSR 241 D1:+36.0756 - T7:+79.96633 1.20000004244503e-05
60 YBL015W ACH1 rep4F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 0.00109999999404
60 YBL015W ACH1 rep4F01 heavy DQVPPNTPSDDMSR 241 D1:+36.0756 - T7:+79.96633 0.00036000000546
60 YBL015W ACH1 rep4F01 heavy DQVPPNTPSDDMSR 241 D1:+36.0756 - T7:+79.96633 1.10000000859145e-05
60 YBL015W ACH1 rep4F01 heavy DQVPPNTPSDDMSR 241 D1:+36.0756 - T7:+79.96633 3.30000002577435e-05
60 YBL015W ACH1 rep4F01 heavy DQVPPNTPSDDMSR 241 D1:+36.0756 - T7:+79.96633 7.999999797903e-05
60 YBL015W ACH1 rep4F01 light DQVPPNTPSDDMSR 241 D1:+28.0313 - T7:+79.96633 0.00034999998752
60 YBL015W ACH1 rep4F02 heavy DQVPPNTPSDDMSR 241 D1:+36.0756 - T7:+79.96633 7.79999993483216e-07
60 YBL015W ACH1 rep4F02 heavy MLNGLGGSADFLR 397 M1:+36.0756 - S8:+79.96633 3.30000005099862e-09
62 YIL125W KGD1 rep1F01 light NPSGAVAAGSK 988 K11:+28.0313 - N1:+28.0313 - S3:+79.96633 1.10000000859145e-05
62 YIL125W KGD1 rep1F01 inter NPSGAVAAGSK 988 K11:+32.0564 - N1:+32.0564 - S3:+79.96633 2.69999986812763e-07
62 YIL125W KGD1 rep1F01 heavy NPSGAVAAGSK 988 K11:+36.0756 - N1:+36.0756 - S3:+79.96633 4.19999992118392e-07
62 YIL125W KGD1 rep1F01 light STPYPSDLAK 453 K10:+28.0313 - S1:+28.0313 - T2:+79.96633 4.80000016978011e-05
62 YIL125W KGD1 rep1F01 inter STPYPSDLAK 453 K10:+32.0564 - S1:+32.0564 - T2:+79.96633 1.89999997957102e-08

62 YIL125W KGD1 rep1F010 inter RESLGDKTTAFLK 910
K7:+32.0564 - K13:+32.0564 - R1:+32.0564 - 

S3:+79.96633 0.00073999998858

62 YIL125W KGD1 rep1F010 light RESLGDKTTAFLK 910
K7:+28.0313 - K13:+28.0313 - R1:+28.0313 - 

S3:+79.96633 0.00170000002254

62 YIL125W KGD1 rep1F010 inter RESLGDKTTAFLK 910
K7:+32.0564 - K13:+32.0564 - R1:+32.0564 - 

S3:+79.96633 1.59999999027605e-07
62 YIL125W KGD1 rep1F02 heavy NPSGAVAAGSK 995 K11:+36.0756 - N1:+36.0756 - S10:+79.96633 4.50000006821938e-05



62 YIL125W KGD1 rep1F02 inter NPSGAVAAGSK 995 K11:+32.0564 - N1:+32.0564 - S10:+79.96633 1.09999996311672e-06

62 YIL125W KGD1 rep1F05 light QKSVIDVYTEK 530
K2:+28.0313 - K11:+28.0313 - Q1:+28.0313 - 

S3:+79.96633 3.90000013794634e-06

62 YIL125W KGD1 rep1F06 light QKSVIDVYTEK 530
K2:+28.0313 - K11:+28.0313 - Q1:+28.0313 - 

S3:+79.96633 0.00130000000354

62 YIL125W KGD1 rep1F06 inter QKSVIDVYTEK 530
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 1.50000005305628e-06

62 YIL125W KGD1 rep2F010 inter RESLGDKTTAFLK 910
K7:+32.0564 - K13:+32.0564 - R1:+32.0564 - 

S3:+79.96633 0.00062000000617

62 YIL125W KGD1 rep2F010 light RESLGDKTTAFLK 910
K7:+28.0313 - K13:+28.0313 - R1:+28.0313 - 

S3:+79.96633 0.00025000001187
62 YIL125W KGD1 rep2F02 inter NPSGAVAAGSK 995 K11:+32.0564 - N1:+32.0564 - S10:+79.96633 1.10000000859145e-05
62 YIL125W KGD1 rep2F02 inter NPSGAVAAGSK 988 K11:+32.0564 - N1:+32.0564 - S3:+79.96633 1.39999999440588e-11
62 YIL125W KGD1 rep2F02 light NPSGAVAAGSK 988 K11:+28.0313 - N1:+28.0313 - S3:+79.96633 9.99999974737875e-06
62 YIL125W KGD1 rep2F02 light STPYPSDLAK 453 K10:+28.0313 - S1:+28.0313 - T2:+79.96633 1.69999996302295e-08

62 YIL125W KGD1 rep2F05 light QKSVIDVYTEK 530
K2:+28.0313 - K11:+28.0313 - Q1:+28.0313 - 

S3:+79.96633 4.80000016978011e-06

62 YIL125W KGD1 rep2F05 inter QKSVIDVYTEK 530
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 4.39999985246686e-06

62 YIL125W KGD1 rep2F06 light QKSVIDVYTEK 530
K2:+28.0313 - K11:+28.0313 - Q1:+28.0313 - 

S3:+79.96633 9.50000014654506e-07

62 YIL125W KGD1 rep2F06 inter QKSVIDVYTEK 530
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 1.10000001996013e-07
62 YIL125W KGD1 rep3F01 heavy STPYPSDLAK 457 K10:+36.0756 - S1:+36.0756 - S6:+79.96633 1.99999999495049e-06
62 YIL125W KGD1 rep3F02 inter NPSGAVAAGSK 988 K11:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00410000002012
62 YIL125W KGD1 rep3F03 heavy STPYPSDLAK 453 K10:+36.0756 - S1:+36.0756 - T2:+79.96633 6.29999988177588e-07

62 YIL125W KGD1 rep3F05 inter QKSVIDVYTEK 530
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 1.40000002701868e-08

62 YIL125W KGD1 rep3F06 inter QKSVIDVYTEK 530
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 4.40000000878626e-08

62 YIL125W KGD1 rep3F06 inter QKSVIDVYTEK 530
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 4.8999998398358e-05

62 YIL125W KGD1 rep3F09 inter RESLGDKTTAFLK 910
K7:+32.0564 - K13:+32.0564 - R1:+32.0564 - 

S3:+79.96633 0.0054999999702

62 YIL125W KGD1 rep3F09 light RESLGDKTTAFLK 910
K7:+28.0313 - K13:+28.0313 - R1:+28.0313 - 

S3:+79.96633 1.40000001920271e-05
62 YIL125W KGD1 rep4F02 light NPSGAVAAGSK 988 K11:+28.0313 - N1:+28.0313 - S3:+79.96633 0.00170000002254
62 YIL125W KGD1 rep4F02 heavy STPYPSDLAK 453 K10:+36.0756 - S1:+36.0756 - T2:+79.96633 9.99999997475243e-07

62 YIL125W KGD1 rep4F04 heavy QKSVIDVYTEK 530
K2:+36.0756 - K11:+36.0756 - Q1:+36.0756 - 

S3:+79.96633 1.40000002701868e-08

62 YIL125W KGD1 rep4F05 heavy QKSVIDVYTEK 530
K2:+36.0756 - K11:+36.0756 - Q1:+36.0756 - 

S3:+79.96633 9.39999966753646e-10

62 YIL125W KGD1 rep4F05 heavy QKSVIDVYTEK 530
K2:+36.0756 - K11:+36.0756 - Q1:+36.0756 - 

S3:+79.96633 4.30000000051223e-07

62 YIL125W KGD1 rep4F08 light RESLGDKTTAFLK 910
K7:+28.0313 - K13:+28.0313 - R1:+28.0313 - 

S3:+79.96633 5.89999990552315e-06

62 YIL125W KGD1 rep4F08 inter RESLGDKTTAFLK 910
K7:+32.0564 - K13:+32.0564 - R1:+32.0564 - 

S3:+79.96633 0.00109999999404



74 YML008C ERG6 rep1F01 heavy KPENAETPSQTSQEATQ 375377
K1:+36.0756 - K1:+36.0756 - S9:+79.96633 - 

T11:+79.96633 9.29999988130703e-09

74 YML008C ERG6 rep1F01 light KPENAETPSQTSQEATQ 375377
K1:+28.0313 - K1:+28.0313 - S9:+79.96633 - 

T11:+79.96633 0.00460000010207
74 YML008C ERG6 rep1F01 heavy TGLSALMSK 29 K9:+36.0756 - T1:+36.0756 - S4:+79.96633 0.00300000002608
74 YML008C ERG6 rep1F02 heavy KPENAETPSQTSQEATQ 377 K1:+36.0756 - K1:+36.0756 - T11:+79.96633 0.00075000000652
74 YML008C ERG6 rep1F02 light KPENAETPSQTSQEATQ 382 K1:+28.0313 - K1:+28.0313 - T16:+79.96633 2.70000000455184e-05
74 YML008C ERG6 rep1F02 heavy KPENAETPSQTSQEATQ 375 K1:+36.0756 - K1:+36.0756 - S9:+79.96633 8.19999996792831e-08
74 YML008C ERG6 rep1F02 inter KPENAETPSQTSQEATQ 375 K1:+32.0564 - K1:+32.0564 - S9:+79.96633 3.49999993431993e-07
74 YML008C ERG6 rep1F03 heavy KPENAETPSQTSQEATQ 382 K1:+36.0756 - K1:+36.0756 - T16:+79.96633 9.69999964581802e-05

74 YML008C ERG6 rep2F01 heavy KPENAETPSQTSQEATQ 375377
K1:+36.0756 - K1:+36.0756 - S9:+79.96633 - 

T11:+79.96633 3.60000012733508e-05

74 YML008C ERG6 rep2F01 inter KPENAETPSQTSQEATQ 375378
K1:+32.0564 - K1:+32.0564 - S9:+79.96633 - 

S12:+79.96633 1.40000001920271e-05
74 YML008C ERG6 rep2F02 heavy KPENAETPSQTSQEATQ 377 K1:+36.0756 - K1:+36.0756 - T11:+79.96633 0.00150000001304
74 YML008C ERG6 rep2F02 heavy KPENAETPSQTSQEATQ 375 K1:+36.0756 - K1:+36.0756 - S9:+79.96633 2.69999986812763e-07
74 YML008C ERG6 rep2F02 inter KPENAETPSQTSQEATQ 375 K1:+32.0564 - K1:+32.0564 - S9:+79.96633 2.69999994584325e-11
74 YML008C ERG6 rep2F03 inter KPENAETPSQTSQEATQ 377 K1:+32.0564 - K1:+32.0564 - T11:+79.96633 3.79999983124435e-05
74 YML008C ERG6 rep3F02 inter TGLSALMSK 29 K9:+32.0564 - T1:+32.0564 - S4:+79.96633 0.0003999999899
74 YML008C ERG6 rep3F02 light TGLSALMSK 29 K9:+28.0313 - T1:+28.0313 - S4:+79.96633 0.00289999996312
74 YML008C ERG6 rep3F03 heavy KPENAETPSQTSQEATQ 382 K1:+36.0756 - K1:+36.0756 - T16:+79.96633 0.00860000029206
74 YML008C ERG6 rep3F03 inter KPENAETPSQTSQEATQ 373 K1:+32.0564 - K1:+32.0564 - T7:+79.96633 7.09999994796817e-06
74 YML008C ERG6 rep3F03 heavy KPENAETPSQTSQEATQ 373 K1:+36.0756 - K1:+36.0756 - T7:+79.96633 3.00000010611257e-06
74 YML008C ERG6 rep3F03 heavy KPENAETPSQTSQEATQ 373 K1:+36.0756 - K1:+36.0756 - T7:+79.96633 0.00260000000708

74 YML008C ERG6 rep4F01 light KPENAETPSQTSQEATQ 375377
K1:+28.0313 - K1:+28.0313 - S9:+79.96633 - 

T11:+79.96633 0.00740000000224

74 YML008C ERG6 rep4F01 inter KPENAETPSQTSQEATQ 375382
K1:+32.0564 - K1:+32.0564 - S9:+79.96633 - 

T16:+79.96633 0.00460000010207
74 YML008C ERG6 rep4F01 inter TGLSALMSK 29 K9:+32.0564 - T1:+32.0564 - S4:+79.96633 0.00028999999631
74 YML008C ERG6 rep4F01 heavy TGLSALMSK 29 K9:+36.0756 - T1:+36.0756 - S4:+79.96633 0.00019000000611
74 YML008C ERG6 rep4F02 heavy KPENAETPSQTSQEATQ 377 K1:+36.0756 - K1:+36.0756 - T11:+79.96633 0.00620000017807
74 YML008C ERG6 rep4F02 inter KPENAETPSQTSQEATQ 373 K1:+32.0564 - K1:+32.0564 - T7:+79.96633 8.00000010681146e-10
74 YML008C ERG6 rep4F02 inter KPENAETPSQTSQEATQ 373 K1:+32.0564 - K1:+32.0564 - T7:+79.96633 1.40000002701868e-08
74 YML008C ERG6 rep4F02 light KPENAETPSQTSQEATQ 373 K1:+28.0313 - K1:+28.0313 - T7:+79.96633 9.20000020414591e-05
74 YML008C ERG6 rep4F02 light KPENAETPSQTSQEATQ 373 K1:+28.0313 - K1:+28.0313 - T7:+79.96633 0.00170000002254

74 YML008C ERG6 rep4F02 light KPENAETPSQTSQEATQ 375373
K1:+28.0313 - K1:+28.0313 - S9:+79.96633 - 

T7:+79.96633 0.00159999995958
74 YML008C ERG6 rep4F02 inter KPENAETPSQTSQEATQ 373 K1:+32.0564 - K1:+32.0564 - T7:+79.96633 0.00076999998419
74 YML008C ERG6 rep4F02 inter KPENAETPSQTSQEATQ 375 K1:+32.0564 - K1:+32.0564 - S9:+79.96633 5.40000000270879e-09
77 YBR026C ETR1 rep1F01 inter VFSSSSDLIK 135 K10:+32.0564 - V1:+32.0564 - S3:+79.96633 0.00430000014603
77 YBR026C ETR1 rep1F01 light VFSSSSDLIK 136 K10:+28.0313 - V1:+28.0313 - S4:+79.96633 0.00669999979436
77 YBR026C ETR1 rep1F04 inter SSSAHQIPK 11 K9:+32.0564 - S1:+32.0564 - S2:+79.96633 0.00039000000106
77 YBR026C ETR1 rep1F04 heavy SSSAHQIPK 11 K9:+36.0756 - S1:+36.0756 - S2:+79.96633 0.00810000021011
77 YBR026C ETR1 rep1F05 light LALNSVGGKSSASIAR 266 K9:+28.0313 - L1:+28.0313 - S10:+79.96633 0.00109999999404
77 YBR026C ETR1 rep1F05 light LALNSVGGKSSASIAR 266 K9:+28.0313 - L1:+28.0313 - S10:+79.96633 1.00000000362749e-15
77 YBR026C ETR1 rep1F06 light LALNSVGGKSSASIAR 266 K9:+28.0313 - L1:+28.0313 - S10:+79.96633 1.70000000404916e-13
77 YBR026C ETR1 rep2F02 light VFSSSSDLIK 136 K10:+28.0313 - V1:+28.0313 - S4:+79.96633 0.00310000008903
77 YBR026C ETR1 rep2F05 light LALNSVGGKSSASIAR 266 K9:+28.0313 - L1:+28.0313 - S10:+79.96633 1.199999978942e-13



77 YBR026C ETR1 rep2F06 light LALNSVGGKSSASIAR 266 K9:+28.0313 - L1:+28.0313 - S10:+79.96633 2.69999994584325e-12
77 YBR026C ETR1 rep3F01 inter QDLSQSIVLK 49 K10:+32.0564 - Q1:+32.0564 - S4:+79.96633 0.00073999998858
77 YBR026C ETR1 rep3F02 inter VFSSSSDLIK 136 K10:+32.0564 - V1:+32.0564 - S4:+79.96633 2.59999997069826e-05
77 YBR026C ETR1 rep3F02 heavy VFSSSSDLIK 137 K10:+36.0756 - V1:+36.0756 - S5:+79.96633 4.70000013592653e-05
77 YBR026C ETR1 rep3F02 inter VFSSSSDLIK 136 K10:+32.0564 - V1:+32.0564 - S4:+79.96633 0.00022000000172
77 YBR026C ETR1 rep3F02 light VFSSSSDLIK 137 K10:+28.0313 - V1:+28.0313 - S5:+79.96633 0.00430000014603
77 YBR026C ETR1 rep3F05 inter MSSSAHQIPK 12 K10:+32.0564 - M1:+32.0564 - S4:+79.96633 0.00370000000112
77 YBR026C ETR1 rep3F05 inter MSSSAHQIPK 10 K10:+32.0564 - M1:+32.0564 - S2:+79.96633 0.00044999999227
77 YBR026C ETR1 rep3F05 inter LALNSVGGKSSASIAR 266 K9:+32.0564 - L1:+32.0564 - S10:+79.96633 3.30000004373446e-14
77 YBR026C ETR1 rep3F05 inter LALNSVGGKSSASIAR 266 K9:+32.0564 - L1:+32.0564 - S10:+79.96633 2.20000007794541e-11
77 YBR026C ETR1 rep3F06 light MSSSAHQIPK 11 K10:+28.0313 - M1:+28.0313 - S3:+79.96633 0.00011000000086
77 YBR026C ETR1 rep3F06 inter MSSSAHQIPK 11 K10:+32.0564 - M1:+32.0564 - S3:+79.96633 2.99999989294975e-08
77 YBR026C ETR1 rep3F06 inter MSSSAHQIPK 10 K10:+32.0564 - M1:+32.0564 - S2:+79.96633 0.00139999995008
77 YBR026C ETR1 rep3F06 inter LALNSVGGKSSASIAR 266 K9:+32.0564 - L1:+32.0564 - S10:+79.96633 1.30000001530365e-15
77 YBR026C ETR1 rep3F06 inter LALNSVGGKSSASIAR 266 K9:+32.0564 - L1:+32.0564 - S10:+79.96633 1.60000002136229e-09
77 YBR026C ETR1 rep3F07 inter QPVTLPTSLHIFK 296 K13:+32.0564 - Q1:+32.0564 - S8:+79.96633 0.00190000003204
77 YBR026C ETR1 rep4F01 inter VFSSSSDLIK 137 K10:+32.0564 - V1:+32.0564 - S5:+79.96633 0.00067999999737
77 YBR026C ETR1 rep4F01 heavy VFSSSSDLIK 136 K10:+36.0756 - V1:+36.0756 - S4:+79.96633 7.00000018696301e-05
77 YBR026C ETR1 rep4F01 inter VFSSSSDLIK 135 K10:+32.0564 - V1:+32.0564 - S3:+79.96633 0.00240000011399
77 YBR026C ETR1 rep4F04 heavy LALNSVGGKSSASIAR 266 K9:+36.0756 - L1:+36.0756 - S10:+79.96633 8.80000015968108e-07
77 YBR026C ETR1 rep4F05 heavy MSSSAHQIPK 10 K10:+36.0756 - M1:+36.0756 - S2:+79.96633 0.00098000001162
77 YBR026C ETR1 rep4F05 inter MSSSAHQIPK 10 K10:+32.0564 - M1:+32.0564 - S2:+79.96633 0.00170000002254
77 YBR026C ETR1 rep4F05 heavy LALNSVGGKSSASIAR 266 K9:+36.0756 - L1:+36.0756 - S10:+79.96633 2.70000004576332e-08

78 YJR060W CBF1 rep1F04 light AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+28.0313 - K30:+28.0313 - A1:+28.0313 - 

T3:+79.96633 9.30000027725766e-14

78 YJR060W CBF1 rep1F05 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

T3:+79.96633 2.09999999702982e-14

78 YJR060W CBF1 rep2F02 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 155156
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

M18:+15.99491 - S20:+79.96633 - S21:+79.96633 0.00014000000374

78 YJR060W CBF1 rep2F02 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 155156
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

M18:+15.99491 - S20:+79.96633 - S21:+79.96633 0.00230000005104

78 YJR060W CBF1 rep2F02 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

S21:+79.96633 - T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep2F02 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 155156
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

S20:+79.96633 - S21:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep2F03 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

S21:+79.96633 - T3:+79.96633 1.89999993277686e-15

78 YJR060W CBF1 rep2F03 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156138
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

S21:+79.96633 - T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep2F04 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

M18:+15.99491 - T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep2F04 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

M18:+15.99491 - T3:+79.96633 3.50000006563579e-15

78 YJR060W CBF1 rep2F04 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

M23:+15.99491 - T3:+79.96633 5.80000006356052e-11

78 YJR060W CBF1 rep2F04 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

S21:+79.96633 2.90000011851643e-13



78 YJR060W CBF1 rep2F04 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

S21:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep2F04 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep2F04 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep2F05 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

T3:+79.96633 0.00054999999702
78 YJR060W CBF1 rep3F02 heavy DISMQPGR 200 D1:+36.0756 - S3:+79.96633 0.00014000000374

78 YJR060W CBF1 rep3F03 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156138
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

S21:+79.96633 - T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep3F04 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep3F04 light AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+28.0313 - K30:+28.0313 - A1:+28.0313 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep3F04 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep3F04 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156138
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

S21:+79.96633 - T3:+79.96633 5.69999979833057e-14

78 YJR060W CBF1 rep3F05 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

S21:+79.96633 2.30000003417774e-12

78 YJR060W CBF1 rep3F05 heavy AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+36.0756 - K30:+36.0756 - A1:+36.0756 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep3F05 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep4F02 light AITPSNEGVKPNTSLEGMTSSPMESTQQSK 155156
K10:+28.0313 - K30:+28.0313 - A1:+28.0313 - 

S20:+79.96633 - S21:+79.96633 3.29999991667952e-15

78 YJR060W CBF1 rep4F02 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

S21:+79.96633 - T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep4F03 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep4F03 light AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+28.0313 - K30:+28.0313 - A1:+28.0313 - 

T3:+79.96633 2.99999994735501e-14

78 YJR060W CBF1 rep4F04 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 156
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

S21:+79.96633 1.80000003617564e-12

78 YJR060W CBF1 rep4F04 light AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+28.0313 - K30:+28.0313 - A1:+28.0313 - 

T3:+79.96633 1.00000000362749e-15

78 YJR060W CBF1 rep4F04 inter AITPSNEGVKPNTSLEGMTSSPMESTQQSK 138
K10:+32.0564 - K30:+32.0564 - A1:+32.0564 - 

T3:+79.96633 1.00000000362749e-15
79 YPR191W QCR2 rep1F01 inter NAVQNESVSSPIELNFDAVK 334 K20:+32.0564 - N1:+32.0564 - S10:+79.96633 3.09999997893939e-10
79 YPR191W QCR2 rep1F01 inter NAVQNESVSSPIELNFDAVK 334 K20:+32.0564 - N1:+32.0564 - S10:+79.96633 3.60000002030958e-10
79 YPR191W QCR2 rep1F01 light NAVQNESVSSPIELNFDAVK 334 K20:+28.0313 - N1:+28.0313 - S10:+79.96633 9.99999996004197e-13
79 YPR191W QCR2 rep1F01 inter NAVQNESVSSPIELNFDAVK 331 K20:+32.0564 - N1:+32.0564 - S7:+79.96633 1.49999993979619e-13
79 YPR191W QCR2 rep1F01 light NAVQNESVSSPIELNFDAVK 331 K20:+28.0313 - N1:+28.0313 - S7:+79.96633 1.80000003617564e-13
79 YPR191W QCR2 rep1F06 light GLGNPLLYDGVERVSLQDIK 168 K20:+28.0313 - G1:+28.0313 - S15:+79.96633 0.0006000000285
79 YPR191W QCR2 rep2F01 light NAVQNESVSSPIELNFDAVK 334 K20:+28.0313 - N1:+28.0313 - S10:+79.96633 1.89999994903989e-11
79 YPR191W QCR2 rep2F01 heavy NAVQNESVSSPIELNFDAVK 334 K20:+36.0756 - N1:+36.0756 - S10:+79.96633 1.70000000188075e-10
79 YPR191W QCR2 rep2F01 inter NAVQNESVSSPIELNFDAVK 334 K20:+32.0564 - N1:+32.0564 - S10:+79.96633 4.20000015668998e-12



79 YPR191W QCR2 rep3F01 inter NAVQNESVSSPIELNFDAVK 331 K20:+32.0564 - N1:+32.0564 - S7:+79.96633 1.29999999654018e-09
79 YPR191W QCR2 rep3F02 heavy NAVQNESVSSPIELNFDAVK 331 K20:+36.0756 - N1:+36.0756 - S7:+79.96633 3.60000007582073e-09
79 YPR191W QCR2 rep3F02 inter NAVQNESVSSPIELNFDAVK 331 K20:+32.0564 - N1:+32.0564 - S7:+79.96633 9.80000043789009e-13
79 YPR191W QCR2 rep3F02 light NAVQNESVSSPIELNFDAVK 331 K20:+28.0313 - N1:+28.0313 - S7:+79.96633 1.80000003617564e-12
79 YPR191W QCR2 rep3F02 inter NAVQNESVSSPIELNFDAVK 334 K20:+32.0564 - N1:+32.0564 - S10:+79.96633 1.19999996051057e-10
79 YPR191W QCR2 rep3F02 light NAVQNESVSSPIELNFDAVK 334 K20:+28.0313 - N1:+28.0313 - S10:+79.96633 9.00000005077395e-11
79 YPR191W QCR2 rep3F02 inter NAVQNESVSSPIELNFDAVK 331 K20:+32.0564 - N1:+32.0564 - S7:+79.96633 4.59999985151505e-13
79 YPR191W QCR2 rep3F02 light NAVQNESVSSPIELNFDAVK 331 K20:+28.0313 - N1:+28.0313 - S7:+79.96633 3.20000001160798e-14
79 YPR191W QCR2 rep3F02 heavy NAVQNESVSSPIELNFDAVK 331 K20:+36.0756 - N1:+36.0756 - S7:+79.96633 1.4999999940063e-12

79 YPR191W QCR2 rep3F05 light NAVQNESVSSPIELNFDAVKDFK 334
K20:+28.0313 - K23:+28.0313 - N1:+28.0313 - 

S10:+79.96633 1.19999999520504e-11

79 YPR191W QCR2 rep3F06 inter VSLQDIKDFADK 168
K7:+32.0564 - K12:+32.0564 - V1:+32.0564 - 

S2:+79.96633 0.00023999999394
79 YPR191W QCR2 rep3F06 inter GLGNPLLYDGVERVSLQDIK 168 K20:+32.0564 - G1:+32.0564 - S15:+79.96633 6.39999996110419e-07
79 YPR191W QCR2 rep3F06 heavy GLGNPLLYDGVERVSLQDIK 168 K20:+36.0756 - G1:+36.0756 - S15:+79.96633 1.80000006366754e-05
79 YPR191W QCR2 rep4F01 light NAVQNESVSSPIELNFDAVK 331 K20:+28.0313 - N1:+28.0313 - S7:+79.96633 1.90000001842883e-10
79 YPR191W QCR2 rep4F01 heavy NAVQNESVSSPIELNFDAVK 331 K20:+36.0756 - N1:+36.0756 - S7:+79.96633 3.80000003685765e-10
79 YPR191W QCR2 rep4F01 inter NAVQNESVSSPIELNFDAVK 331 K20:+32.0564 - N1:+32.0564 - S7:+79.96633 5.50000019486352e-12
79 YPR191W QCR2 rep4F01 heavy NAVQNESVSSPIELNFDAVK 331 K20:+36.0756 - N1:+36.0756 - S7:+79.96633 1.19999996051057e-10
79 YPR191W QCR2 rep4F01 light NAVQNESVSSPIELNFDAVK 331 K20:+28.0313 - N1:+28.0313 - S7:+79.96633 7.70000003428445e-13
79 YPR191W QCR2 rep4F01 inter NAVQNESVSSPIELNFDAVK 331 K20:+32.0564 - N1:+32.0564 - S7:+79.96633 1.00000000362749e-15
79 YPR191W QCR2 rep4F01 heavy NAVQNESVSSPIELNFDAVK 331 K20:+36.0756 - N1:+36.0756 - S7:+79.96633 9.59999983153603e-13
79 YPR191W QCR2 rep4F05 heavy GLGNPLLYDGVERVSLQDIK 168 K20:+36.0756 - G1:+36.0756 - S15:+79.96633 7.30000024873334e-08

79 YPR191W QCR2 rep4F06 heavy SLVSKSEPK 217
K5:+36.0756 - K9:+36.0756 - S1:+36.0756 - 

S4:+79.96633 1.30000003650821e-07

79 YPR191W QCR2 rep4F07 heavy GLGNPLLYDGVERVSLQDIKDFADK 168
K20:+36.0756 - K25:+36.0756 - G1:+36.0756 - 

S15:+79.96633 2.3999999143598e-07
80 YKL192C ACP1 rep1F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep1F04 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep1F04 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 1.39999998390267e-15
80 YKL192C ACP1 rep1F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 7.50000026528141e-08
80 YKL192C ACP1 rep1F04 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 0.00057999999262
80 YKL192C ACP1 rep1F05 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 1.30000001530365e-15
80 YKL192C ACP1 rep1F05 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep1F05 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 7.49999997003148e-13
80 YKL192C ACP1 rep2F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep2F04 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep2F04 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 7.99999985961336e-13
80 YKL192C ACP1 rep2F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 0.00014000000374
80 YKL192C ACP1 rep3F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 4.59999989488313e-11
80 YKL192C ACP1 rep3F04 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 1.20000004244503e-05
80 YKL192C ACP1 rep3F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 7.5999996624887e-05
80 YKL192C ACP1 rep3F04 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 2.80000003217984e-12
80 YKL192C ACP1 rep3F05 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 9.99999997475243e-07
80 YKL192C ACP1 rep3F05 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 4.30000002618613e-15
80 YKL192C ACP1 rep3F05 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 2.600000016173e-06
80 YKL192C ACP1 rep3F05 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 1.19999996200135e-14
80 YKL192C ACP1 rep3F05 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 1.00000000362749e-15



80 YKL192C ACP1 rep4F03 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep4F03 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 0.0002300000051
80 YKL192C ACP1 rep4F03 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 1.99999999200839e-12
80 YKL192C ACP1 rep4F03 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 9.30000000620712e-12
80 YKL192C ACP1 rep4F04 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep4F04 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 0.00011000000086
80 YKL192C ACP1 rep4F04 light SANLSKDQVSQR 41 K6:+28.0313 - S1:+28.0313 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep4F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 1.00000000362749e-15
80 YKL192C ACP1 rep4F04 heavy SANLSKDQVSQR 41 K6:+36.0756 - S1:+36.0756 - S5:+79.96633 3.49999993431993e-08
80 YKL192C ACP1 rep4F05 inter SANLSKDQVSQR 41 K6:+32.0564 - S1:+32.0564 - S5:+79.96633 4.19999999405965e-13

86 YKL217W JEN1 rep1F01 light VYSQDQGVEYEEDEEDKPNLSAASIK 81
K17:+28.0313 - K26:+28.0313 - V1:+28.0313 - 

S3:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep1F01 light YINQVEEYEADGLSISDIVEQK 584 K22:+28.0313 - Y1:+28.0313 - S14:+79.96633 8.29999961717964e-15
86 YKL217W JEN1 rep1F01 light YINQVEEYEADGLSISDIVEQK 584 K22:+28.0313 - Y1:+28.0313 - S14:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep1F02 light DEKISGEQQQPAGR 11 K3:+28.0313 - D1:+28.0313 - S5:+79.96633 7.09999994796817e-07

86 YKL217W JEN1 rep1F02 light VYSQDQGVEYEEDEEDKPNLSAASIK 81
K17:+28.0313 - K26:+28.0313 - V1:+28.0313 - 

S3:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep1F02 light YINQVEEYEADGLSISDIVEQK 584 K22:+28.0313 - Y1:+28.0313 - S14:+79.96633 1.00000000362749e-15

86 YKL217W JEN1 rep2F01 light VYSQDQGVEYEEDEEDKPNLSAASIK 81
K17:+28.0313 - K26:+28.0313 - V1:+28.0313 - 

S3:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep2F01 light YINQVEEYEADGLSISDIVEQK 584 K22:+28.0313 - Y1:+28.0313 - S14:+79.96633 1.8999999351621e-09
86 YKL217W JEN1 rep2F01 light YINQVEEYEADGLSISDIVEQK 584 K22:+28.0313 - Y1:+28.0313 - S14:+79.96633 1.40000004319497e-13
86 YKL217W JEN1 rep2F01 inter YINQVEEYEADGLSISDIVEQK 584 K22:+32.0564 - Y1:+32.0564 - S14:+79.96633 4.5000001751424e-15
86 YKL217W JEN1 rep2F02 light MIDSNVSK 603 K8:+28.0313 - M1:+28.0313 - S4:+79.96633 0.00020999999833

86 YKL217W JEN1 rep2F02 light VYSQDQGVEYEEDEEDKPNLSAASIK 81
K17:+28.0313 - K26:+28.0313 - V1:+28.0313 - 

S3:+79.96633 1.00000000362749e-15

86 YKL217W JEN1 rep2F02 inter VYSQDQGVEYEEDEEDKPNLSAASIK 81
K17:+32.0564 - K26:+32.0564 - V1:+32.0564 - 

S3:+79.96633 1.00000000362749e-15

86 YKL217W JEN1 rep2F02 light VYSQDQGVEYEEDEEDKPNLSAASIK 80
K17:+28.0313 - K26:+28.0313 - V1:+28.0313 - 

Y2:+79.96633 2.30000006128279e-14
86 YKL217W JEN1 rep2F02 light YINQVEEYEADGLSISDIVEQK 584 K22:+28.0313 - Y1:+28.0313 - S14:+79.96633 4.5000001751424e-15
86 YKL217W JEN1 rep2F03 light DEKISGEQQQPAGR 11 K3:+28.0313 - D1:+28.0313 - S5:+79.96633 0.00520000001416

86 YKL217W JEN1 rep2F03 light VYSQDQGVEYEEDEEDKPNLSAASIK 80
K17:+28.0313 - K26:+28.0313 - V1:+28.0313 - 

Y2:+79.96633 1.00000000362749e-15

86 YKL217W JEN1 rep2F03 light MIDSNVSKTYEEHIETV 603606
K8:+28.0313 - M1:+28.0313 - S4:+79.96633 - 

S7:+79.96633 9.99999974737875e-06
86 YKL217W JEN1 rep2F06 light LYHNPSLPAQSIQDTR 66 L1:+28.0313 - S11:+79.96633 0.00109999999404
86 YKL217W JEN1 rep2F07 light LYHNPSLPAQSIQDTRDDELLER  61 70 L1:+28.0313 - S6:+79.96633 - T15:+79.96633 3.0999999580672e-05

86 YKL217W JEN1 rep2F07 light KYINQVEEYEADGLSISDIVEQK 584
K1:+28.0313 - K23:+28.0313 - K1:+28.0313 - 

S15:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep2F08 light LYHNPSLPAQSIQDTRDDELLER 66 L1:+28.0313 - S11:+79.96633 4.60000002533434e-08
86 YKL217W JEN1 rep3F01 inter YINQVEEYEADGLSISDIVEQK 584 K22:+32.0564 - Y1:+32.0564 - S14:+79.96633 2.59999998825566e-14
86 YKL217W JEN1 rep3F02 inter YINQVEEYEADGLSISDIVEQK 584 K22:+32.0564 - Y1:+32.0564 - S14:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep3F02 inter YINQVEEYEADGLSISDIVEQK 584 K22:+32.0564 - Y1:+32.0564 - S14:+79.96633 1.00000000362749e-15

86 YKL217W JEN1 rep3F03 inter VYSQDQGVEYEEDEEDKPNLSAASIK 81
K17:+32.0564 - K26:+32.0564 - V1:+32.0564 - 

S3:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep4F01 heavy MIDSNVSK 603 K8:+36.0756 - M1:+36.0756 - S4:+79.96633 3.60000012733508e-05
86 YKL217W JEN1 rep4F01 heavy YINQVEEYEADGLSISDIVEQK 584 K22:+36.0756 - Y1:+36.0756 - S14:+79.96633 4.2000000699538e-11



86 YKL217W JEN1 rep4F02 heavy DEKISGEQQQPAGR 11 K3:+36.0756 - D1:+36.0756 - S5:+79.96633 4.5000000170603e-08

86 YKL217W JEN1 rep4F02 heavy VYSQDQGVEYEEDEEDKPNLSAASIK 81
K17:+36.0756 - K26:+36.0756 - V1:+36.0756 - 

S3:+79.96633 1.00000000362749e-15
86 YKL217W JEN1 rep4F02 heavy YINQVEEYEADGLSISDIVEQK 584 K22:+36.0756 - Y1:+36.0756 - S14:+79.96633 2.09999999702982e-14
88 YFR024C-A LSB3 rep1F01 heavy LAPTNSGGSGGK 300 K12:+36.0756 - L1:+36.0756 - S6:+79.96633 3.69999997928971e-06
88 YFR024C-A LSB3 rep1F01 inter LAPTNSGGSGGK 300 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 1.40000001920271e-05
88 YFR024C-A LSB3 rep1F01 heavy LAPTNSGGSGGKLDD 303 K12:+36.0756 - L1:+36.0756 - S9:+79.96633 1.20000004244503e-06
88 YFR024C-A LSB3 rep1F01 inter LAPTNSGGSGGKLDD 303 K12:+32.0564 - L1:+32.0564 - S9:+79.96633 3.89999986509793e-05
88 YFR024C-A LSB3 rep1F01 light LAPTNSGGSGGKLDD 303 K12:+28.0313 - L1:+28.0313 - S9:+79.96633 3.00000002617651e-09
88 YFR024C-A LSB3 rep1F02 heavy FTAPTSPSTSSPK 397 K13:+36.0756 - F1:+36.0756 - S6:+79.96633 8.00000010681146e-10
88 YFR024C-A LSB3 rep1F02 light FTAPTSPSTSSPK 397 K13:+28.0313 - F1:+28.0313 - S6:+79.96633 2.49999993684469e-06
88 YFR024C-A LSB3 rep1F07 light LAPTNSGGSGGKLDDPSGASSYYASHR 303 K12:+28.0313 - L1:+28.0313 - S9:+79.96633 9.09999986475896e-09
88 YFR024C-A LSB3 rep1F07 inter LAPTNSGGSGGKLDDPSGASSYYASHR 300 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 2.1000000349769e-11
88 YFR024C-A LSB3 rep2F02 heavy LAPTNSGGSGGK 300 K12:+36.0756 - L1:+36.0756 - S6:+79.96633 1.89999991562217e-05
88 YFR024C-A LSB3 rep2F02 inter LAPTNSGGSGGK 300 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 5.80000014451798e-05
88 YFR024C-A LSB3 rep2F02 inter FTAPTSPSTSSPK 397 K13:+32.0564 - F1:+32.0564 - S6:+79.96633 4.70000003360838e-07
88 YFR024C-A LSB3 rep2F02 heavy FTAPTSPSTSSPK 397 K13:+36.0756 - F1:+36.0756 - S6:+79.96633 7.49999973237436e-09
88 YFR024C-A LSB3 rep2F02 light FTAPTSPSTSSPK 397 K13:+28.0313 - F1:+28.0313 - S6:+79.96633 7.00000009601354e-06
88 YFR024C-A LSB3 rep2F07 inter LAPTNSGGSGGKLDDPSGASSYYASHR 300 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 3.79999989807978e-11
88 YFR024C-A LSB3 rep2F07 heavy LAPTNSGGSGGKLDDPSGASSYYASHR 298 K12:+36.0756 - L1:+36.0756 - T4:+79.96633 6.90000001579705e-10
88 YFR024C-A LSB3 rep2F07 light LAPTNSGGSGGKLDDPSGASSYYASHR 303 K12:+28.0313 - L1:+28.0313 - S9:+79.96633 2.60000003748928e-08

88 YFR024C-A LSB3 rep2F07 heavy LAPTNSGGSGGKLDDPSGASSYYASHR 300303
K12:+36.0756 - L1:+36.0756 - S6:+79.96633 - 

S9:+79.96633 5.80000003580494e-09

88 YFR024C-A LSB3 rep2F07 inter LAPTNSGGSGGKLDDPSGASSYYASHR 300303
K12:+32.0564 - L1:+32.0564 - S6:+79.96633 - 

S9:+79.96633 1.40000004319497e-13

88 YFR024C-A LSB3 rep2F07 light LAPTNSGGSGGKLDDPSGASSYYASHR 300298
K12:+28.0313 - L1:+28.0313 - S6:+79.96633 - 

T4:+79.96633 1.20000004244503e-05
88 YFR024C-A LSB3 rep3F02 heavy LAPTNSGGSGGKLDD 303 K12:+36.0756 - L1:+36.0756 - S9:+79.96633 9.10000017029233e-06
88 YFR024C-A LSB3 rep3F02 light LAPTNSGGSGGKLDD 303 K12:+28.0313 - L1:+28.0313 - S9:+79.96633 0.00179999996908
88 YFR024C-A LSB3 rep3F03 light FTAPTSPSTSSPK 397 K13:+28.0313 - F1:+28.0313 - S6:+79.96633 7.89999976547051e-09
88 YFR024C-A LSB3 rep3F03 heavy FTAPTSPSTSSPK 397 K13:+36.0756 - F1:+36.0756 - S6:+79.96633 6.89999978931155e-07
88 YFR024C-A LSB3 rep3F05 heavy SRISSASTPQTSQGR 380 S1:+36.0756 - S4:+79.96633 0.00028999999631
88 YFR024C-A LSB3 rep3F07 light LAPTNSGGSGGKLDDPSGASSYYASHR 303 K12:+28.0313 - L1:+28.0313 - S9:+79.96633 2.1000000742788e-06
88 YFR024C-A LSB3 rep3F07 inter LAPTNSGGSGGKLDDPSGASSYYASHR 300 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 2.39999997653229e-09
88 YFR024C-A LSB3 rep3F07 heavy LAPTNSGGSGGKLDDPSGASSYYASHR 298 K12:+36.0756 - L1:+36.0756 - T4:+79.96633 4.09999985351295e-11
88 YFR024C-A LSB3 rep4F01 light LAPTNSGGSGGKLDD 303 K12:+28.0313 - L1:+28.0313 - S9:+79.96633 0.00031000000308
88 YFR024C-A LSB3 rep4F02 light FTAPTSPSTSSPK 397 K13:+28.0313 - F1:+28.0313 - S6:+79.96633 3.70000009297655e-07
90 YIL094C LYS12 rep1F01 heavy ENTEDLYIK 146 K9:+36.0756 - E1:+36.0756 - T3:+79.96633 0.00109999999404

90 YIL094C LYS12 rep1F04 heavy EGSIKTPDLGGK 348
K5:+36.0756 - K12:+36.0756 - E1:+36.0756 - 

S3:+79.96633 4.19999992118392e-07

90 YIL094C LYS12 rep1F08 heavy KSLTIGLIPGDGIGK 23
K1:+36.0756 - K15:+36.0756 - K1:+36.0756 - 

S2:+79.96633 1.40000000481422e-09

90 YIL094C LYS12 rep1F08 inter KSLTIGLIPGDGIGK 23
K1:+32.0564 - K15:+32.0564 - K1:+32.0564 - 

S2:+79.96633 1.39999997372797e-07

90 YIL094C LYS12 rep1F08 heavy KSLTIGLIPGDGIGK 23
K1:+36.0756 - K15:+36.0756 - K1:+36.0756 - 

S2:+79.96633 0.0093999998644
90 YIL094C LYS12 rep2F01 heavy ENTEDLYIK 146 K9:+36.0756 - E1:+36.0756 - T3:+79.96633 0.00260000000708
90 YIL094C LYS12 rep2F02 inter SLTIGLIPGDGIGK 23 K14:+32.0564 - S1:+32.0564 - S1:+79.96633 0.00013000000035



90 YIL094C LYS12 rep2F02 heavy SLTIGLIPGDGIGK 25 K14:+36.0756 - S1:+36.0756 - T3:+79.96633 4.89999996133861e-09

90 YIL094C LYS12 rep2F08 heavy KSLTIGLIPGDGIGK 23
K1:+36.0756 - K15:+36.0756 - K1:+36.0756 - 

S2:+79.96633 1.1000000389727e-11

90 YIL094C LYS12 rep2F08 inter KSLTIGLIPGDGIGK 23
K1:+32.0564 - K15:+32.0564 - K1:+32.0564 - 

S2:+79.96633 1.59999999027605e-07

90 YIL094C LYS12 rep2F08 heavy KSLTIGLIPGDGIGK 23
K1:+36.0756 - K15:+36.0756 - K1:+36.0756 - 

S2:+79.96633 0.00038000001223
90 YIL094C LYS12 rep3F01 heavy ENTEDLYIK 146 K9:+36.0756 - E1:+36.0756 - T3:+79.96633 7.5999996624887e-05
90 YIL094C LYS12 rep3F01 light SNVLSQSDGLFR 211 S1:+28.0313 - S5:+79.96633 8.60000000102445e-08
90 YIL094C LYS12 rep3F01 heavy SNVLSQSDGLFR 211 S1:+36.0756 - S5:+79.96633 0.00020999999833

90 YIL094C LYS12 rep3F02 light EQCQGALFGAVQSPTTK 98
C3:+57.02146 - K17:+28.0313 - E1:+28.0313 - 

S13:+79.96633 2.20000002915631e-13

90 YIL094C LYS12 rep3F02 light EQCQGALFGAVQSPTTK 98
C3:+57.02146 - K17:+28.0313 - E1:+28.0313 - 

S13:+79.96633 6.10000009624309e-15

90 YIL094C LYS12 rep3F02 heavy EQCQGALFGAVQSPTTK 98
C3:+57.02146 - K17:+36.0756 - E1:+36.0756 - 

S13:+79.96633 2.39999992400269e-14
90 YIL094C LYS12 rep3F02 light VEGYSSPIVALR 108 V1:+28.0313 - S6:+79.96633 0.00016999999934
90 YIL094C LYS12 rep3F02 light VEGYSSPIVALR 107 V1:+28.0313 - S5:+79.96633 0.00036000000546
90 YIL094C LYS12 rep3F02 light SNVLSQSDGLFR 211 S1:+28.0313 - S5:+79.96633 7.39999990173601e-08

90 YIL094C LYS12 rep3F07 heavy KSLTIGLIPGDGIGK 23
K1:+36.0756 - K15:+36.0756 - K1:+36.0756 - 

S2:+79.96633 0.00020999999833

90 YIL094C LYS12 rep3F07 light KSLTIGLIPGDGIGK 23
K1:+28.0313 - K15:+28.0313 - K1:+28.0313 - 

S2:+79.96633 1.09999997392057e-12

90 YIL094C LYS12 rep3F07 light KSLTIGLIPGDGIGK 23
K1:+28.0313 - K15:+28.0313 - K1:+28.0313 - 

S2:+79.96633 2.70000000455184e-05

90 YIL094C LYS12 rep4F01 inter EQCQGALFGAVQSPTTK 98
C3:+57.02146 - K17:+32.0564 - E1:+32.0564 - 

S13:+79.96633 5.80000006356052e-11

90 YIL094C LYS12 rep4F01 light EQCQGALFGAVQSPTTK 98
C3:+57.02146 - K17:+28.0313 - E1:+28.0313 - 

S13:+79.96633 2.19999995998421e-09
90 YIL094C LYS12 rep4F01 inter VEGYSSPIVALR 107 V1:+32.0564 - S5:+79.96633 0.00023999999394
90 YIL094C LYS12 rep4F01 inter SNVLSQSDGLFR 211 S1:+32.0564 - S5:+79.96633 2.60000003748928e-08
90 YIL094C LYS12 rep4F06 heavy ASTQQVVDDVLSR 359360 A1:+36.0756 - S2:+79.96633 - T3:+79.96633 0.00889999978244

90 YIL094C LYS12 rep4F06 inter KSLTIGLIPGDGIGK 23
K1:+32.0564 - K15:+32.0564 - K1:+32.0564 - 

S2:+79.96633 1.40000001608992e-12

90 YIL094C LYS12 rep4F06 inter KSLTIGLIPGDGIGK 23
K1:+32.0564 - K15:+32.0564 - K1:+32.0564 - 

S2:+79.96633 3.80000005861802e-06
91 YLL041C SDH2 rep1F04 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 8.30000013163357e-10
91 YLL041C SDH2 rep1F04 light ATATTAAATHTPR 30 A1:+28.0313 - T11:+79.96633 4.10000006167976e-10
91 YLL041C SDH2 rep1F04 light ATATTAAATHTPR 21 A1:+28.0313 - T2:+79.96633 1.30000003650821e-07
91 YLL041C SDH2 rep1F05 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 1.10000001996013e-07
91 YLL041C SDH2 rep1F05 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 5.19999994139653e-05
91 YLL041C SDH2 rep1F05 light ATATTAAATHTPR 30 A1:+28.0313 - T11:+79.96633 9.20000005066868e-08
91 YLL041C SDH2 rep1F05 light ATATTAAATHTPR 21 A1:+28.0313 - T2:+79.96633 6.80000011854531e-09
91 YLL041C SDH2 rep1F06 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 4.29999991169439e-09
91 YLL041C SDH2 rep1F06 light ATATTAAATHTPR 28 A1:+28.0313 - T9:+79.96633 8.89999984821088e-09
91 YLL041C SDH2 rep2F04 light ATATTAAATHTPR 30 A1:+28.0313 - T11:+79.96633 7.19999988518794e-08
91 YLL041C SDH2 rep2F04 light ATATTAAATHTPR 21 A1:+28.0313 - T2:+79.96633 8.10000031492564e-08
91 YLL041C SDH2 rep2F06 light ATATTAAATHTPR 24 A1:+28.0313 - T5:+79.96633 0.00018000000273



91 YLL041C SDH2 rep3F04 heavy ATATTAAATHTPR 28 A1:+36.0756 - T9:+79.96633 0.00020999999833
91 YLL041C SDH2 rep3F04 inter ATATTAAATHTPR 28 A1:+32.0564 - T9:+79.96633 4.2000000699538e-11
91 YLL041C SDH2 rep3F05 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 1.1999999571799e-07
91 YLL041C SDH2 rep3F05 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 5.59999989491189e-07
91 YLL041C SDH2 rep3F06 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 7.40000016818954e-09
91 YLL041C SDH2 rep3F06 inter ATATTAAATHTPR 30 A1:+32.0564 - T11:+79.96633 1.69999996302295e-08
91 YLL041C SDH2 rep4F03 light ATATTAAATHTPR 28 A1:+28.0313 - T9:+79.96633 9.30000021437394e-10
91 YLL041C SDH2 rep4F03 heavy ATATTAAATHTPR 28 A1:+36.0756 - T9:+79.96633 1.39999997372797e-07
91 YLL041C SDH2 rep4F03 heavy ATATTAAATHTPR 23 A1:+36.0756 - T4:+79.96633 4.99999998737621e-07
91 YLL041C SDH2 rep4F03 light ATATTAAATHTPR 23 A1:+28.0313 - T4:+79.96633 1.7999999499807e-06
91 YLL041C SDH2 rep4F04 heavy ATATTAAATHTPR 30 A1:+36.0756 - T11:+79.96633 3.69999997928971e-06
91 YLL041C SDH2 rep4F04 light ATATTAAATHTPR 30 A1:+28.0313 - T11:+79.96633 6.10000006417977e-06
91 YLL041C SDH2 rep4F04 heavy ATATTAAATHTPR 30 A1:+36.0756 - T11:+79.96633 2.80000000962843e-09
91 YLL041C SDH2 rep4F04 heavy ATATTAAATHTPR 21 A1:+36.0756 - T2:+79.96633 0.00023999999394
91 YLL041C SDH2 rep4F04 light ATATTAAATHTPR 23 A1:+28.0313 - T4:+79.96633 8.29999979856666e-09
91 YLL041C SDH2 rep4F05 heavy ATATTAAATHTPR 30 A1:+36.0756 - T11:+79.96633 3.99999998990097e-06
91 YLL041C SDH2 rep4F05 inter MATATTAAATHTPR 30 M1:+32.0564 - T12:+79.96633 0.00340000004508

93 YFR053C HXK1 rep1F01 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 0.00011000000086

93 YFR053C HXK1 rep1F010 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 0.00340000004508

93 YFR053C HXK1 rep1F02 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 0.00038000001223

93 YFR053C HXK1 rep1F08 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

M4:+15.99491 - S3:+79.96633 0.00499999988824

93 YFR053C HXK1 rep1F08 inter KGSMADVPK 15
K1:+32.0564 - K9:+32.0564 - K1:+32.0564 - 

S3:+79.96633 2.70000009550131e-06

93 YFR053C HXK1 rep1F08 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 1.10000000859145e-05

93 YFR053C HXK1 rep1F08 light KGSMADVPK 15
K1:+28.0313 - K9:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.00022000000172

93 YFR053C HXK1 rep1F09 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 1.40000001920271e-05

93 YFR053C HXK1 rep2F02 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 0.00240000011399

93 YFR053C HXK1 rep2F08 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

M4:+15.99491 - S3:+79.96633 0.0077999997884

93 YFR053C HXK1 rep2F08 inter KGSMADVPK 15
K1:+32.0564 - K9:+32.0564 - K1:+32.0564 - 

M4:+15.99491 - S3:+79.96633 0.00650000013411

93 YFR053C HXK1 rep2F08 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 1.70000002981396e-05

93 YFR053C HXK1 rep2F08 inter KGSMADVPK 15
K1:+32.0564 - K9:+32.0564 - K1:+32.0564 - 

S3:+79.96633 1.20000004244503e-06

93 YFR053C HXK1 rep2F08 light KGSMADVPK 15
K1:+28.0313 - K9:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.00031999999192

93 YFR053C HXK1 rep3F02 light KGSMADVPK 15
K1:+28.0313 - K9:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.00319999991916



93 YFR053C HXK1 rep3F02 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 7.4000001859531e-07

93 YFR053C HXK1 rep3F07 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

M4:+15.99491 - S3:+79.96633 0.00063999998383

93 YFR053C HXK1 rep3F07 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 1.69999998433923e-06

93 YFR053C HXK1 rep3F07 light KGSMADVPK 15
K1:+28.0313 - K9:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.00026999998954

93 YFR053C HXK1 rep3F07 inter KGSMADVPK 15
K1:+32.0564 - K9:+32.0564 - K1:+32.0564 - 

S3:+79.96633 2.19999995998421e-09

93 YFR053C HXK1 rep3F07 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 3.00000010611257e-06

93 YFR053C HXK1 rep3F08 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 1.09999996311672e-06

93 YFR053C HXK1 rep3F08 light KGSMADVPK 15
K1:+28.0313 - K9:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.00023999999394

93 YFR053C HXK1 rep4F06 inter KGSMADVPK 15
K1:+32.0564 - K9:+32.0564 - K1:+32.0564 - 

M4:+15.99491 - S3:+79.96633 0.00240000011399

93 YFR053C HXK1 rep4F06 light KGSMADVPK 15
K1:+28.0313 - K9:+28.0313 - K1:+28.0313 - 

S3:+79.96633 7.20000025467016e-05

93 YFR053C HXK1 rep4F06 heavy KGSMADVPK 15
K1:+36.0756 - K9:+36.0756 - K1:+36.0756 - 

S3:+79.96633 2.69999986812763e-07

93 YFR053C HXK1 rep4F06 inter KGSMADVPK 15
K1:+32.0564 - K9:+32.0564 - K1:+32.0564 - 

S3:+79.96633 4.99999987368938e-06

93 YFR053C HXK1 rep4F07 inter KGSMADVPK 15
K1:+32.0564 - K9:+32.0564 - K1:+32.0564 - 

S3:+79.96633 3.00000010611257e-07

93 YFR053C HXK1 rep4F07 light KGSMADVPK 15
K1:+28.0313 - K9:+28.0313 - K1:+28.0313 - 

S3:+79.96633 0.00016999999934
94 YOR020W-A YOR020W-A rep1F01 inter NSSALSQQK 49 K9:+32.0564 - N1:+32.0564 - S6:+79.96633 5.200000032346e-06
94 YOR020W-A YOR020W-A rep1F01 heavy NSSALSQQK 49 K9:+36.0756 - N1:+36.0756 - S6:+79.96633 0.00039000000106

94 YOR020W-A YOR020W-A rep1F02 heavy SGESSNSDAMGKDDDVVK 59
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S7:+79.96633 1.00000001335143e-10

94 YOR020W-A YOR020W-A rep1F02 heavy SGESSNSDAMGKDDDVVK 59
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep1F04 inter NEGKNSSALSQQK 45
K4:+32.0564 - K13:+32.0564 - N1:+32.0564 - 

S6:+79.96633 1.40000002701868e-08

94 YOR020W-A YOR020W-A rep2F02 heavy SGESSNSDAMGKDDDVVK 56
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S4:+79.96633 1.09999997999211e-09

94 YOR020W-A YOR020W-A rep2F02 light SGESSNSDAMGKDDDVVK 56
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

S4:+79.96633 7.99999995138023e-08

94 YOR020W-A YOR020W-A rep2F02 inter SGESSNSDAMGKDDDVVK 56
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

S4:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep2F03 heavy SGESSNSDAMGKDDDVVK 59
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S7:+79.96633 7.40000000566763e-15

94 YOR020W-A YOR020W-A rep2F03 inter SGESSNSDAMGKDDDVVK 59
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

S7:+79.96633 1.39999997372797e-06

94 YOR020W-A YOR020W-A rep2F03 heavy SGESSNSDAMGKDDDVVK 59
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S7:+79.96633 1.00000000362749e-15



94 YOR020W-A YOR020W-A rep3F03 heavy SGESSNSDAMGKDDDVVK 59
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep3F03 heavy SGESSNSDAMGKDDDVVK 59
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep3F03 light SGESSNSDAMGKDDDVVK 59
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

S7:+79.96633 2.09999999702982e-13

94 YOR020W-A YOR020W-A rep3F03 light SGESSNSDAMGKDDDVVK 59
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep3F03 inter SGESSNSDAMGKDDDVVK 59
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

S7:+79.96633 1.10000001457815e-13

94 YOR020W-A YOR020W-A rep3F03 inter SGESSNSDAMGKDDDVVK 57
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

S5:+79.96633 2.90000006231139e-08

94 YOR020W-A YOR020W-A rep3F04 heavy SGESSNSDAMGKDDDVVK 59
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S7:+79.96633 4.30000002618613e-13

94 YOR020W-A YOR020W-A rep3F04 light SGESSNSDAMGKDDDVVK 59
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

S7:+79.96633 1.69999994983905e-12

94 YOR020W-A YOR020W-A rep4F02 inter SGESSNSDAMGKDDDVVK 59
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

M10:+15.99491 - S7:+79.96633 0.00159999995958

94 YOR020W-A YOR020W-A rep4F02 light SGESSNSDAMGKDDDVVK 56
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

M10:+15.99491 - S4:+79.96633 1.59999999596039e-05

94 YOR020W-A YOR020W-A rep4F02 inter SGESSNSDAMGKDDDVVK 59
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

S7:+79.96633 2.30000005152498e-10

94 YOR020W-A YOR020W-A rep4F02 light SGESSNSDAMGKDDDVVK 59
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep4F02 light SGESSNSDAMGKDDDVVK 59
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep4F02 inter SGESSNSDAMGKDDDVVK 59
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep4F02 heavy SGESSNSDAMGKDDDVVK 57
K12:+36.0756 - K18:+36.0756 - S1:+36.0756 - 

S5:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep4F03 inter SGESSNSDAMGKDDDVVK 59
K12:+32.0564 - K18:+32.0564 - S1:+32.0564 - 

S7:+79.96633 1.00000000362749e-15

94 YOR020W-A YOR020W-A rep4F03 light SGESSNSDAMGKDDDVVK 59
K12:+28.0313 - K18:+28.0313 - S1:+28.0313 - 

S7:+79.96633 4.89999985031631e-10

94 YOR020W-A YOR020W-A rep4F05 light NSSALSQQKSGESSNSDAMGKDDDVVK 53
K9:+28.0313 - K21:+28.0313 - K27:+28.0313 - 

N1:+28.0313 - S10:+79.96633 1.00000000362749e-15
95 YER033C ZRG8 rep1F01 heavy VYSLNNNSDEYSVNEK 403 K16:+36.0756 - V1:+36.0756 - S8:+79.96633 5.49999986960287e-13
95 YER033C ZRG8 rep1F02 heavy NNSDDETEHTSAIK 676 K14:+36.0756 - N1:+36.0756 - S3:+79.96633 5.5999999776235e-11
95 YER033C ZRG8 rep1F04 heavy STSFDESPKR 17 K9:+36.0756 - S1:+36.0756 - S7:+79.96633 1.90000002930901e-06
95 YER033C ZRG8 rep1F04 inter STSFDESPKR 17 K9:+32.0564 - S1:+32.0564 - S7:+79.96633 3.70000016118865e-05
95 YER033C ZRG8 rep2F01 heavy VYSLNNNSDEYSVNEK 403 K16:+36.0756 - V1:+36.0756 - S8:+79.96633 7.80000022904126e-11
95 YER033C ZRG8 rep2F03 heavy NNSDDETEHTSAIK 676 K14:+36.0756 - N1:+36.0756 - S3:+79.96633 1.30000001874464e-08
95 YER033C ZRG8 rep2F04 light STSFDESPKR 17 K9:+28.0313 - S1:+28.0313 - S7:+79.96633 0.00079999997979
95 YER033C ZRG8 rep2F04 inter STSFDESPKR 17 K9:+32.0564 - S1:+32.0564 - S7:+79.96633 0.00139999995008
95 YER033C ZRG8 rep3F01 light TTDSLPAIK 163 K9:+28.0313 - T1:+28.0313 - S4:+79.96633 3.50000004800677e-06
95 YER033C ZRG8 rep3F01 light VYSLNNNSDEYSVNEK 403 K16:+28.0313 - V1:+28.0313 - S8:+79.96633 2.20000004325094e-10
95 YER033C ZRG8 rep3F01 light VYSLNNNSDEYSVNEK 403 K16:+28.0313 - V1:+28.0313 - S8:+79.96633 1.39999997372797e-07
95 YER033C ZRG8 rep3F02 light TTDSLPAIK 163 K9:+28.0313 - T1:+28.0313 - S4:+79.96633 1.49999996210681e-05



95 YER033C ZRG8 rep3F02 light VYSLNNNSDEYSVNEK 403 K16:+28.0313 - V1:+28.0313 - S8:+79.96633 4.40000007984054e-07
95 YER033C ZRG8 rep3F03 heavy NNSDDETEHTSAIK 676 K14:+36.0756 - N1:+36.0756 - S3:+79.96633 8.79999970493373e-06
95 YER033C ZRG8 rep3F03 light NNSDDETEHTSAIK 676 K14:+28.0313 - N1:+28.0313 - S3:+79.96633 1.40000000481422e-09
95 YER033C ZRG8 rep3F04 light STSFDESPKR 17 K9:+28.0313 - S1:+28.0313 - S7:+79.96633 1.50000005305628e-06
95 YER033C ZRG8 rep3F05 heavy STSFDESPKR 17 K9:+36.0756 - S1:+36.0756 - S7:+79.96633 0.00600000005215

95 YER033C ZRG8 rep3F05 light FEETSLKSNK 519
K7:+28.0313 - K10:+28.0313 - F1:+28.0313 - 

S5:+79.96633 1.50000005305628e-07
95 YER033C ZRG8 rep4F01 inter TTDSLPAIK 163 K9:+32.0564 - T1:+32.0564 - S4:+79.96633 6.50000001769513e-05
95 YER033C ZRG8 rep4F01 light TTDSLPAIK 163 K9:+28.0313 - T1:+28.0313 - S4:+79.96633 1.60000001869776e-06
95 YER033C ZRG8 rep4F02 inter NNSDDETEHTSAIK 676 K14:+32.0564 - N1:+32.0564 - S3:+79.96633 1.80000006366754e-05
95 YER033C ZRG8 rep4F02 inter NNSDDETEHTSAIK 676 K14:+32.0564 - N1:+32.0564 - S3:+79.96633 1.49999998533268e-10
95 YER033C ZRG8 rep4F02 light NNSDDETEHTSAIK 676 K14:+28.0313 - N1:+28.0313 - S3:+79.96633 1.30000001874464e-08
95 YER033C ZRG8 rep4F02 light NNSDDETEHTSAIK 676 K14:+28.0313 - N1:+28.0313 - S3:+79.96633 3.60000007582073e-09
95 YER033C ZRG8 rep4F03 inter NNSDDETEHTSAIK 676 K14:+32.0564 - N1:+32.0564 - S3:+79.96633 3.59999994259397e-08
95 YER033C ZRG8 rep4F03 inter STSFDESPKR 17 K9:+32.0564 - S1:+32.0564 - S7:+79.96633 1.30000003650821e-07
95 YER033C ZRG8 rep4F03 light STSFDESPKR 17 K9:+28.0313 - S1:+28.0313 - S7:+79.96633 0.00025000001187

95 YER033C ZRG8 rep4F04 inter FEETSLKSNK 519
K7:+32.0564 - K10:+32.0564 - F1:+32.0564 - 

S5:+79.96633 3.0999999580672e-06
95 YER033C ZRG8 rep4F06 inter RNNSDDETEHTSAIK 676 K15:+32.0564 - R1:+32.0564 - S4:+79.96633 3.09999997893939e-10
96 YGL008C PMA1 rep1F01 heavy SVEDFMAAMQR 899 S1:+36.0756 - S1:+79.96633 1.2000000104706e-08
96 YGL008C PMA1 rep1F01 heavy SVEDFMAAMQR 899 S1:+36.0756 - S1:+79.96633 9.20000020414591e-05

96 YGL008C PMA1 rep1F010 heavy SAHQPTQEKPAK 17
K9:+36.0756 - K12:+36.0756 - S1:+36.0756 - 

S1:+79.96633 0.00600000005215

96 YGL008C PMA1 rep1F010 heavy SAHQPTQEKPAK 17
K9:+36.0756 - K12:+36.0756 - S1:+36.0756 - 

S1:+79.96633 0.00889999978244

96 YGL008C PMA1 rep1F010 heavy SVSAHQPTQEKPAK 15
K11:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S1:+79.96633 2.79999996780534e-15

96 YGL008C PMA1 rep1F010 heavy SVSAHQPTQEKPAK 15
K11:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S1:+79.96633 1.50000001308825e-09

96 YGL008C PMA1 rep1F011 heavy SVSAHQPTQEKPAK 15
K11:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S1:+79.96633 2.30000000556174e-06

96 YGL008C PMA1 rep1F012 heavy SVSAHQPTQEKPAK  15 17
K11:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S1:+79.96633 - S3:+79.96633 0.00910000037402

96 YGL008C PMA1 rep1F06 heavy SAHQPTQEKPAK  17 22
K9:+36.0756 - K12:+36.0756 - S1:+36.0756 - 
S1:+79.96633 - T6:+79.96633 - S1:+42.01056 0.00190000003204

96 YGL008C PMA1 rep1F07 heavy SVEDFMAAMQRVSTQHEKET 911912
K18:+36.0756 - S1:+36.0756 - M9:+15.99491 - 

S13:+79.96633 - T14:+79.96633 2.19999992623343e-06

96 YGL008C PMA1 rep1F07 heavy SVEDFMAAMQRVSTQHEKET 911912
K18:+36.0756 - S1:+36.0756 - S13:+79.96633 - 

T14:+79.96633 2.59999999308036e-09

96 YGL008C PMA1 rep1F08 heavy SVEDFMAAMQRVSTQHEKET 911912
K18:+36.0756 - S1:+36.0756 - S13:+79.96633 - 

T14:+79.96633 2.79999994745594e-07

96 YGL008C PMA1 rep1F09 heavy SSVSAHQPTQEKPAK 15
K12:+36.0756 - K15:+36.0756 - S1:+36.0756 - 

S2:+79.96633 1.49999994647487e-08

96 YGL008C PMA1 rep1F09 heavy SSVSAHQPTQEKPAK 15
K12:+36.0756 - K15:+36.0756 - S1:+36.0756 - 

S2:+79.96633 1.69999998433923e-06

96 YGL008C PMA1 rep1F09 heavy SVSAHQPTQEKPAK 17
K11:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S3:+79.96633 1.00000000362749e-15



96 YGL008C PMA1 rep1F09 heavy SVSAHQPTQEKPAK 17
K11:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S3:+79.96633 1.00000000362749e-15
96 YGL008C PMA1 rep2F01 inter SVEDFMAAMQR 899 S1:+32.0564 - S1:+79.96633 3.49999993431993e-07
96 YGL008C PMA1 rep2F01 light SVEDFMAAMQR 899 S1:+28.0313 - S1:+79.96633 2.40000002094121e-08

96 YGL008C PMA1 rep2F010 light VSAHQPTQEKPAK 17
K10:+28.0313 - K13:+28.0313 - V1:+28.0313 - 

S2:+79.96633 0.00310000008903

96 YGL008C PMA1 rep2F010 heavy SVSAHQPTQEKPAK 15
K11:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S1:+79.96633 0.00015000000712

96 YGL008C PMA1 rep2F010 inter SVSAHQPTQEKPAK 15
K11:+32.0564 - K14:+32.0564 - S1:+32.0564 - 

S1:+79.96633 2.90000002678426e-06

96 YGL008C PMA1 rep2F010 light SVSAHQPTQEKPAK 15
K11:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S1:+79.96633 0.00839999970049

96 YGL008C PMA1 rep2F07 heavy SVEDFMAAMQRVSTQHEKET 911912
K18:+36.0756 - S1:+36.0756 - M6:+15.99491 - 

S13:+79.96633 - T14:+79.96633 0.00179999996908

96 YGL008C PMA1 rep2F07 heavy SVEDFMAAMQRVSTQHEKET 911912
K18:+36.0756 - S1:+36.0756 - S13:+79.96633 - 

T14:+79.96633 1.59999999596039e-05

96 YGL008C PMA1 rep2F07 inter SVEDFMAAMQRVSTQHEKET 911912
K18:+32.0564 - S1:+32.0564 - S13:+79.96633 - 

T14:+79.96633 2.3999999143598e-07

96 YGL008C PMA1 rep3F08 light SVSAHQPTQEKPAK 17
K11:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S3:+79.96633 0.00041999999667

96 YGL008C PMA1 rep3F09 light VSAHQPTQEKPAK 17
K10:+28.0313 - K13:+28.0313 - V1:+28.0313 - 

S2:+79.96633 0.001200000057

96 YGL008C PMA1 rep3F09 light SVSAHQPTQEKPAK 15
K11:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S1:+79.96633 6.10000006062705e-09

96 YGL008C PMA1 rep4F08 inter VSAHQPTQEKPAK 17
K10:+32.0564 - K13:+32.0564 - V1:+32.0564 - 

S2:+79.96633 1.80000000682412e-07
98 YJL082W IML2 rep1F03 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 1.60000002697981e-15
98 YJL082W IML2 rep1F04 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 5.50000010812735e-11
98 YJL082W IML2 rep1F04 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 1.00000000362749e-15
98 YJL082W IML2 rep1F04 inter TNDSSLLPGYMDSATLLHPGK 383 K21:+32.0564 - T1:+32.0564 - S4:+79.96633 4.90000011052483e-12
98 YJL082W IML2 rep1F04 light TNDSSLLPGYMDSATLLHPGK 383 K21:+28.0313 - T1:+28.0313 - S4:+79.96633 1.70000000404916e-13
98 YJL082W IML2 rep1F05 heavy TNDSSLLPGYMDSATLLHPGK 380 K21:+36.0756 - T1:+36.0756 - T1:+79.96633 1.39999997372797e-06
98 YJL082W IML2 rep1F06 heavy LRDDLGLQTTPSQASDR 268 L1:+36.0756 - S15:+79.96633 1.30000001874464e-08
98 YJL082W IML2 rep2F04 inter TNDSSLLPGYMDSATLLHPGK 383 K21:+32.0564 - T1:+32.0564 - S4:+79.96633 8.60000015645568e-10
98 YJL082W IML2 rep2F04 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 1.00000000362749e-15
98 YJL082W IML2 rep2F04 light TNDSSLLPGYMDSATLLHPGK 383 K21:+28.0313 - T1:+28.0313 - S4:+79.96633 1.30000001106849e-13
98 YJL082W IML2 rep2F04 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 1.00000000362749e-15
98 YJL082W IML2 rep2F05 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 2.0999999961191e-08
98 YJL082W IML2 rep2F05 inter TNDSSLLPGYMDSATLLHPGK 383 K21:+32.0564 - T1:+32.0564 - S4:+79.96633 2.90000002678426e-06

98 YJL082W IML2 rep2F09 inter SRTNDSSLLPGYMDSATLLHPGK 378384
K23:+32.0564 - S1:+32.0564 - S1:+79.96633 - 

S7:+79.96633 2.30000005152498e-10
98 YJL082W IML2 rep3F04 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 1.00000000362749e-15
98 YJL082W IML2 rep3F04 light TNDSSLLPGYMDSATLLHPGK 383 K21:+28.0313 - T1:+28.0313 - S4:+79.96633 1.49999997367751e-14
98 YJL082W IML2 rep3F04 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 1.60000000580399e-14
98 YJL082W IML2 rep3F05 heavy LRDDLGLQTTPSQASDR 262 L1:+36.0756 - T9:+79.96633 2.40000002094121e-08
98 YJL082W IML2 rep3F05 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 9.70000023635701e-15
98 YJL082W IML2 rep3F05 light TNDSSLLPGYMDSATLLHPGK 383 K21:+28.0313 - T1:+28.0313 - S4:+79.96633 1.1000000389727e-11
98 YJL082W IML2 rep3F05 heavy TNDSSLLPGYMDSATLLHPGK 383 K21:+36.0756 - T1:+36.0756 - S4:+79.96633 5.29999988341245e-10



98 YJL082W IML2 rep3F06 heavy LRDDLGLQTTPSQASDR 268 L1:+36.0756 - S15:+79.96633 1.4999999940063e-12
98 YJL082W IML2 rep3F06 light LRDDLGLQTTPSQASDR 268 L1:+28.0313 - S15:+79.96633 4.4000000343658e-05
98 YJL082W IML2 rep3F08 heavy SRTNDSSLLPGYMDSATLLHPGK 378 K23:+36.0756 - S1:+36.0756 - S1:+79.96633 3.70000002858362e-11
98 YJL082W IML2 rep4F03 inter TNDSSLLPGYMDSATLLHPGK 383 K21:+32.0564 - T1:+32.0564 - S4:+79.96633 6.30000001819453e-12
98 YJL082W IML2 rep4F03 light TNDSSLLPGYMDSATLLHPGK 383 K21:+28.0313 - T1:+28.0313 - S4:+79.96633 2.99999990127642e-11
98 YJL082W IML2 rep4F04 inter TNDSSLLPGYMDSATLLHPGK 383 K21:+32.0564 - T1:+32.0564 - S4:+79.96633 9.40000030938415e-13
98 YJL082W IML2 rep4F04 light TNDSSLLPGYMDSATLLHPGK 383 K21:+28.0313 - T1:+28.0313 - S4:+79.96633 3.8999998976802e-13
98 YJL082W IML2 rep4F07 light SRTNDSSLLPGYMDSATLLHPGK 380 K23:+28.0313 - S1:+28.0313 - T3:+79.96633 1.50000001308825e-09

107 YGL219C MDM34 rep1F01 inter WGMEDSPPPYH 454 W1:+32.0564 - S6:+79.96633 0.00057999999262
107 YGL219C MDM34 rep1F01 light WGMEDSPPPYH 454 W1:+28.0313 - S6:+79.96633 1.70000002981396e-05
107 YGL219C MDM34 rep1F01 inter TVLDSSQYDLATITK 321 K15:+32.0564 - T1:+32.0564 - S6:+79.96633 6.50000019086772e-13
107 YGL219C MDM34 rep1F01 light TVLDSSQYDLATITK 321 K15:+28.0313 - T1:+28.0313 - S6:+79.96633 1.70000000404916e-13

107 YGL219C MDM34 rep1F07 heavy LSTALNSPSKK 29
K10:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 7.90000012784731e-06

107 YGL219C MDM34 rep1F07 inter LSTALNSPSKK 29
K10:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 4.19999992118392e-07

107 YGL219C MDM34 rep1F07 light LSTALNSPSKK 29
K10:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00067999999737
107 YGL219C MDM34 rep2F01 inter WGMEDSPPPYH 454 W1:+32.0564 - S6:+79.96633 2.70000000455184e-05
107 YGL219C MDM34 rep2F01 light WGMEDSPPPYH 454 W1:+28.0313 - S6:+79.96633 0.00150000001304
107 YGL219C MDM34 rep2F01 light TVLDSSQYDLATITK 321 K15:+28.0313 - T1:+28.0313 - S6:+79.96633 8.1999997070259e-11
107 YGL219C MDM34 rep2F01 inter TVLDSSQYDLATITK 321 K15:+32.0564 - T1:+32.0564 - S6:+79.96633 1.09999996311672e-06
107 YGL219C MDM34 rep2F02 light WGMEDSPPPYH 454 W1:+28.0313 - S6:+79.96633 0.00022000000172

107 YGL219C MDM34 rep2F07 inter LSTALNSPSKK 29
K10:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 0.00249999994412
107 YGL219C MDM34 rep3F01 heavy TVLDSSQYDLATITK 320 K15:+36.0756 - T1:+36.0756 - S5:+79.96633 1.50000005305628e-06
107 YGL219C MDM34 rep3F02 heavy WGMEDSPPPYH 454 W1:+36.0756 - S6:+79.96633 3.5000000934815e-05
107 YGL219C MDM34 rep3F02 inter WGMEDSPPPYH 454 W1:+32.0564 - S6:+79.96633 0.00025000001187
107 YGL219C MDM34 rep3F02 inter WGMEDSPPPYH 454 W1:+32.0564 - S6:+79.96633 1.20000004244503e-05
107 YGL219C MDM34 rep3F03 heavy WGMEDSPPPYH 454 W1:+36.0756 - S6:+79.96633 0.00023999999394

107 YGL219C MDM34 rep3F06 light LSTALNSPSKK 29
K10:+28.0313 - K11:+28.0313 - L1:+28.0313 - 

S7:+79.96633 0.00179999996908

107 YGL219C MDM34 rep3F06 heavy LSTALNSPSKK 29
K10:+36.0756 - K11:+36.0756 - L1:+36.0756 - 

S7:+79.96633 1.99999994947575e-05
107 YGL219C MDM34 rep4F01 heavy WGMEDSPPPYH 454 W1:+36.0756 - S6:+79.96633 0.00019000000611
107 YGL219C MDM34 rep4F01 light WGMEDSPPPYH 454 W1:+28.0313 - S6:+79.96633 1.89999991562217e-05
107 YGL219C MDM34 rep4F01 heavy WGMEDSPPPYH 454 W1:+36.0756 - S6:+79.96633 2.69999986812763e-07
107 YGL219C MDM34 rep4F01 light WGMEDSPPPYH 454 W1:+28.0313 - S6:+79.96633 7.50000035623088e-05
107 YGL219C MDM34 rep4F02 light WGMEDSPPPYH 454 W1:+28.0313 - S6:+79.96633 7.30000010662479e-07
107 YGL219C MDM34 rep4F02 inter WGMEDSPPPYH 454 W1:+32.0564 - S6:+79.96633 0.00015000000712

107 YGL219C MDM34 rep4F05 inter LSTALNSPSKK 29
K10:+32.0564 - K11:+32.0564 - L1:+32.0564 - 

S7:+79.96633 1.20000004244503e-06

110 YOR153W PDR5 rep1F01 heavy TLTAQSMQNSTQSAPNK 58
K17:+36.0756 - T1:+36.0756 - M7:+15.99491 - 

S10:+79.96633 2.89999996239132e-10

110 YOR153W PDR5 rep1F01 heavy TLTAQSMQNSTQSAPNK 58
K17:+36.0756 - T1:+36.0756 - M7:+15.99491 - 

S10:+79.96633 3.39999992604589e-08
110 YOR153W PDR5 rep1F01 heavy LLNDDEASR 475 L1:+36.0756 - S8:+79.96633 0.00289999996312
110 YOR153W PDR5 rep1F01 heavy TLTAQSMQNSTQSAPNK 58 K17:+36.0756 - T1:+36.0756 - S10:+79.96633 8.49999981511473e-09



110 YOR153W PDR5 rep1F01 heavy TLTAQSMQNSTQSAPNK 58 K17:+36.0756 - T1:+36.0756 - S10:+79.96633 4.09999996193317e-13
110 YOR153W PDR5 rep1F01 heavy TLTAQSMQNSTQSAPNK 51 K17:+36.0756 - T1:+36.0756 - T3:+79.96633 1.80000001015479e-10

110 YOR153W PDR5 rep1F01 heavy TLTAQSMQNSTQSAPNK  54 51
K17:+36.0756 - T1:+36.0756 - S6:+79.96633 - 

T3:+79.96633 4.70000003360838e-08
110 YOR153W PDR5 rep1F01 heavy TLTAQSMQNSTQSAPNK 51 K17:+36.0756 - T1:+36.0756 - T3:+79.96633 1.19999996051057e-10
110 YOR153W PDR5 rep1F01 heavy LDPNSENFSSAAWVK 103 K15:+36.0756 - L1:+36.0756 - S9:+79.96633 2.60000003748928e-08
110 YOR153W PDR5 rep1F03 heavy LLNDDEASREAIK 475 K13:+36.0756 - L1:+36.0756 - S8:+79.96633 9.39999966753646e-10
110 YOR153W PDR5 rep2F01 heavy TLTAQSMQNSTQSAPNK 58 K17:+36.0756 - T1:+36.0756 - S10:+79.96633 8.40000029711518e-06
110 YOR153W PDR5 rep2F01 heavy TLTAQSMQNSTQSAPNK 58 K17:+36.0756 - T1:+36.0756 - S10:+79.96633 1.2000000104706e-08
110 YOR153W PDR5 rep2F02 heavy TLTAQSMQNSTQSAPNK 58 K17:+36.0756 - T1:+36.0756 - S10:+79.96633 2.29999996825825e-09
110 YOR153W PDR5 rep2F04 inter LLNDDEASREAIK 475 K13:+32.0564 - L1:+32.0564 - S8:+79.96633 0.00019000000611
110 YOR153W PDR5 rep3F01 light LLNDDEASR 475 L1:+28.0313 - S8:+79.96633 0.00082000001566
110 YOR153W PDR5 rep3F01 light TLTAQSMQNSTQSAPNK 54 K17:+28.0313 - T1:+28.0313 - S6:+79.96633 6.70000008540228e-06
110 YOR153W PDR5 rep3F02 heavy TLTAQSMQNSTQSAPNK 58 K17:+36.0756 - T1:+36.0756 - S10:+79.96633 3.50000001203554e-10
110 YOR153W PDR5 rep3F02 light TLTAQSMQNSTQSAPNK 58 K17:+28.0313 - T1:+28.0313 - S10:+79.96633 2.1000000742788e-06
110 YOR153W PDR5 rep3F02 light TLTAQSMQNSTQSAPNK 58 K17:+28.0313 - T1:+28.0313 - S10:+79.96633 2.99999989294975e-08
110 YOR153W PDR5 rep3F02 light LDPNSENFSSAAWVK 103 K15:+28.0313 - L1:+28.0313 - S9:+79.96633 3.99999998401679e-11
110 YOR153W PDR5 rep3F04 light LLNDDEASREAIK 475 K13:+28.0313 - L1:+28.0313 - S8:+79.96633 3.19999998055209e-07

110 YOR153W PDR5 rep4F01 inter TLTAQSMQNSTQSAPNK 58
K17:+32.0564 - T1:+32.0564 - M7:+15.99491 - 

S10:+79.96633 7.99999997980194e-06
110 YOR153W PDR5 rep4F01 inter TLTAQSMQNSTQSAPNK 54 K17:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00016999999934
110 YOR153W PDR5 rep4F01 inter TLTAQSMQNSTQSAPNKS 54 K17:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00289999996312
110 YOR153W PDR5 rep4F01 inter TLTAQSMQNSTQSAPNK 58 K17:+32.0564 - T1:+32.0564 - S10:+79.96633 8.40000029711518e-06
110 YOR153W PDR5 rep4F01 inter TLTAQSMQNSTQSAPNK 54 K17:+32.0564 - T1:+32.0564 - S6:+79.96633 8.79999983993685e-09
111 YJR048W CYC1 rep1F04 inter HSGQAEGYSYTDANIK 53 K16:+32.0564 - H1:+32.0564 - S9:+79.96633 5.3000000086378e-14
111 YJR048W CYC1 rep1F04 light HSGQAEGYSYTDANIK 53 K16:+28.0313 - H1:+28.0313 - S9:+79.96633 1.69999998433923e-06

111 YJR048W CYC1 rep1F06 inter TEFKAGSAK 2
K4:+32.0564 - K9:+32.0564 - T1:+32.0564 - 

T1:+79.96633 0.00190000003204

111 YJR048W CYC1 rep1F08 inter HSGQAEGYSYTDANIKK 53
K16:+32.0564 - K17:+32.0564 - H1:+32.0564 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep1F08 light HSGQAEGYSYTDANIKK 53
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep1F08 heavy HSGQAEGYSYTDANIKK 53
K16:+36.0756 - K17:+36.0756 - H1:+36.0756 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep1F09 light HSGQAEGYSYTDANIKK 53
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep2F08 light HSGQAEGYSYTDANIKK 53
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep2F08 inter HSGQAEGYSYTDANIKK 53
K16:+32.0564 - K17:+32.0564 - H1:+32.0564 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep2F08 heavy HSGQAEGYSYTDANIKK 53
K16:+36.0756 - K17:+36.0756 - H1:+36.0756 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep2F09 light HSGQAEGYSYTDANIKK 53
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep2F09 inter HSGQAEGYSYTDANIKK 53
K16:+32.0564 - K17:+32.0564 - H1:+32.0564 - 

S9:+79.96633 1.00000000362749e-15
111 YJR048W CYC1 rep3F05 inter HSGQAEGYSYTDANIK 53 K16:+32.0564 - H1:+32.0564 - S9:+79.96633 1.59999997192267e-13
111 YJR048W CYC1 rep3F05 heavy HSGQAEGYSYTDANIK 53 K16:+36.0756 - H1:+36.0756 - S9:+79.96633 1.90000001842883e-10



111 YJR048W CYC1 rep3F05 heavy HSGQAEGYSYTDANIK 53 K16:+36.0756 - H1:+36.0756 - S9:+79.96633 5.89999994728683e-15
111 YJR048W CYC1 rep3F05 inter HSGQAEGYSYTDANIK 53 K16:+32.0564 - H1:+32.0564 - S9:+79.96633 2.99999990500336e-15

111 YJR048W CYC1 rep3F07 light HSGQAEGYSYTDANIKK 46
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S2:+79.96633 3.69999994184744e-12

111 YJR048W CYC1 rep3F08 inter HSGQAEGYSYTDANIKK 53
K16:+32.0564 - K17:+32.0564 - H1:+32.0564 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep3F08 inter HSGQAEGYSYTDANIKK 53
K16:+32.0564 - K17:+32.0564 - H1:+32.0564 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep3F08 light HSGQAEGYSYTDANIKK 53
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep3F08 heavy HSGQAEGYSYTDANIKK 53
K16:+36.0756 - K17:+36.0756 - H1:+36.0756 - 

S9:+79.96633 1.00000000362749e-15
111 YJR048W CYC1 rep4F04 heavy HSGQAEGYSYTDANIK 53 K16:+36.0756 - H1:+36.0756 - S9:+79.96633 2.80000003217984e-12

111 YJR048W CYC1 rep4F06 light HSGQAEGYSYTDANIKK 46
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S2:+79.96633 1.40000002625431e-14

111 YJR048W CYC1 rep4F07 light HSGQAEGYSYTDANIKK 53
K16:+28.0313 - K17:+28.0313 - H1:+28.0313 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep4F07 heavy HSGQAEGYSYTDANIKK 53
K16:+36.0756 - K17:+36.0756 - H1:+36.0756 - 

S9:+79.96633 1.00000000362749e-15

111 YJR048W CYC1 rep4F07 inter HSGQAEGYSYTDANIKK 53
K16:+32.0564 - K17:+32.0564 - H1:+32.0564 - 

S9:+79.96633 1.00000000362749e-15
112 YMR212C EFR3 rep1F01 heavy DNQISTSDLLSDSQVR 564 D1:+36.0756 - S5:+79.96633 9.99999996004197e-13
112 YMR212C EFR3 rep1F01 light DNQISTSDLLSDSQVR 564 D1:+28.0313 - S5:+79.96633 4.29999991169439e-09
112 YMR212C EFR3 rep1F01 heavy DNQISTSDLLSDSQVR 564 D1:+36.0756 - S5:+79.96633 5.40000000910368e-05
112 YMR212C EFR3 rep1F03 heavy DGSFRGSQSVK 675 K11:+36.0756 - D1:+36.0756 - S3:+79.96633 0.00949999969453
112 YMR212C EFR3 rep1F03 inter DGSFRGSQSVK 675 K11:+32.0564 - D1:+32.0564 - S3:+79.96633 0.00022000000172
112 YMR212C EFR3 rep1F04 heavy DGSFRGSQSVK 675 K11:+36.0756 - D1:+36.0756 - S3:+79.96633 0.00400000018999
112 YMR212C EFR3 rep1F04 heavy TQTRTIGLDK 231 K10:+36.0756 - T1:+36.0756 - T3:+79.96633 8.29999989946373e-05
112 YMR212C EFR3 rep1F05 heavy TQTRTIGLDK 231 K10:+36.0756 - T1:+36.0756 - T3:+79.96633 2.09999998332933e-05
112 YMR212C EFR3 rep1F07 heavy FVAEDARSWK 643 K10:+36.0756 - F1:+36.0756 - S8:+79.96633 0.00036000000546
112 YMR212C EFR3 rep2F01 light DNQISTSDLLSDSQVR 564 D1:+28.0313 - S5:+79.96633 1.80000003791037e-09
112 YMR212C EFR3 rep2F01 heavy DNQISTSDLLSDSQVR 564 D1:+36.0756 - S5:+79.96633 3.29999985670959e-11
112 YMR212C EFR3 rep2F01 light DNQISTSDLLSDSQVR 564 D1:+28.0313 - S5:+79.96633 0.00609999988228
112 YMR212C EFR3 rep2F01 inter DNQISTSDLLSDSQVR 564 D1:+32.0564 - S5:+79.96633 1.19999998826614e-09
112 YMR212C EFR3 rep2F04 inter DGSFRGSQSVK 675 K11:+32.0564 - D1:+32.0564 - S3:+79.96633 0.00014000000374
112 YMR212C EFR3 rep2F04 light DGSFRGSQSVK 675 K11:+28.0313 - D1:+28.0313 - S3:+79.96633 0.00109999999404
112 YMR212C EFR3 rep2F04 heavy DGSFRGSQSVK 675 K11:+36.0756 - D1:+36.0756 - S3:+79.96633 0.00069999997504
112 YMR212C EFR3 rep2F07 heavy FVAEDARSWK 643 K10:+36.0756 - F1:+36.0756 - S8:+79.96633 0.00150000001304
112 YMR212C EFR3 rep3F01 heavy DNQISTSDLLSDSQVR 564 D1:+36.0756 - S5:+79.96633 8.3999998068407e-09
112 YMR212C EFR3 rep3F01 heavy DNQISTSDLLSDSQVR 564 D1:+36.0756 - S5:+79.96633 5.69999984711966e-11
112 YMR212C EFR3 rep3F02 heavy LAPISSLSDR 734 L1:+36.0756 - S5:+79.96633 0.00669999979436
112 YMR212C EFR3 rep4F01 inter LAPISSLSDR 735 L1:+32.0564 - S6:+79.96633 8.89999955688836e-06
112 YMR212C EFR3 rep4F01 light LAPISSLSDR 735 L1:+28.0313 - S6:+79.96633 0.00559999980032
112 YMR212C EFR3 rep4F03 inter DGSFRGSQSVK 675 K11:+32.0564 - D1:+32.0564 - S3:+79.96633 7.40000032237731e-05
112 YMR212C EFR3 rep4F03 inter DGSFRGSQSVK 675 K11:+32.0564 - D1:+32.0564 - S3:+79.96633 0.00109999999404
112 YMR212C EFR3 rep4F04 inter DGSFRGSQSVK 675 K11:+32.0564 - D1:+32.0564 - S3:+79.96633 0.00400000018999
112 YMR212C EFR3 rep4F05 light TATGENQNDDFKDANEDLHSLSSR 771 K12:+28.0313 - T1:+28.0313 - S20:+79.96633 2.49999999001049e-13
113 YOR136W IDH2 rep1F01 heavy TGDLAGTATTSSFTEAVIK 360 K19:+36.0756 - T1:+36.0756 - S12:+79.96633 1.00000000362749e-15



113 YOR136W IDH2 rep1F01 inter TGDLAGTATTSSFTEAVIK 360 K19:+32.0564 - T1:+32.0564 - S12:+79.96633 1.99999996490334e-13
113 YOR136W IDH2 rep2F01 inter TGDLAGTATTSSFTEAVIK 360 K19:+32.0564 - T1:+32.0564 - S12:+79.96633 9.59999969601076e-14
113 YOR136W IDH2 rep2F01 heavy TGDLAGTATTSSFTEAVIK 360 K19:+36.0756 - T1:+36.0756 - S12:+79.96633 1.00000000362749e-15
113 YOR136W IDH2 rep2F01 light TGDLAGTATTSSFTEAVIK 360 K19:+28.0313 - T1:+28.0313 - S12:+79.96633 1.40000004319497e-13
113 YOR136W IDH2 rep3F01 light TGDLAGTATTSSFTEAVIK 360 K19:+28.0313 - T1:+28.0313 - S12:+79.96633 6.70000011027128e-09
113 YOR136W IDH2 rep3F01 light TGDLAGTATTSSFTEAVIK 360 K19:+28.0313 - T1:+28.0313 - S12:+79.96633 1.00000000362749e-15
113 YOR136W IDH2 rep3F01 heavy TGDLAGTATTSSFTEAVIK 355 K19:+36.0756 - T1:+36.0756 - T7:+79.96633 1.50000001308825e-09
113 YOR136W IDH2 rep3F01 heavy TGDLAGTATTSSFTEAVIK 360 K19:+36.0756 - T1:+36.0756 - S12:+79.96633 1.49999995250168e-15
113 YOR136W IDH2 rep3F01 inter TGDLAGTATTSSFTEAVIK 360 K19:+32.0564 - T1:+32.0564 - S12:+79.96633 6.39999997442686e-10
113 YOR136W IDH2 rep3F01 inter TGDLAGTATTSSFTEAVIK 360 K19:+32.0564 - T1:+32.0564 - S12:+79.96633 1.00000000362749e-15
113 YOR136W IDH2 rep3F01 light TGDLAGTATTSSFTEAVIK 359 K19:+28.0313 - T1:+28.0313 - S11:+79.96633 3.40000013920871e-07
113 YOR136W IDH2 rep3F02 heavy SLNLTLR 113 S1:+36.0756 - S1:+79.96633 0.00370000000112
113 YOR136W IDH2 rep3F02 light TGDLAGTATTSSFTEAVIK 360 K19:+28.0313 - T1:+28.0313 - S12:+79.96633 7.09999975478937e-11

113 YOR136W IDH2 rep3F03 light ENTEGEYSGIEHIVCPGVVQSIK 153
C15:+57.02146 - K23:+28.0313 - E1:+28.0313 - 

T3:+79.96633 8.50000002024578e-14

113 YOR136W IDH2 rep3F04 light ENTEGEYSGIEHIVCPGVVQSIK 153
C15:+57.02146 - K23:+28.0313 - E1:+28.0313 - 

T3:+79.96633 1.00000000362749e-15

113 YOR136W IDH2 rep3F04 inter ENTEGEYSGIEHIVCPGVVQSIK 153
C15:+57.02146 - K23:+32.0564 - E1:+32.0564 - 

T3:+79.96633 5.20000015269417e-12

113 YOR136W IDH2 rep3F04 heavy ENTEGEYSGIEHIVCPGVVQSIK 153
C15:+57.02146 - K23:+36.0756 - E1:+36.0756 - 

T3:+79.96633 4.80000016978011e-05
113 YOR136W IDH2 rep4F01 inter TGDLAGTATTSSFTEAVIK 359 K19:+32.0564 - T1:+32.0564 - S11:+79.96633 4.30000002618613e-12
113 YOR136W IDH2 rep4F01 light TGDLAGTATTSSFTEAVIK 360 K19:+28.0313 - T1:+28.0313 - S12:+79.96633 2.49999995612918e-15
113 YOR136W IDH2 rep4F01 inter TGDLAGTATTSSFTEAVIK 355 K19:+32.0564 - T1:+32.0564 - T7:+79.96633 2.0999999961191e-08
113 YOR136W IDH2 rep4F01 heavy TGDLAGTATTSSFTEAVIK 360 K19:+36.0756 - T1:+36.0756 - S12:+79.96633 5.50000019486352e-12
113 YOR136W IDH2 rep4F01 light TGDLAGTATTSSFTEAVIK 360 K19:+28.0313 - T1:+28.0313 - S12:+79.96633 1.70000000188075e-10
113 YOR136W IDH2 rep4F01 heavy TGDLAGTATTSSFTEAVIK 355 K19:+36.0756 - T1:+36.0756 - T7:+79.96633 7.00000013509339e-09

113 YOR136W IDH2 rep4F03 inter ENTEGEYSGIEHIVCPGVVQSIK 153
C15:+57.02146 - K23:+32.0564 - E1:+32.0564 - 

T3:+79.96633 1.00000000362749e-15

113 YOR136W IDH2 rep4F03 light ENTEGEYSGIEHIVCPGVVQSIK 153
C15:+57.02146 - K23:+28.0313 - E1:+28.0313 - 

T3:+79.96633 1.99999996490334e-13
117 YIL155C GUT2 rep1F01 light GDFASGTSSK 106 K10:+28.0313 - G1:+28.0313 - S8:+79.96633 1.59999999596039e-05
117 YIL155C GUT2 rep1F01 inter GDFASGTSSK 106 K10:+32.0564 - G1:+32.0564 - S8:+79.96633 1.3000000080865e-06
117 YIL155C GUT2 rep1F01 light NPSGLPDSPLNDNSK 304 K15:+28.0313 - N1:+28.0313 - S8:+79.96633 2.899999901676e-12
117 YIL155C GUT2 rep1F01 inter NPSGLPDSPLNDNSK 304 K15:+32.0564 - N1:+32.0564 - S8:+79.96633 8.19999979029262e-09
117 YIL155C GUT2 rep1F02 light NPSGLPDSPLNDNSK 304 K15:+28.0313 - N1:+28.0313 - S8:+79.96633 1.99999999200839e-12

117 YIL155C GUT2 rep1F04 light GDFASGTSSKSTK 109
K10:+28.0313 - K13:+28.0313 - G1:+28.0313 - 

S11:+79.96633 1.00000000362749e-15

117 YIL155C GUT2 rep1F04 inter GDFASGTSSKSTK 106
K10:+32.0564 - K13:+32.0564 - G1:+32.0564 - 

S8:+79.96633 1.69999994983905e-12
117 YIL155C GUT2 rep2F02 light NPSGLPDSPLNDNSK 304 K15:+28.0313 - N1:+28.0313 - S8:+79.96633 1.49999995063821e-11
117 YIL155C GUT2 rep2F02 inter NPSGLPDSPLNDNSK 304 K15:+32.0564 - N1:+32.0564 - S8:+79.96633 7.90000012784731e-06

117 YIL155C GUT2 rep2F04 inter GDFASGTSSKSTK 109
K10:+32.0564 - K13:+32.0564 - G1:+32.0564 - 

S11:+79.96633 6.39999981899564e-08

117 YIL155C GUT2 rep2F04 light GDFASGTSSKSTK 107
K10:+28.0313 - K13:+28.0313 - G1:+28.0313 - 

S9:+79.96633 1.09999997392057e-12
117 YIL155C GUT2 rep3F01 inter GDFASGTSSK 107 K10:+32.0564 - G1:+32.0564 - S9:+79.96633 9.70000019151485e-06
117 YIL155C GUT2 rep3F02 inter GDFASGTSSK 103 K10:+32.0564 - G1:+32.0564 - S5:+79.96633 0.00083999999333



117 YIL155C GUT2 rep3F02 inter NPSGLPDSPLNDNSK 304 K15:+32.0564 - N1:+32.0564 - S8:+79.96633 2.30000001266717e-08
117 YIL155C GUT2 rep3F02 inter NPSGLPDSPLNDNSK 304 K15:+32.0564 - N1:+32.0564 - S8:+79.96633 0.00082000001566
117 YIL155C GUT2 rep3F02 heavy NPSGLPDSPLNDNSK 304 K15:+36.0756 - N1:+36.0756 - S8:+79.96633 3.70000002858362e-10
117 YIL155C GUT2 rep3F02 heavy NPSGLPDSPLNDNSK 304 K15:+36.0756 - N1:+36.0756 - S8:+79.96633 9.79999992267722e-09
117 YIL155C GUT2 rep3F03 heavy NPSGLPDSPLNDNSK 304 K15:+36.0756 - N1:+36.0756 - S8:+79.96633 9.99999971718069e-10
117 YIL155C GUT2 rep4F01 heavy GSATQGVVR 438 G1:+36.0756 - T4:+79.96633 0.00041000000783
117 YIL155C GUT2 rep4F01 light GDFASGTSSK 103 K10:+28.0313 - G1:+28.0313 - S5:+79.96633 0.00025000001187
117 YIL155C GUT2 rep4F01 heavy GDFASGTSSK 107 K10:+36.0756 - G1:+36.0756 - S9:+79.96633 4.00000004674439e-07
117 YIL155C GUT2 rep4F01 heavy NPSGLPDSPLNDNSK 304 K15:+36.0756 - N1:+36.0756 - S8:+79.96633 2.20000004325094e-10
117 YIL155C GUT2 rep4F02 heavy NPSGLPDSPLNDNSK 304 K15:+36.0756 - N1:+36.0756 - S8:+79.96633 9.99999996004197e-12
117 YIL155C GUT2 rep4F02 light NPSGLPDSPLNDNSK 304 K15:+28.0313 - N1:+28.0313 - S8:+79.96633 1.09999997222651e-15
117 YIL155C GUT2 rep4F02 heavy NPSGLPDSPLNDNSK 304 K15:+36.0756 - N1:+36.0756 - S8:+79.96633 2.30000001266717e-08
122 YML072C TCB3 rep1F01 heavy TSNSVSDVSK 67 K10:+36.0756 - T1:+36.0756 - S4:+79.96633 1.0000000116861e-07
122 YML072C TCB3 rep1F01 light TSNSVSDVSK 67 K10:+28.0313 - T1:+28.0313 - S4:+79.96633 3.19999999192078e-05
122 YML072C TCB3 rep1F01 inter SPSNLNSTSVTPR 1342 S1:+32.0564 - S3:+79.96633 6.90000021563719e-08
122 YML072C TCB3 rep1F01 light SPSNLNSTSVTPR 1342 S1:+28.0313 - S3:+79.96633 6.59999977870029e-06
122 YML072C TCB3 rep1F02 heavy SPSNLNSTSVTPR 1350 S1:+36.0756 - T11:+79.96633 4.29999991169439e-09
122 YML072C TCB3 rep1F03 heavy SPSNLNSTSVTPR 1350 S1:+36.0756 - T11:+79.96633 0.0004299999855
122 YML072C TCB3 rep1F08 heavy RSPSNLNSTSVTPR 1350 R1:+36.0756 - T12:+79.96633 3.09999990122378e-07
122 YML072C TCB3 rep2F01 light TSNSVSDVSK 67 K10:+28.0313 - T1:+28.0313 - S4:+79.96633 0.00018000000273
122 YML072C TCB3 rep2F01 inter TSNSVSDVSK 67 K10:+32.0564 - T1:+32.0564 - S4:+79.96633 4.8999999080479e-07
122 YML072C TCB3 rep2F02 inter SPSNLNSTSVTPR 1350 S1:+32.0564 - T11:+79.96633 2.89999996239132e-10
122 YML072C TCB3 rep2F08 inter RSPSNLNSTSVTPR 1350 R1:+32.0564 - T12:+79.96633 6.80000011925586e-05
122 YML072C TCB3 rep3F01 heavy TSNSVSDVSK 67 K10:+36.0756 - T1:+36.0756 - S4:+79.96633 1.89999991562217e-05
122 YML072C TCB3 rep3F01 inter TSNSVSDVSK 67 K10:+32.0564 - T1:+32.0564 - S4:+79.96633 3.79999995914204e-08
122 YML072C TCB3 rep3F01 light TSNSVSDVSK 67 K10:+28.0313 - T1:+28.0313 - S4:+79.96633 8.10000017281709e-07
122 YML072C TCB3 rep3F03 heavy SPSNLNSTSVTPR 1350 S1:+36.0756 - T11:+79.96633 3.19999999192078e-05
122 YML072C TCB3 rep3F03 light SPSNLNSTSVTPR 1350 S1:+28.0313 - T11:+79.96633 2.40000008489005e-06
122 YML072C TCB3 rep3F07 light RSPSNLNSTSVTPR 1350 R1:+28.0313 - T12:+79.96633 0.00036000000546
122 YML072C TCB3 rep3F07 heavy RSPSNLNSTSVTPR 1350 R1:+36.0756 - T12:+79.96633 0.00319999991916
122 YML072C TCB3 rep3F07 light RSPSNLNSTSVTPR 1350 R1:+28.0313 - T12:+79.96633 7.69999969634227e-05
122 YML072C TCB3 rep4F01 inter TSNSVSDVSK 67 K10:+32.0564 - T1:+32.0564 - S4:+79.96633 3.19999990949782e-08
122 YML072C TCB3 rep4F01 inter DIFVASSAQK 97 K10:+32.0564 - D1:+32.0564 - S7:+79.96633 0.00054999999702
122 YML072C TCB3 rep4F02 inter SPSNLNSTSVTPR 1350 S1:+32.0564 - T11:+79.96633 3.40000007315044e-11
122 YML072C TCB3 rep4F06 inter RSPSNLNSTSVTPR 1350 R1:+32.0564 - T12:+79.96633 1.69999998433923e-06
122 YML072C TCB3 rep4F06 inter RSPSNLNSTSVTPR 1350 R1:+32.0564 - T12:+79.96633 1.80000006366754e-05
123 YML013W UBX2 rep1F03 light ASHSETLPSQR 316 A1:+28.0313 - S2:+79.96633 3.19999999192078e-05
123 YML013W UBX2 rep1F03 inter ASHSETLPSQR 316 A1:+32.0564 - S2:+79.96633 6.4999999827009e-10
123 YML013W UBX2 rep1F04 inter ASHSETLPSQR 318 A1:+32.0564 - S4:+79.96633 4.49999992824246e-09
123 YML013W UBX2 rep1F04 light ASHSETLPSQR 316 A1:+28.0313 - S2:+79.96633 8.80000001757253e-08
123 YML013W UBX2 rep1F05 light ASHSETLPSQR 316 A1:+28.0313 - S2:+79.96633 2.60000003748928e-08
123 YML013W UBX2 rep1F09 inter NTPEIFLIANVANKASHSETLPSQR 316 K14:+32.0564 - N1:+32.0564 - S16:+79.96633 1.8999999056718e-12
123 YML013W UBX2 rep1F09 light NTPEIFLIANVANKASHSETLPSQR 316 K14:+28.0313 - N1:+28.0313 - S16:+79.96633 1.00000000362749e-15
123 YML013W UBX2 rep2F03 inter ASHSETLPSQR 316 A1:+32.0564 - S2:+79.96633 1.60000001869776e-06
123 YML013W UBX2 rep2F03 light ASHSETLPSQR 316 A1:+28.0313 - S2:+79.96633 5.90000004407898e-09
123 YML013W UBX2 rep2F04 inter ASHSETLPSQR 318 A1:+32.0564 - S4:+79.96633 7.70000028182949e-08
123 YML013W UBX2 rep2F04 light ASHSETLPSQR 316 A1:+28.0313 - S2:+79.96633 7.10000003234512e-10
123 YML013W UBX2 rep2F09 light NTPEIFLIANVANKASHSETLPSQR 316 K14:+28.0313 - N1:+28.0313 - S16:+79.96633 1.30000003817354e-12



123 YML013W UBX2 rep3F04 heavy ASHSETLPSQR 316 A1:+36.0756 - S2:+79.96633 0.00073999998858
123 YML013W UBX2 rep3F04 heavy ASHSETLPSQR 316 A1:+36.0756 - S2:+79.96633 3.20000003739551e-06
123 YML013W UBX2 rep3F04 heavy ASHSETLPSQR 316 A1:+36.0756 - S2:+79.96633 4.70000003360838e-07
123 YML013W UBX2 rep3F05 heavy ASHSETLPSQR 318 A1:+36.0756 - S4:+79.96633 6.1999999161344e-06
123 YML013W UBX2 rep3F08 light NTPEIFLIANVANKASHSETLPSQR 316 K14:+28.0313 - N1:+28.0313 - S16:+79.96633 2.0999999961191e-08
123 YML013W UBX2 rep4F03 inter ASHSETLPSQR 318 A1:+32.0564 - S4:+79.96633 5.99999994133071e-10
123 YML013W UBX2 rep4F03 heavy ASHSETLPSQR 316 A1:+36.0756 - S2:+79.96633 1.50000005305628e-07
123 YML013W UBX2 rep4F03 light ASHSETLPSQR 316 A1:+28.0313 - S2:+79.96633 1.39999999440588e-11
123 YML013W UBX2 rep4F03 light ASHSETLPSQR 316 A1:+28.0313 - S2:+79.96633 0.00022000000172
123 YML013W UBX2 rep4F03 heavy ASHSETLPSQR 316 A1:+36.0756 - S2:+79.96633 0.0003999999899
123 YML013W UBX2 rep4F04 inter ASHSETLPSQR 318 A1:+32.0564 - S4:+79.96633 0.00065000000177
123 YML013W UBX2 rep4F07 light NTPEIFLIANVANKASHSETLPSQR 316 K14:+28.0313 - N1:+28.0313 - S16:+79.96633 1.19999999520504e-11
126 YMR205C PFK2 rep1F05 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 9.79999981609581e-07
126 YMR205C PFK2 rep1F05 light VHSYTDLAYR 171 V1:+28.0313 - S3:+79.96633 2.49999999368811e-07
126 YMR205C PFK2 rep1F06 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 2.49999993684469e-06

126 YMR205C PFK2 rep1F08 light NAVSTKPTPPPAPEASAESGLSSK 163
K6:+28.0313 - K24:+28.0313 - N1:+28.0313 - 

S19:+79.96633 1.00000000362749e-15
126 YMR205C PFK2 rep2F05 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 4.8999999080479e-07
126 YMR205C PFK2 rep2F06 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 0.00749999983236

126 YMR205C PFK2 rep2F08 light NAVSTKPTPPPAPEASAESGLSSK 163
K6:+28.0313 - K24:+28.0313 - N1:+28.0313 - 

S19:+79.96633 1.00000000362749e-15
126 YMR205C PFK2 rep3F05 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 2.60000003748928e-08
126 YMR205C PFK2 rep3F05 light VHSYTDLAYR 171 V1:+28.0313 - S3:+79.96633 5.49999981558358e-07
126 YMR205C PFK2 rep3F05 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 3.5000000934815e-05
126 YMR205C PFK2 rep3F05 light VHSYTDLAYR 171 V1:+28.0313 - S3:+79.96633 3.39999992604589e-08
126 YMR205C PFK2 rep3F05 light VHSYTDLAYR 171 V1:+28.0313 - S3:+79.96633 0.00789999961853
126 YMR205C PFK2 rep3F06 light VHSYTDLAYR 171 V1:+28.0313 - S3:+79.96633 2.90000002678426e-07
126 YMR205C PFK2 rep3F06 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 1.2000000104706e-08
126 YMR205C PFK2 rep3F06 light VHSYTDLAYR 171 V1:+28.0313 - S3:+79.96633 0.00139999995008
126 YMR205C PFK2 rep3F06 heavy VHSYTDLAYR 171 V1:+36.0756 - S3:+79.96633 0.00350000010803

126 YMR205C PFK2 rep3F07 heavy NAVSTKPTPPPAPEASAESGLSSK 163
K6:+36.0756 - K24:+36.0756 - N1:+36.0756 - 

S19:+79.96633 1.00000000362749e-15

126 YMR205C PFK2 rep3F07 light NAVSTKPTPPPAPEASAESGLSSK 163
K6:+28.0313 - K24:+28.0313 - N1:+28.0313 - 

S19:+79.96633 1.00000000362749e-15
126 YMR205C PFK2 rep4F04 inter VHSYTDLAYR 171 V1:+32.0564 - S3:+79.96633 0.00289999996312
126 YMR205C PFK2 rep4F04 inter VHSYTDLAYR 171 V1:+32.0564 - S3:+79.96633 3.00000010611257e-06
126 YMR205C PFK2 rep4F05 inter VHSYTDLAYR 171 V1:+32.0564 - S3:+79.96633 4.09999993280508e-05
126 YMR205C PFK2 rep4F05 inter VHSYTDLAYR 171 V1:+32.0564 - S3:+79.96633 0.00031000000308

126 YMR205C PFK2 rep4F07 inter NAVSTKPTPPPAPEASAESGLSSK 163
K6:+32.0564 - K24:+32.0564 - N1:+32.0564 - 

S19:+79.96633 1.00000000362749e-15

126 YMR205C PFK2 rep4F07 light NAVSTKPTPPPAPEASAESGLSSK 163
K6:+28.0313 - K24:+28.0313 - N1:+28.0313 - 

S19:+79.96633 1.00000000362749e-15
127 YIL105C SLM1 rep1F01 light NSTSSPNSTGSDAK 533 K14:+28.0313 - N1:+28.0313 - S5:+79.96633 3.19999999192078e-05
127 YIL105C SLM1 rep1F01 heavy NSLTNTSILSR 153 N1:+36.0756 - S10:+79.96633 4.30000000051223e-07
127 YIL105C SLM1 rep1F01 light NSLTNTSILSR 150 N1:+28.0313 - S7:+79.96633 5.80000005356851e-07
127 YIL105C SLM1 rep1F01 heavy NSLTNTSILSR 145 N1:+36.0756 - S2:+79.96633 1.50000005305628e-06
127 YIL105C SLM1 rep1F05 heavy LTNNHTSINK 612 K10:+36.0756 - L1:+36.0756 - S7:+79.96633 0.00179999996908
127 YIL105C SLM1 rep1F05 inter LTNNHTSINK 612 K10:+32.0564 - L1:+32.0564 - S7:+79.96633 0.00159999995958



127 YIL105C SLM1 rep2F01 light NSLTNTSILSR 150 N1:+28.0313 - S7:+79.96633 3.00000010611257e-06
127 YIL105C SLM1 rep2F01 inter NSLTNTSILSR 145 N1:+32.0564 - S2:+79.96633 1.69999998433923e-06

127 YIL105C SLM1 rep2F03 inter QLQGKNSLTNTSILSR 145150
K5:+32.0564 - Q1:+32.0564 - S7:+79.96633 - 

S12:+79.96633 4.00000004674439e-07
127 YIL105C SLM1 rep2F06 inter QLQGKNSLTNTSILSR 145 K5:+32.0564 - Q1:+32.0564 - S7:+79.96633 2.40000008489005e-06
127 YIL105C SLM1 rep2F06 heavy QLQGKNSLTNTSILSR 145 K5:+36.0756 - Q1:+36.0756 - S7:+79.96633 0.00200000009499
127 YIL105C SLM1 rep2F06 light QLQGKNSLTNTSILSR 145 K5:+28.0313 - Q1:+28.0313 - S7:+79.96633 9.99999974737875e-06
127 YIL105C SLM1 rep2F06 light QLQGKNSLTNTSILSR 145 K5:+28.0313 - Q1:+28.0313 - S7:+79.96633 1.89999993277686e-15
127 YIL105C SLM1 rep2F06 inter QLQGKNSLTNTSILSR 145 K5:+32.0564 - Q1:+32.0564 - S7:+79.96633 1.00000000362749e-15
127 YIL105C SLM1 rep3F01 light NSLTNTSILSR 150 N1:+28.0313 - S7:+79.96633 5.10000018039136e-06
127 YIL105C SLM1 rep3F01 heavy NSLTNTSILSR 150 N1:+36.0756 - S7:+79.96633 3.40000005962793e-05
127 YIL105C SLM1 rep3F01 heavy NSLTNTSILSR 145 N1:+36.0756 - S2:+79.96633 6.00000021222513e-06
127 YIL105C SLM1 rep3F01 light NSLTNTSILSR 147 N1:+28.0313 - T4:+79.96633 1.60000001869776e-06
127 YIL105C SLM1 rep3F02 light NSLTNTSILSR 153 N1:+28.0313 - S10:+79.96633 1.29999998534913e-05
127 YIL105C SLM1 rep3F02 heavy NSLTNTSILSR 150 N1:+36.0756 - S7:+79.96633 3.0999999580672e-06
127 YIL105C SLM1 rep3F02 light NSLTNTSILSR 149 N1:+28.0313 - T6:+79.96633 0.00056999997469
127 YIL105C SLM1 rep4F01 inter NSLTNTSILSR 150 N1:+32.0564 - S7:+79.96633 1.89999991562217e-05
127 YIL105C SLM1 rep4F01 inter NSLTNTSILSR 145 N1:+32.0564 - S2:+79.96633 9.99999974737875e-05
127 YIL105C SLM1 rep4F01 inter YQLSNANSTMVENDENDDINSNYVGSTVTPK 636 K31:+32.0564 - Y1:+32.0564 - S21:+79.96633 1.00000000362749e-15
133 YJR104C SOD1 rep1F01 light SYEIAGNSPNAER 39 S1:+28.0313 - S8:+79.96633 1.99999998784506e-08
133 YJR104C SOD1 rep1F01 light FEQASESEPTTVSYEIAGNSPNAER 26 F1:+28.0313 - S7:+79.96633 9.29999993844449e-15

133 YJR104C SOD1 rep1F04 inter TDENGVAKGSFK 99
K8:+32.0564 - K12:+32.0564 - T1:+32.0564 - 

S10:+79.96633 9.19999978976627e-11
133 YJR104C SOD1 rep2F01 light SYEIAGNSPNAER 39 S1:+28.0313 - S8:+79.96633 5.200000032346e-06
133 YJR104C SOD1 rep2F01 light FEQASESEPTTVSYEIAGNSPNAER 30 F1:+28.0313 - T11:+79.96633 5.6000001727799e-13
133 YJR104C SOD1 rep3F01 heavy SYEIAGNSPNAER 39 S1:+36.0756 - S8:+79.96633 0.00380000006407
133 YJR104C SOD1 rep3F01 inter FEQASESEPTTVSYEIAGNSPNAER 39 F1:+32.0564 - S20:+79.96633 1.19999996200135e-14
133 YJR104C SOD1 rep3F01 inter FEQASESEPTTVSYEIAGNSPNAER 29 F1:+32.0564 - T10:+79.96633 2.99999990500336e-15

133 YJR104C SOD1 rep3F04 heavy TDENGVAKGSFK 99
K8:+36.0756 - K12:+36.0756 - T1:+36.0756 - 

S10:+79.96633 7.7000003595451e-12

133 YJR104C SOD1 rep3F04 inter TDENGVAKGSFK 99
K8:+32.0564 - K12:+32.0564 - T1:+32.0564 - 

S10:+79.96633 3.99999998401679e-12

133 YJR104C SOD1 rep3F05 heavy TDENGVAKGSFK 99
K8:+36.0756 - K12:+36.0756 - T1:+36.0756 - 

S10:+79.96633 3.8999998976802e-13

133 YJR104C SOD1 rep3F05 inter TDENGVAKGSFK 99
K8:+32.0564 - K12:+32.0564 - T1:+32.0564 - 

S10:+79.96633 9.10000021300469e-15

133 YJR104C SOD1 rep3F05 light TDENGVAKGSFK 99
K8:+28.0313 - K12:+28.0313 - T1:+28.0313 - 

S10:+79.96633 9.69999991440318e-09

133 YJR104C SOD1 rep3F07 inter GSFKDSLIK 103
K4:+32.0564 - K9:+32.0564 - G1:+32.0564 - 

S6:+79.96633 1.59999995474891e-08

133 YJR104C SOD1 rep3F08 light TDENGVAKGSFKDSLIK 99
K8:+28.0313 - K12:+28.0313 - K17:+28.0313 - 

T1:+28.0313 - S10:+79.96633 1.70000002981396e-05
133 YJR104C SOD1 rep4F01 heavy EIAGNSPNAER 39 E1:+36.0756 - S6:+79.96633 0.00529999984428
133 YJR104C SOD1 rep4F01 heavy SYEIAGNSPNAER 39 S1:+36.0756 - S8:+79.96633 0.00015999999596
133 YJR104C SOD1 rep4F01 light FEQASESEPTTVSYEIAGNSPNAER 26 F1:+28.0313 - S7:+79.96633 2.19999994445302e-15
133 YJR104C SOD1 rep4F01 light FEQASESEPTTVSYEIAGNSPNAER 39 F1:+28.0313 - S20:+79.96633 6.20000014869837e-12
133 YJR104C SOD1 rep4F01 heavy FEQASESEPTTVSYEIAGNSPNAER 39 F1:+36.0756 - S20:+79.96633 0.00159999995958



133 YJR104C SOD1 rep4F03 light TDENGVAKGSFK 99
K8:+28.0313 - K12:+28.0313 - T1:+28.0313 - 

S10:+79.96633 2.60000002213698e-13

133 YJR104C SOD1 rep4F04 heavy TDENGVAKGSFK 99
K8:+36.0756 - K12:+36.0756 - T1:+36.0756 - 

S10:+79.96633 1.40000004319497e-13

133 YJR104C SOD1 rep4F04 heavy TDENGVAKGSFK 99
K8:+36.0756 - K12:+36.0756 - T1:+36.0756 - 

S10:+79.96633 4.39999991996842e-09
140 YKL085W MDH1 rep1F010 inter VNVIGGHSGITIIPLISQTNHK 196 K22:+32.0564 - V1:+32.0564 - S8:+79.96633 1.59999997192267e-12
140 YKL085W MDH1 rep1F010 light VNVIGGHSGITIIPLISQTNHK 196 K22:+28.0313 - V1:+28.0313 - S8:+79.96633 1.2000000104706e-08
140 YKL085W MDH1 rep1F06 inter LMSDDKR 213 K6:+32.0564 - L1:+32.0564 - S3:+79.96633 0.00400000018999
140 YKL085W MDH1 rep2F010 inter VNVIGGHSGITIIPLISQTNHK 196 K22:+32.0564 - V1:+32.0564 - S8:+79.96633 1.00000000362749e-15
140 YKL085W MDH1 rep3F02 heavy DDLFAINASIVR 114 D1:+36.0756 - S9:+79.96633 1.90000002930901e-06
140 YKL085W MDH1 rep3F05 light NGAGSATLSMAHAGAK 244 K16:+28.0313 - N1:+28.0313 - S9:+79.96633 2.7000000013544e-09
140 YKL085W MDH1 rep3F05 light NGAGSATLSMAHAGAK 240 K16:+28.0313 - N1:+28.0313 - S5:+79.96633 5.50000007289077e-14
140 YKL085W MDH1 rep3F06 inter IHPIGELSSEEEEMLQK 306 K17:+32.0564 - I1:+32.0564 - S8:+79.96633 3.60000001364824e-07
140 YKL085W MDH1 rep3F06 heavy IHPIGELSSEEEEMLQK 306 K17:+36.0756 - I1:+36.0756 - S8:+79.96633 2.49999993684469e-06
140 YKL085W MDH1 rep3F09 light VNVIGGHSGITIIPLISQTNHK 196 K22:+28.0313 - V1:+28.0313 - S8:+79.96633 1.49999995063821e-11
140 YKL085W MDH1 rep3F09 inter VNVIGGHSGITIIPLISQTNHK 196 K22:+32.0564 - V1:+32.0564 - S8:+79.96633 1.8999999056718e-12
140 YKL085W MDH1 rep4F01 light NGAGSATLSMAHAGAK 244 K16:+28.0313 - N1:+28.0313 - S9:+79.96633 1.50000005305628e-06
140 YKL085W MDH1 rep4F01 heavy DDLFAINASIVR 114 D1:+36.0756 - S9:+79.96633 0.00025000001187
140 YKL085W MDH1 rep4F02 light GVNFVASK 333 K8:+28.0313 - G1:+28.0313 - S7:+79.96633 9.99999974737875e-06
140 YKL085W MDH1 rep4F04 light NGAGSATLSMAHAGAK 242 K16:+28.0313 - N1:+28.0313 - T7:+79.96633 5.89999993305668e-10
140 YKL085W MDH1 rep4F04 light NGAGSATLSMAHAGAK 240 K16:+28.0313 - N1:+28.0313 - S5:+79.96633 1.30000001530365e-15
140 YKL085W MDH1 rep4F04 heavy NGAGSATLSMAHAGAK 240 K16:+36.0756 - N1:+36.0756 - S5:+79.96633 6.30000007717513e-09
140 YKL085W MDH1 rep4F05 light IHPIGELSSEEEEMLQK 306 K17:+28.0313 - I1:+28.0313 - S8:+79.96633 1.39999997372797e-06
140 YKL085W MDH1 rep4F05 heavy IHPIGELSSEEEEMLQK 306 K17:+36.0756 - I1:+36.0756 - S8:+79.96633 8.09999983175658e-05
140 YKL085W MDH1 rep4F05 light IHPIGELSSEEEEMLQK 306 K17:+28.0313 - I1:+28.0313 - S8:+79.96633 7.59999973110742e-14
140 YKL085W MDH1 rep4F08 light VNVIGGHSGITIIPLISQTNHK 196 K22:+28.0313 - V1:+28.0313 - S8:+79.96633 9.89999965686494e-13
140 YKL085W MDH1 rep4F08 inter VNVIGGHSGITIIPLISQTNHK 196 K22:+32.0564 - V1:+32.0564 - S8:+79.96633 8.69999981344821e-13
140 YKL085W MDH1 rep4F09 light LNHKVTDLR 44 K4:+28.0313 - L1:+28.0313 - T6:+79.96633 0.00016999999934
144 YJL112W MDV1 rep1F01 inter SNSNTQDVLTNNGPYK 31 K16:+32.0564 - S1:+32.0564 - T5:+79.96633 9.79999970063261e-11
144 YJL112W MDV1 rep1F01 light SNSNTQDVLTNNGPYK 29 K16:+28.0313 - S1:+28.0313 - S3:+79.96633 6.10000006236178e-13
144 YJL112W MDV1 rep1F01 light NLLSNTVNNASSTSYFYK 54 K18:+28.0313 - N1:+28.0313 - S12:+79.96633 4.79999984204227e-10
144 YJL112W MDV1 rep1F01 heavy SFPTFQQLYEPGTK 376 K14:+36.0756 - S1:+36.0756 - S1:+79.96633 1.99999994947575e-05
144 YJL112W MDV1 rep1F01 light SFPTFQQLYEPGTK 376 K14:+28.0313 - S1:+28.0313 - S1:+79.96633 1.89999991562217e-05
144 YJL112W MDV1 rep2F01 light SNSNTQDVLTNNGPYK 29 K16:+28.0313 - S1:+28.0313 - S3:+79.96633 1.00000000362749e-15
144 YJL112W MDV1 rep2F01 inter SNSNTQDVLTNNGPYK 29 K16:+32.0564 - S1:+32.0564 - S3:+79.96633 5.19999997651132e-14
144 YJL112W MDV1 rep2F02 inter SFPTFQQLYEPGTK 376 K14:+32.0564 - S1:+32.0564 - S1:+79.96633 4.69999994479053e-09
144 YJL112W MDV1 rep3F01 inter SNSNTQDVLTNNGPYK 31 K16:+32.0564 - S1:+32.0564 - T5:+79.96633 9.99999993922529e-09
144 YJL112W MDV1 rep3F01 inter SNSNTQDVLTNNGPYK 27 K16:+32.0564 - S1:+32.0564 - S1:+79.96633 0.00060999998823
144 YJL112W MDV1 rep3F01 inter SNSNTQDVLTNNGPYK 27 K16:+32.0564 - S1:+32.0564 - S1:+79.96633 9.99999974737875e-06
144 YJL112W MDV1 rep3F01 heavy SNSNTQDVLTNNGPYK 27 K16:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00053000001935
144 YJL112W MDV1 rep3F01 heavy NEGVTTESISSEASNLPPR 340 N1:+36.0756 - S11:+79.96633 3.20000004272458e-09
144 YJL112W MDV1 rep3F02 inter SNSNTQDVLTNNGPYK 31 K16:+32.0564 - S1:+32.0564 - T5:+79.96633 1.09999997999211e-09
144 YJL112W MDV1 rep3F02 inter ISSSYSPSALK 222 K11:+32.0564 - I1:+32.0564 - S6:+79.96633 0.0054999999702
144 YJL112W MDV1 rep3F02 inter NLLSNTVNNASSTSYFYK 54 K18:+32.0564 - N1:+32.0564 - S12:+79.96633 4.40000008650188e-10
144 YJL112W MDV1 rep3F02 heavy SFPTFQQLYEPGTK 376 K14:+36.0756 - S1:+36.0756 - S1:+79.96633 8.69999983166281e-09
144 YJL112W MDV1 rep3F02 inter SFPTFQQLYEPGTK 376 K14:+32.0564 - S1:+32.0564 - S1:+79.96633 3.09999990122378e-07
144 YJL112W MDV1 rep4F02 inter SFPTFQQLYEPGTK 376 K14:+32.0564 - S1:+32.0564 - S1:+79.96633 9.6999997367675e-07



144 YJL112W MDV1 rep4F02 inter SFPTFQQLYEPGTK 376 K14:+32.0564 - S1:+32.0564 - S1:+79.96633 3.7999998703242e-09
144 YJL112W MDV1 rep4F02 light SFPTFQQLYEPGTK 376 K14:+28.0313 - S1:+28.0313 - S1:+79.96633 1.8999999351621e-09
144 YJL112W MDV1 rep4F04 inter QQLRDDNSLNR 358 Q1:+32.0564 - S8:+79.96633 4.50000015916885e-06
151 YKL195W MIA40 rep1F01 heavy VNTIESAPNVSSAK 372 K14:+36.0756 - V1:+36.0756 - S6:+79.96633 1.80000003791037e-09

151 YKL195W MIA40 rep1F04 inter VNTIESAPNVSSAKENAAK 378
K14:+32.0564 - K19:+32.0564 - V1:+32.0564 - 

S12:+79.96633 4.70000011132399e-11
151 YKL195W MIA40 rep2F01 inter VNTIESAPNVSSAK 377 K14:+32.0564 - V1:+32.0564 - S11:+79.96633 0.00063999998383
151 YKL195W MIA40 rep2F01 heavy VNTIESAPNVSSAK 377 K14:+36.0756 - V1:+36.0756 - S11:+79.96633 2.80000003840541e-05
151 YKL195W MIA40 rep2F02 heavy VNTIESAPNVSSAK 372 K14:+36.0756 - V1:+36.0756 - S6:+79.96633 3.29999985670959e-11
151 YKL195W MIA40 rep2F02 inter VNTIESAPNVSSAK 372 K14:+32.0564 - V1:+32.0564 - S6:+79.96633 1.59999999360672e-11

151 YKL195W MIA40 rep2F04 heavy VNTIESAPNVSSAKENAAK 378
K14:+36.0756 - K19:+36.0756 - V1:+36.0756 - 

S12:+79.96633 3.49999993431993e-07

151 YKL195W MIA40 rep2F04 inter VNTIESAPNVSSAKENAAK 378
K14:+32.0564 - K19:+32.0564 - V1:+32.0564 - 

S12:+79.96633 8.69999985297909e-06
151 YKL195W MIA40 rep3F01 heavy VNTIESAPNVSSAK 377 K14:+36.0756 - V1:+36.0756 - S11:+79.96633 0.00092000002041
151 YKL195W MIA40 rep3F02 inter VNTIESAPNVSSAK 377 K14:+32.0564 - V1:+32.0564 - S11:+79.96633 1.2999999687846e-10
151 YKL195W MIA40 rep3F02 heavy VNTIESAPNVSSAK 372 K14:+36.0756 - V1:+36.0756 - S6:+79.96633 3.19999998721343e-10
151 YKL195W MIA40 rep3F02 light VNTIESAPNVSSAK 372 K14:+28.0313 - V1:+28.0313 - S6:+79.96633 9.19999978976627e-11

151 YKL195W MIA40 rep3F04 light VNTIESAPNVSSAKENAAK 378
K14:+28.0313 - K19:+28.0313 - V1:+28.0313 - 

S12:+79.96633 2.19999994784115e-12

151 YKL195W MIA40 rep3F04 heavy VNTIESAPNVSSAKENAAK 378
K14:+36.0756 - K19:+36.0756 - V1:+36.0756 - 

S12:+79.96633 1.00000000362749e-15

151 YKL195W MIA40 rep3F04 inter VNTIESAPNVSSAKENAAK 377
K14:+32.0564 - K19:+32.0564 - V1:+32.0564 - 

S11:+79.96633 2.39999997653229e-09

151 YKL195W MIA40 rep3F05 heavy VNTIESAPNVSSAKENAAK 378
K14:+36.0756 - K19:+36.0756 - V1:+36.0756 - 

S12:+79.96633 6.09999994960475e-10
151 YKL195W MIA40 rep4F01 heavy VNTIESAPNVSSAK 377 K14:+36.0756 - V1:+36.0756 - S11:+79.96633 6.40000008544916e-09
151 YKL195W MIA40 rep4F01 inter VNTIESAPNVSSAK 377 K14:+32.0564 - V1:+32.0564 - S11:+79.96633 5.200000032346e-06

151 YKL195W MIA40 rep4F03 light VNTIESAPNVSSAKENAAK 378
K14:+28.0313 - K19:+28.0313 - V1:+28.0313 - 

S12:+79.96633 4.69999983376823e-10

151 YKL195W MIA40 rep4F03 inter VNTIESAPNVSSAKENAAK 378
K14:+32.0564 - K19:+32.0564 - V1:+32.0564 - 

S12:+79.96633 6.10000009624309e-15

151 YKL195W MIA40 rep4F04 inter VNTIESAPNVSSAKENAAK 378
K14:+32.0564 - K19:+32.0564 - V1:+32.0564 - 

S12:+79.96633 2.7000000013544e-09
159 YML078W CPR3 rep2F05 heavy AIESYGTASGKPR 167 K11:+36.0756 - A1:+36.0756 - S9:+79.96633 0.00340000004508
159 YML078W CPR3 rep2F05 heavy AIESYGTASGKPR 162 K11:+36.0756 - A1:+36.0756 - S4:+79.96633 0.00620000017807
159 YML078W CPR3 rep2F06 heavy AIESYGTASGKPR 162 K11:+36.0756 - A1:+36.0756 - S4:+79.96633 0.00013000000035
159 YML078W CPR3 rep3F05 light AIESYGTASGKPR 167 K11:+28.0313 - A1:+28.0313 - S9:+79.96633 2.50000003337858e-11
159 YML078W CPR3 rep3F05 light AIESYGTASGKPR 167 K11:+28.0313 - A1:+28.0313 - S9:+79.96633 4.09999989514631e-09
159 YML078W CPR3 rep3F05 heavy AIESYGTASGKPR 167 K11:+36.0756 - A1:+36.0756 - S9:+79.96633 3.5999998999614e-06
159 YML078W CPR3 rep3F05 inter AIESYGTASGKPR 167 K11:+32.0564 - A1:+32.0564 - S9:+79.96633 2.60000003748928e-08
159 YML078W CPR3 rep3F05 heavy AIESYGTASGKPR 167 K11:+36.0756 - A1:+36.0756 - S9:+79.96633 9.89999993095125e-09
159 YML078W CPR3 rep3F05 light AIESYGTASGKPR 162 K11:+28.0313 - A1:+28.0313 - S4:+79.96633 1.99999994343614e-09
159 YML078W CPR3 rep3F06 light AIESYGTASGKPR 162 K11:+28.0313 - A1:+28.0313 - S4:+79.96633 3.90000011452063e-12

159 YML078W CPR3 rep3F06 light SIYGSKFADENFVK 99
K6:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S5:+79.96633 3.09999997893939e-10

159 YML078W CPR3 rep3F06 light SIYGSKFADENFVK 99
K6:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S5:+79.96633 9.99999997475243e-07



159 YML078W CPR3 rep3F06 heavy SIYGSKFADENFVK 99
K6:+36.0756 - K14:+36.0756 - S1:+36.0756 - 

S5:+79.96633 1.19999995183695e-12

159 YML078W CPR3 rep3F09 light SIYGSKFADENFVKK 99
K6:+28.0313 - K14:+28.0313 - K15:+28.0313 - 

S1:+28.0313 - S5:+79.96633 2.19999992623343e-06
159 YML078W CPR3 rep4F04 inter AIESYGTASGKPR 167 K11:+32.0564 - A1:+32.0564 - S9:+79.96633 2.29999997714003e-07
159 YML078W CPR3 rep4F04 light AIESYGTASGKPR 167 K11:+28.0313 - A1:+28.0313 - S9:+79.96633 1.70000006960436e-07
159 YML078W CPR3 rep4F05 inter AIESYGTASGKPR 162 K11:+32.0564 - A1:+32.0564 - S4:+79.96633 2.49999998480632e-09

159 YML078W CPR3 rep4F05 light SIYGSKFADENFVK 99
K6:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S5:+79.96633 2.30000003417774e-12

159 YML078W CPR3 rep4F05 light SIYGSKFADENFVK 99
K6:+28.0313 - K14:+28.0313 - S1:+28.0313 - 

S5:+79.96633 5.40000019100262e-06

159 YML078W CPR3 rep4F05 inter SIYGSKFADENFVK 99
K6:+32.0564 - K14:+32.0564 - S1:+32.0564 - 

S5:+79.96633 4.09999984185561e-06

159 YML078W CPR3 rep4F09 light SIYGSKFADENFVKK 99
K6:+28.0313 - K14:+28.0313 - K15:+28.0313 - 

S1:+28.0313 - S5:+79.96633 1.90000002930901e-06
160 YER069W ARG5 rep1F01 heavy SSIGEFPSADALR 359 S1:+36.0756 - S2:+79.96633 3.29999991777186e-08
160 YER069W ARG5 rep1F05 heavy RSSIGEFPSADALR 359 R1:+36.0756 - S3:+79.96633 6.30000007717513e-09
160 YER069W ARG5 rep1F09 inter RSSIGEFPSADALRK 359 K15:+32.0564 - R1:+32.0564 - S3:+79.96633 3.79999983124435e-05
160 YER069W ARG5 rep2F01 heavy SSIGEFPSADALR 359 S1:+36.0756 - S2:+79.96633 9.30000023799948e-05
160 YER069W ARG5 rep2F05 heavy RSSIGEFPSADALR 359 R1:+36.0756 - S3:+79.96633 9.99999997475243e-07
160 YER069W ARG5 rep3F01 light SSIGEFPSADALR 359 S1:+28.0313 - S2:+79.96633 4.19999992118392e-07
160 YER069W ARG5 rep3F01 heavy SSIGEFPSADALR 359 S1:+36.0756 - S2:+79.96633 7.20000025467016e-05
160 YER069W ARG5 rep3F02 light GGIINGSTGEK 279 K11:+28.0313 - G1:+28.0313 - S7:+79.96633 2.79999994745594e-06
160 YER069W ARG5 rep3F02 light YFTSVSQQQFAVIK 95 K14:+28.0313 - Y1:+28.0313 - S6:+79.96633 0.0054999999702
160 YER069W ARG5 rep3F02 light STVIQLLNNISTK 70 K13:+28.0313 - S1:+28.0313 - T2:+79.96633 3.09999997893939e-10
160 YER069W ARG5 rep3F05 light RSSIGEFPSADALR 359 R1:+28.0313 - S3:+79.96633 1.59999999360672e-11
160 YER069W ARG5 rep3F05 light RSSIGEFPSADALR 358 R1:+28.0313 - S2:+79.96633 6.1999999161344e-06
160 YER069W ARG5 rep3F05 heavy RSSIGEFPSADALR 359 R1:+36.0756 - S3:+79.96633 2.39999997653229e-09
160 YER069W ARG5 rep3F05 heavy RSSIGEFPSADALR 359 R1:+36.0756 - S3:+79.96633 2.40000008489005e-06
160 YER069W ARG5 rep3F06 light RSSIGEFPSADALR 359 R1:+28.0313 - S3:+79.96633 3.20000004272458e-09
160 YER069W ARG5 rep3F08 light RSSIGEFPSADALRK 358 K15:+28.0313 - R1:+28.0313 - S2:+79.96633 2.80000008638995e-13
160 YER069W ARG5 rep4F01 inter SSIGEFPSADALR 359 S1:+32.0564 - S2:+79.96633 1.80000007954373e-11
160 YER069W ARG5 rep4F04 inter RSSIGEFPSADALR 359 R1:+32.0564 - S3:+79.96633 5.50000001098283e-09
160 YER069W ARG5 rep4F05 inter RSSIGEFPSADALR 358 R1:+32.0564 - S2:+79.96633 4.1000001260727e-07
160 YER069W ARG5 rep4F07 light RSSIGEFPSADALRK 358 K15:+28.0313 - R1:+28.0313 - S2:+79.96633 2.39999997653229e-09
160 YER069W ARG5 rep4F07 inter RSSIGEFPSADALRK 358 K15:+32.0564 - R1:+32.0564 - S2:+79.96633 1.29999999654018e-09
162 YFL005W SEC4 rep1F01 heavy EGNISINSGSGNSSK 204 K15:+36.0756 - E1:+36.0756 - S8:+79.96633 3.10000007434919e-12
162 YFL005W SEC4 rep1F01 light EGNISINSGSGNSSK 204 K15:+28.0313 - E1:+28.0313 - S8:+79.96633 7.99999996803358e-11
162 YFL005W SEC4 rep1F01 inter EGNISINSGSGNSSK 204 K15:+32.0564 - E1:+32.0564 - S8:+79.96633 3.70000002858362e-11
162 YFL005W SEC4 rep1F01 heavy EGNISINSGSGNSSK 201 K15:+36.0756 - E1:+36.0756 - S5:+79.96633 1.199999978942e-13

162 YFL005W SEC4 rep1F01 heavy EGNISINSGSGNSSK 201204
K15:+36.0756 - E1:+36.0756 - S5:+79.96633 - 

S8:+79.96633 6.70000027680473e-11
162 YFL005W SEC4 rep2F01 inter EGNISINSGSGNSSK 204 K15:+32.0564 - E1:+32.0564 - S8:+79.96633 6.29999996615282e-10
162 YFL005W SEC4 rep2F01 light EGNISINSGSGNSSK 204 K15:+28.0313 - E1:+28.0313 - S8:+79.96633 1.30000003817354e-11
162 YFL005W SEC4 rep2F01 heavy EGNISINSGSGNSSK 204 K15:+36.0756 - E1:+36.0756 - S8:+79.96633 2.20000004325094e-10

162 YFL005W SEC4 rep2F01 heavy EGNISINSGSGNSSK 201204
K15:+36.0756 - E1:+36.0756 - S5:+79.96633 - 

S8:+79.96633 7.60000011723605e-06
162 YFL005W SEC4 rep3F01 heavy EGNISINSGSGNSSK 204 K15:+36.0756 - E1:+36.0756 - S8:+79.96633 1.09999997999211e-09



162 YFL005W SEC4 rep3F01 inter EGNISINSGSGNSSK 204 K15:+32.0564 - E1:+32.0564 - S8:+79.96633 0.00011000000086
162 YFL005W SEC4 rep3F01 light EGNISINSGSGNSSK 204 K15:+28.0313 - E1:+28.0313 - S8:+79.96633 1.29999998534913e-05
162 YFL005W SEC4 rep3F01 light EGNISINSGSGNSSK 204 K15:+28.0313 - E1:+28.0313 - S8:+79.96633 2.20000003992027e-07
162 YFL005W SEC4 rep3F01 heavy EGNISINSGSGNSSK 201 K15:+36.0756 - E1:+36.0756 - S5:+79.96633 9.40000030938415e-13
162 YFL005W SEC4 rep3F02 heavy EGNISINSGSGNSSK 204 K15:+36.0756 - E1:+36.0756 - S8:+79.96633 9.10000019782586e-10
162 YFL005W SEC4 rep4F01 inter EGNISINSGSGNSSK 204 K15:+32.0564 - E1:+32.0564 - S8:+79.96633 3.30000005099862e-09
162 YFL005W SEC4 rep4F01 heavy EGNISINSGSGNSSK 204 K15:+36.0756 - E1:+36.0756 - S8:+79.96633 1.40000000481422e-09
162 YFL005W SEC4 rep4F01 light EGNISINSGSGNSSK 204 K15:+28.0313 - E1:+28.0313 - S8:+79.96633 6.59999995194366e-13
162 YFL005W SEC4 rep4F01 inter EGNISINSGSGNSSK 204 K15:+32.0564 - E1:+32.0564 - S8:+79.96633 2.30000001266717e-08
162 YFL005W SEC4 rep4F01 inter EGNISINSGSGNSSK 201 K15:+32.0564 - E1:+32.0564 - S5:+79.96633 0.00082000001566
164 YMR110C HFD1 rep1F07 light RVSDSSPPFMFGK 111 K13:+28.0313 - R1:+28.0313 - S3:+79.96633 9.09999968712327e-08
164 YMR110C HFD1 rep1F08 light RVSDSSPPFMFGK 111 K13:+28.0313 - R1:+28.0313 - S3:+79.96633 6.80000014630089e-11
164 YMR110C HFD1 rep1F08 light RVSDSSPPFMFGK 111 K13:+28.0313 - R1:+28.0313 - S3:+79.96633 4.50000006821938e-05
164 YMR110C HFD1 rep1F08 heavy RVSDSSPPFMFGK 111 K13:+36.0756 - R1:+36.0756 - S3:+79.96633 1.39999997705864e-10
164 YMR110C HFD1 rep1F08 inter RVSDSSPPFMFGK 111 K13:+32.0564 - R1:+32.0564 - S3:+79.96633 4.79999998082015e-11
164 YMR110C HFD1 rep2F07 light RVSDSSPPFMFGK 111 K13:+28.0313 - R1:+28.0313 - S3:+79.96633 4.70000003360838e-08
164 YMR110C HFD1 rep2F07 light RVSDSSPPFMFGK 111 K13:+28.0313 - R1:+28.0313 - S3:+79.96633 0.00034999998752
164 YMR110C HFD1 rep2F07 inter RVSDSSPPFMFGK 111 K13:+32.0564 - R1:+32.0564 - S3:+79.96633 2.90000006231139e-08
164 YMR110C HFD1 rep2F08 light RVSDSSPPFMFGK 111 K13:+28.0313 - R1:+28.0313 - S3:+79.96633 2.49999993684469e-05
164 YMR110C HFD1 rep2F08 light RVSDSSPPFMFGK 111 K13:+28.0313 - R1:+28.0313 - S3:+79.96633 3.49999998601469e-12
164 YMR110C HFD1 rep2F08 inter RVSDSSPPFMFGK 111 K13:+32.0564 - R1:+32.0564 - S3:+79.96633 2.99999994735501e-14
164 YMR110C HFD1 rep2F08 heavy RVSDSSPPFMFGK 111 K13:+36.0756 - R1:+36.0756 - S3:+79.96633 1.10000002162547e-10
164 YMR110C HFD1 rep3F02 heavy AVASINSTNGSK 328 K12:+36.0756 - A1:+36.0756 - S7:+79.96633 0.00579999992624
164 YMR110C HFD1 rep3F02 inter AVASINSTNGSK 328 K12:+32.0564 - A1:+32.0564 - S7:+79.96633 9.89999975331557e-08

164 YMR110C HFD1 rep3F04 heavy YPPNSAQK 483479
K8:+36.0756 - Y1:+36.0756 - S5:+79.96633 - 

Y1:+79.96633 0.00480000022799
164 YMR110C HFD1 rep3F07 heavy RVSDSSPPFMFGK 111 K13:+36.0756 - R1:+36.0756 - S3:+79.96633 3.70000009297655e-07
164 YMR110C HFD1 rep4F01 inter AVASINSTNGSK 328 K12:+32.0564 - A1:+32.0564 - S7:+79.96633 3.09999990122378e-08
164 YMR110C HFD1 rep4F01 heavy AVASINSTNGSK 328 K12:+36.0756 - A1:+36.0756 - S7:+79.96633 1.50000005305628e-07
164 YMR110C HFD1 rep4F06 inter RVSDSSPPFMFGK 111 K13:+32.0564 - R1:+32.0564 - S3:+79.96633 6.70000008540228e-05
164 YMR110C HFD1 rep4F06 heavy RVSDSSPPFMFGK 111 K13:+36.0756 - R1:+36.0756 - S3:+79.96633 0.00016999999934
165 YLR356W YLR356W rep1F01 light ESSLFPEDSK 113 K10:+28.0313 - E1:+28.0313 - S3:+79.96633 0.00150000001304
165 YLR356W YLR356W rep2F01 inter ESSLFPEDSK 113 K10:+32.0564 - E1:+32.0564 - S3:+79.96633 0.0004299999855
165 YLR356W YLR356W rep2F01 heavy ESSLFPEDSK 112 K10:+36.0756 - E1:+36.0756 - S2:+79.96633 0.00370000000112
165 YLR356W YLR356W rep2F02 light LAASELSDSIIDLGEDNHASENTPR 127 L1:+28.0313 - S7:+79.96633 6.60000006036388e-12

165 YLR356W YLR356W rep2F05 light VSKESSLFPEDSK 113
K3:+28.0313 - K13:+28.0313 - V1:+28.0313 - 

S6:+79.96633 7.89999976404943e-05
165 YLR356W YLR356W rep3F01 inter ESSLFPEDSK 113 K10:+32.0564 - E1:+32.0564 - S3:+79.96633 0.00019000000611
165 YLR356W YLR356W rep3F01 heavy ESSLFPEDSK 113 K10:+36.0756 - E1:+36.0756 - S3:+79.96633 9.7999996796716e-05
165 YLR356W YLR356W rep3F01 inter ESSLFPEDSK 112 K10:+32.0564 - E1:+32.0564 - S2:+79.96633 2.59999997069826e-05
165 YLR356W YLR356W rep3F02 inter ESSLFPEDSK 112 K10:+32.0564 - E1:+32.0564 - S2:+79.96633 0.00559999980032
165 YLR356W YLR356W rep3F03 heavy LAASELSDSIIDLGEDNHASENTPR 129 L1:+36.0756 - S9:+79.96633 1.10000001457815e-13
165 YLR356W YLR356W rep3F03 heavy LAASELSDSIIDLGEDNHASENTPR 127 L1:+36.0756 - S7:+79.96633 1.00000000362749e-15
165 YLR356W YLR356W rep4F01 light ESSLFPEDSK 112 K10:+28.0313 - E1:+28.0313 - S2:+79.96633 0.00240000011399
165 YLR356W YLR356W rep4F01 inter ESSLFPEDSK 113 K10:+32.0564 - E1:+32.0564 - S3:+79.96633 0.00098999997135
165 YLR356W YLR356W rep4F01 heavy ESSLFPEDSK 113 K10:+36.0756 - E1:+36.0756 - S3:+79.96633 0.00050000002375
165 YLR356W YLR356W rep4F02 inter LAASELSDSIIDLGEDNHASENTPR 129 L1:+32.0564 - S9:+79.96633 1.99999998784506e-08
165 YLR356W YLR356W rep4F02 light LAASELSDSIIDLGEDNHASENTPR 127 L1:+28.0313 - S7:+79.96633 1.00000000362749e-15



165 YLR356W YLR356W rep4F02 inter LAASELSDSIIDLGEDNHASENTPR 127 L1:+32.0564 - S7:+79.96633 5.19999987513842e-10
165 YLR356W YLR356W rep4F02 inter LAASELSDSIIDLGEDNHASENTPR 143 L1:+32.0564 - T23:+79.96633 6.80000011854531e-09
165 YLR356W YLR356W rep4F02 inter LAASELSDSIIDLGEDNHASENTPR 127 L1:+32.0564 - S7:+79.96633 6.39999998384155e-05
165 YLR356W YLR356W rep4F03 inter LAASELSDSIIDLGEDNHASENTPR 129 L1:+32.0564 - S9:+79.96633 1.00000000362749e-15
168 YHR001W-A QCR10 rep1F04 light AYTSHLSSK 5 K9:+28.0313 - A1:+28.0313 - S4:+79.96633 0.00026000000071
168 YHR001W-A QCR10 rep1F05 inter AYTSHLSSK 5 K9:+32.0564 - A1:+32.0564 - S4:+79.96633 0.00179999996908
168 YHR001W-A QCR10 rep2F04 light AYTSHLSSK 8 K9:+28.0313 - A1:+28.0313 - S7:+79.96633 1.40000001920271e-05
168 YHR001W-A QCR10 rep2F04 inter AYTSHLSSK 8 K9:+32.0564 - A1:+32.0564 - S7:+79.96633 0.00031000000308
168 YHR001W-A QCR10 rep2F04 inter AYTSHLSSK 5 K9:+32.0564 - A1:+32.0564 - S4:+79.96633 0.00041999999667
168 YHR001W-A QCR10 rep2F04 heavy AYTSHLSSK 5 K9:+36.0756 - A1:+36.0756 - S4:+79.96633 2.79999994745594e-06
168 YHR001W-A QCR10 rep2F05 light AYTSHLSSK 5 K9:+28.0313 - A1:+28.0313 - S4:+79.96633 0.00025000001187
168 YHR001W-A QCR10 rep3F04 inter AYTSHLSSK 5 K9:+32.0564 - A1:+32.0564 - S4:+79.96633 1.39999997372797e-06
168 YHR001W-A QCR10 rep3F05 heavy AYTSHLSSK 8 K9:+36.0756 - A1:+36.0756 - S7:+79.96633 4.20000014855759e-06
168 YHR001W-A QCR10 rep3F05 inter AYTSHLSSK 8 K9:+32.0564 - A1:+32.0564 - S7:+79.96633 7.90000012784731e-06
168 YHR001W-A QCR10 rep3F05 inter AYTSHLSSK 5 K9:+32.0564 - A1:+32.0564 - S4:+79.96633 3.40000005962793e-05
168 YHR001W-A QCR10 rep3F05 heavy AYTSHLSSK 5 K9:+36.0756 - A1:+36.0756 - S4:+79.96633 1.20000004244503e-05
168 YHR001W-A QCR10 rep3F05 light AYTSHLSSK 5 K9:+28.0313 - A1:+28.0313 - S4:+79.96633 0.00031000000308
168 YHR001W-A QCR10 rep4F03 heavy AYTSHLSSK 5 K9:+36.0756 - A1:+36.0756 - S4:+79.96633 2.49999993684469e-05
168 YHR001W-A QCR10 rep4F03 light AYTSHLSSK 5 K9:+28.0313 - A1:+28.0313 - S4:+79.96633 0.00319999991916
168 YHR001W-A QCR10 rep4F04 heavy AYTSHLSSK 8 K9:+36.0756 - A1:+36.0756 - S7:+79.96633 0.00026000000071
168 YHR001W-A QCR10 rep4F04 heavy AYTSHLSSK 5 K9:+36.0756 - A1:+36.0756 - S4:+79.96633 0.00170000002254
168 YHR001W-A QCR10 rep4F04 inter AYTSHLSSK 5 K9:+32.0564 - A1:+32.0564 - S4:+79.96633 5.99999984842725e-05
168 YHR001W-A QCR10 rep4F04 light AYTSHLSSK 5 K9:+28.0313 - A1:+28.0313 - S4:+79.96633 0.00047999998787
175 YBR263W SHM1 rep1F01 heavy VIVAGTSAYSR 210 V1:+36.0756 - T6:+79.96633 0.00139999995008
175 YBR263W SHM1 rep1F01 inter VIVAGTSAYSR 210 V1:+32.0564 - T6:+79.96633 0.00082000001566
175 YBR263W SHM1 rep1F01 heavy VIVAGTSAYSR 210 V1:+36.0756 - T6:+79.96633 3.0999999580672e-05
175 YBR263W SHM1 rep1F01 heavy SGTPISFISK 164 K10:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00130000000354
175 YBR263W SHM1 rep1F01 inter SGTPISFISK 166 K10:+32.0564 - S1:+32.0564 - T3:+79.96633 2.70000009550131e-06
175 YBR263W SHM1 rep1F01 light SGTPISFISK 166 K10:+28.0313 - S1:+28.0313 - T3:+79.96633 0.00059000001056
175 YBR263W SHM1 rep3F01 heavy VIVAGTSAYSR 210 V1:+36.0756 - T6:+79.96633 0.00889999978244
175 YBR263W SHM1 rep3F01 light VIVAGTSAYSR 211 V1:+28.0313 - S7:+79.96633 6.10000006417977e-06
175 YBR263W SHM1 rep3F02 light VIVAGTSAYSR 210 V1:+28.0313 - T6:+79.96633 3.09999990122378e-07
175 YBR263W SHM1 rep3F02 heavy VIVAGTSAYSR 210 V1:+36.0756 - T6:+79.96633 0.00130000000354
175 YBR263W SHM1 rep3F02 heavy VIVAGTSAYSR 211 V1:+36.0756 - S7:+79.96633 1.29999998534913e-05
175 YBR263W SHM1 rep3F02 light SGTPISFISK 166 K10:+28.0313 - S1:+28.0313 - T3:+79.96633 3.00000010611257e-07
175 YBR263W SHM1 rep3F02 heavy SGTPISFISK 166 K10:+36.0756 - S1:+36.0756 - T3:+79.96633 9.00000013643876e-05
175 YBR263W SHM1 rep3F03 light SGTPISFISK 169 K10:+28.0313 - S1:+28.0313 - S6:+79.96633 1.3000000080865e-06
175 YBR263W SHM1 rep3F05 light AVMDLLGSELQNKYSEGYPGER 81 K13:+28.0313 - A1:+28.0313 - S15:+79.96633 1.69999999557883e-15
175 YBR263W SHM1 rep4F01 inter VIVAGTSAYSR 214 V1:+32.0564 - S10:+79.96633 0.00030000001425
175 YBR263W SHM1 rep4F01 inter VIVAGTSAYSR 211 V1:+32.0564 - S7:+79.96633 9.19999990856013e-07
175 YBR263W SHM1 rep4F02 light SGTPISFISK 166 K10:+28.0313 - S1:+28.0313 - T3:+79.96633 7.60000011723605e-06
175 YBR263W SHM1 rep4F02 inter SGTPISFISK 166 K10:+32.0564 - S1:+32.0564 - T3:+79.96633 9.70000019151485e-06
182 YGR178C PBP1 rep1F01 heavy VADSGVSDSVDDLAK 106 K15:+36.0756 - V1:+36.0756 - S9:+79.96633 1.00000000362749e-15
182 YGR178C PBP1 rep1F02 heavy SGSNISQGQSSTGHTTR 451 S1:+36.0756 - S1:+79.96633 4.30000000051223e-06
182 YGR178C PBP1 rep1F03 heavy SGSNISQGQSSTGHTTR 451 S1:+36.0756 - S1:+79.96633 4.30000002618613e-13
182 YGR178C PBP1 rep2F01 heavy VADSGVSDSVDDLAK 106 K15:+36.0756 - V1:+36.0756 - S9:+79.96633 2.90000011851643e-13
182 YGR178C PBP1 rep2F01 inter VADSGVSDSVDDLAK 106 K15:+32.0564 - V1:+32.0564 - S9:+79.96633 1.40000000481422e-09
182 YGR178C PBP1 rep2F01 light VADSGVSDSVDDLAK 106 K15:+28.0313 - V1:+28.0313 - S9:+79.96633 1.20000004244503e-06



182 YGR178C PBP1 rep2F03 heavy SGSNISQGQSSTGHTTR 453 S1:+36.0756 - S3:+79.96633 1.80000007005696e-15
182 YGR178C PBP1 rep3F01 light VADSGVSDSVDDLAK 104 K15:+28.0313 - V1:+28.0313 - S7:+79.96633 1.69999996302295e-08
182 YGR178C PBP1 rep3F01 heavy VADSGVSDSVDDLAK 106 K15:+36.0756 - V1:+36.0756 - S9:+79.96633 7.80000009026338e-10
182 YGR178C PBP1 rep3F02 heavy TVSPTTQISAGK 438 K12:+36.0756 - T1:+36.0756 - T5:+79.96633 1.0000000116861e-07
182 YGR178C PBP1 rep3F02 light TVSPTTQISAGK 436 K12:+28.0313 - T1:+28.0313 - S3:+79.96633 4.69999994479053e-09
182 YGR178C PBP1 rep3F03 heavy SGSNISQGQSSTGHTTR 451 S1:+36.0756 - S1:+79.96633 8.89999987770118e-13
182 YGR178C PBP1 rep3F04 heavy SGSNISQGQSSTGHTTR 451 S1:+36.0756 - S1:+79.96633 1.60000001869776e-06
182 YGR178C PBP1 rep4F01 inter TVSPTTQISAGK 436 K12:+32.0564 - T1:+32.0564 - S3:+79.96633 5.29999988341245e-10
182 YGR178C PBP1 rep4F01 light TVSPTTQISAGK 436 K12:+28.0313 - T1:+28.0313 - S3:+79.96633 2.09999995171017e-09
182 YGR178C PBP1 rep4F01 inter VADSGVSDSVDDLAK 106 K15:+32.0564 - V1:+32.0564 - S9:+79.96633 1.2999999687846e-10
182 YGR178C PBP1 rep4F02 inter SGSNISQGQSSTGHTTR 451 S1:+32.0564 - S1:+79.96633 6.40000007479102e-06
182 YGR178C PBP1 rep4F03 inter SGSNISQGQSSTGHTTR 456 S1:+32.0564 - S6:+79.96633 0.00028999999631
187 YOR227W HER1 rep1F01 light SSSNTSLAGK 1082 K10:+28.0313 - S1:+28.0313 - S3:+79.96633 0.00041000000783
187 YOR227W HER1 rep1F01 inter SSSNTSLAGK 1082 K10:+32.0564 - S1:+32.0564 - S3:+79.96633 1.0000000116861e-07
187 YOR227W HER1 rep1F01 heavy SSSNTSLAGK 1082 K10:+36.0756 - S1:+36.0756 - S3:+79.96633 0.00078000000212
187 YOR227W HER1 rep1F01 heavy SPSNDSLQESQQK 1207 K13:+36.0756 - S1:+36.0756 - S6:+79.96633 5.7000001106644e-05
187 YOR227W HER1 rep1F01 inter SPSNDSLQESQQK 1207 K13:+32.0564 - S1:+32.0564 - S6:+79.96633 1.89999997957102e-08
187 YOR227W HER1 rep1F01 light SPSNDSLQESQQK 1207 K13:+28.0313 - S1:+28.0313 - S6:+79.96633 0.00300000002608
187 YOR227W HER1 rep1F01 light SSSISTSLNER 157 S1:+28.0313 - S3:+79.96633 1.7999999499807e-06
187 YOR227W HER1 rep1F01 heavy GIDSVDDLIK 1175 K10:+36.0756 - G1:+36.0756 - S4:+79.96633 0.00085000001127
187 YOR227W HER1 rep1F01 heavy VGLESLYGDELNSR 1192 V1:+36.0756 - S5:+79.96633 4.99999998737621e-07
187 YOR227W HER1 rep2F04 heavy ADNSFPNIGDSTVSANYNDGIRPSLK 1013 K26:+36.0756 - A1:+36.0756 - S4:+79.96633 1.40000000481422e-09
187 YOR227W HER1 rep3F01 inter SSSISTSLNER 157 S1:+32.0564 - S3:+79.96633 0.00018000000273
187 YOR227W HER1 rep3F03 light EQDSPHSESSDLPPILEK 277 K18:+28.0313 - E1:+28.0313 - S4:+79.96633 1.10000000219657e-08
187 YOR227W HER1 rep3F05 heavy ADNSFPNIGDSTVSANYNDGIRPSLK 1013 K26:+36.0756 - A1:+36.0756 - S4:+79.96633 5.90000013289682e-07
187 YOR227W HER1 rep4F01 light SPSNDSLQESQQK 1202 K13:+28.0313 - S1:+28.0313 - S1:+79.96633 0.00700000021607
187 YOR227W HER1 rep4F02 inter EQDSPHSESSDLPPILEK 277 K18:+32.0564 - E1:+32.0564 - S4:+79.96633 1.00000000362749e-15
187 YOR227W HER1 rep4F02 light EQDSPHSESSDLPPILEK 277 K18:+28.0313 - E1:+28.0313 - S4:+79.96633 1.2000000104706e-08
187 YOR227W HER1 rep4F03 inter NNNDDTTDSPKISR 120 K11:+32.0564 - N1:+32.0564 - S9:+79.96633 8.70000016472972e-10
187 YOR227W HER1 rep4F04 inter ADNSFPNIGDSTVSANYNDGIRPSLK 1013 K26:+32.0564 - A1:+32.0564 - S4:+79.96633 1.00000000362749e-15
190 YPR002W PDH1 rep1F06 light KSWAAGDAVSR 250 K1:+28.0313 - K1:+28.0313 - S2:+79.96633 0.00329999998212
190 YPR002W PDH1 rep1F07 light KSWAAGDAVSR 250 K1:+28.0313 - K1:+28.0313 - S2:+79.96633 0.00023999999394

190 YPR002W PDH1 rep1F07 light VSSKTNFLNMQIDK 497
K4:+28.0313 - K14:+28.0313 - V1:+28.0313 - 

S3:+79.96633 5.90000013289682e-08
190 YPR002W PDH1 rep2F06 light KSWAAGDAVSR 250 K1:+28.0313 - K1:+28.0313 - S2:+79.96633 0.00066999997944
190 YPR002W PDH1 rep2F06 inter KSWAAGDAVSR 250 K1:+32.0564 - K1:+32.0564 - S2:+79.96633 0.0063000000082

190 YPR002W PDH1 rep2F07 light VSSKTNFLNMQIDK 497
K4:+28.0313 - K14:+28.0313 - V1:+28.0313 - 

S3:+79.96633 9.59999996164029e-11

190 YPR002W PDH1 rep2F07 light VSSKTNFLNMQIDK 497
K4:+28.0313 - K14:+28.0313 - V1:+28.0313 - 

S3:+79.96633 0.00150000001304
190 YPR002W PDH1 rep3F06 inter YVHETPLK 51 K8:+32.0564 - Y1:+32.0564 - T5:+79.96633 0.00730000017211
190 YPR002W PDH1 rep3F06 inter KSWAAGDAVSR 250 K1:+32.0564 - K1:+32.0564 - S2:+79.96633 7.40000032237731e-05
190 YPR002W PDH1 rep3F06 heavy KSWAAGDAVSR 250 K1:+36.0756 - K1:+36.0756 - S2:+79.96633 9.99999974737875e-06

190 YPR002W PDH1 rep3F06 inter VSSKTNFLNMQIDK 496
K4:+32.0564 - K14:+32.0564 - V1:+32.0564 - 

S2:+79.96633 3.79999983124435e-05

190 YPR002W PDH1 rep3F06 inter VSSKTNFLNMQIDK 497
K4:+32.0564 - K14:+32.0564 - V1:+32.0564 - 

S3:+79.96633 1.59999999027605e-07
190 YPR002W PDH1 rep4F01 heavy SWAAGDAVSR 250 S1:+36.0756 - S1:+79.96633 0.00209999992512



190 YPR002W PDH1 rep4F05 heavy YVHETPLK 51 K8:+36.0756 - Y1:+36.0756 - T5:+79.96633 8.60000000102445e-05
190 YPR002W PDH1 rep4F05 heavy KSWAAGDAVSR 250 K1:+36.0756 - K1:+36.0756 - S2:+79.96633 6.1999999161344e-06

190 YPR002W PDH1 rep4F05 heavy VSSKTNFLNMQIDK 497
K4:+36.0756 - K14:+36.0756 - V1:+36.0756 - 

S3:+79.96633 3.09999990122378e-08

190 YPR002W PDH1 rep4F05 heavy VSSKTNFLNMQIDK 496
K4:+36.0756 - K14:+36.0756 - V1:+36.0756 - 

S2:+79.96633 6.09999988228083e-05

190 YPR002W PDH1 rep4F06 heavy VSSKTNFLNMQIDK 497
K4:+36.0756 - K14:+36.0756 - V1:+36.0756 - 

S3:+79.96633 9.00000018955183e-10
194 YIL051C MMF1 rep1F01 light NILAESNSSLDNIVK 86 K15:+28.0313 - N1:+28.0313 - S9:+79.96633 6.80000014630089e-11
194 YIL051C MMF1 rep1F02 inter ITTLTPVSTK 25 K10:+32.0564 - I1:+32.0564 - S8:+79.96633 0.00749999983236
194 YIL051C MMF1 rep1F02 heavy NFAEFNSVYAK 108 K11:+36.0756 - N1:+36.0756 - S7:+79.96633 4.30000000051223e-07
194 YIL051C MMF1 rep2F02 heavy NFAEFNSVYAK 108 K11:+36.0756 - N1:+36.0756 - S7:+79.96633 3.40000005927266e-09

194 YIL051C MMF1 rep2F07 heavy ANNFVYVSGQIPYTPDNKPVQGSISEK 55
K18:+36.0756 - K27:+36.0756 - A1:+36.0756 - 

T14:+79.96633 2.09999995171017e-09
194 YIL051C MMF1 rep3F02 heavy ITTLTPVSTK 25 K10:+36.0756 - I1:+36.0756 - S8:+79.96633 0.0010000000475
194 YIL051C MMF1 rep3F02 inter NILAESNSSLDNIVK 86 K15:+32.0564 - N1:+32.0564 - S9:+79.96633 4.50000002538697e-11
194 YIL051C MMF1 rep3F03 light ITTLTPVSTK 25 K10:+28.0313 - I1:+28.0313 - S8:+79.96633 0.00879999995232
194 YIL051C MMF1 rep3F03 inter ITTLTPVSTK 25 K10:+32.0564 - I1:+32.0564 - S8:+79.96633 6.00000021222513e-06
194 YIL051C MMF1 rep3F03 light LAPPAAASYSQAMK 35 K14:+28.0313 - L1:+28.0313 - S8:+79.96633 2.1000000349769e-11
194 YIL051C MMF1 rep3F03 light NFAEFNSVYAK 108 K11:+28.0313 - N1:+28.0313 - S7:+79.96633 8.50000034802179e-08
194 YIL051C MMF1 rep4F02 heavy ITTLTPVSTK 25 K10:+36.0756 - I1:+36.0756 - S8:+79.96633 1.7999999499807e-06
194 YIL051C MMF1 rep4F02 light ITTLTPVSTK 25 K10:+28.0313 - I1:+28.0313 - S8:+79.96633 0.00026999998954
194 YIL051C MMF1 rep4F02 inter LAPPAAASYSQAMK 35 K14:+32.0564 - L1:+32.0564 - S8:+79.96633 3.70000002858362e-10
194 YIL051C MMF1 rep4F02 inter LAPPAAASYSQAMK 35 K14:+32.0564 - L1:+32.0564 - S8:+79.96633 3.09999997893939e-10
194 YIL051C MMF1 rep4F02 light LAPPAAASYSQAMK 35 K14:+28.0313 - L1:+28.0313 - S8:+79.96633 1.99999999200839e-11
194 YIL051C MMF1 rep4F02 inter NFAEFNSVYAK 108 K11:+32.0564 - N1:+32.0564 - S7:+79.96633 5.10000006670452e-08
194 YIL051C MMF1 rep4F02 light NFAEFNSVYAK 108 K11:+28.0313 - N1:+28.0313 - S7:+79.96633 4.30000000051223e-08
197 YNR001C CIT1 rep1F01 light SSASEQTLK 41 K9:+28.0313 - S1:+28.0313 - S4:+79.96633 0.00072000001092
197 YNR001C CIT1 rep1F01 inter SSASEQTLK 39 K9:+32.0564 - S1:+32.0564 - S2:+79.96633 8.3999999333173e-05
197 YNR001C CIT1 rep1F01 inter YSSASEQTLK 38 K10:+32.0564 - Y1:+32.0564 - S2:+79.96633 0.00240000011399
197 YNR001C CIT1 rep1F01 light YSSASEQTLK 39 K10:+28.0313 - Y1:+28.0313 - S3:+79.96633 4.99999987368938e-05
197 YNR001C CIT1 rep1F01 light ITSTDPNADYGK 239 K12:+28.0313 - I1:+28.0313 - T2:+79.96633 0.00041000000783
197 YNR001C CIT1 rep1F03 light SSASEQTLKER 41 K9:+28.0313 - S1:+28.0313 - S4:+79.96633 3.40000013920871e-07
197 YNR001C CIT1 rep1F03 inter SSASEQTLKER 41 K9:+32.0564 - S1:+32.0564 - S4:+79.96633 1.59999999360672e-10
197 YNR001C CIT1 rep1F04 light SSASEQTLKER 41 K9:+28.0313 - S1:+28.0313 - S4:+79.96633 7.30000024873334e-08

197 YNR001C CIT1 rep1F07 inter AYAQGVSKK 202
K8:+32.0564 - K9:+32.0564 - A1:+32.0564 - 

S7:+79.96633 0.00620000017807
197 YNR001C CIT1 rep2F01 light ITSTDPNADYGK 239 K12:+28.0313 - I1:+28.0313 - T2:+79.96633 0.00025000001187

197 YNR001C CIT1 rep2F010 inter AVGAPIERPKSFSTEK 462
K10:+32.0564 - K16:+32.0564 - A1:+32.0564 - 

S11:+79.96633 0.00510000018403
197 YNR001C CIT1 rep2F04 inter SSASEQTLKER 41 K9:+32.0564 - S1:+32.0564 - S4:+79.96633 5.40000000270879e-09
197 YNR001C CIT1 rep2F04 light SSASEQTLKER 41 K9:+28.0313 - S1:+28.0313 - S4:+79.96633 2.70000004576332e-08
197 YNR001C CIT1 rep3F01 inter SSASEQTLK 41 K9:+32.0564 - S1:+32.0564 - S4:+79.96633 0.00046999999904
197 YNR001C CIT1 rep3F01 heavy ITSTDPNADYGK 239 K12:+36.0756 - I1:+36.0756 - T2:+79.96633 0.00350000010803
197 YNR001C CIT1 rep3F01 inter ITSTDPNADYGK 239 K12:+32.0564 - I1:+32.0564 - T2:+79.96633 0.00170000002254
197 YNR001C CIT1 rep4F03 heavy SSASEQTLKER 41 K9:+36.0756 - S1:+36.0756 - S4:+79.96633 4.40000007984054e-07
199 YDL181W INH1 rep1F01 inter SEGSTGTPR 26 S1:+32.0564 - S4:+79.96633 0.0046999999322
199 YDL181W INH1 rep1F04 heavy GSGSEDSFVKR 38 K10:+36.0756 - G1:+36.0756 - S7:+79.96633 0.00449999980628



199 YDL181W INH1 rep1F04 inter GSGSEDSFVKR 38 K10:+32.0564 - G1:+32.0564 - S7:+79.96633 7.59999973110742e-13
199 YDL181W INH1 rep1F04 light GSGSEDSFVKR 38 K10:+28.0313 - G1:+28.0313 - S7:+79.96633 1.00000001335143e-10
199 YDL181W INH1 rep1F05 inter GSGSEDSFVKR 38 K10:+32.0564 - G1:+32.0564 - S7:+79.96633 1.80000003791037e-09
199 YDL181W INH1 rep2F04 inter GSGSEDSFVKR 38 K10:+32.0564 - G1:+32.0564 - S7:+79.96633 7.69999959382732e-15
199 YDL181W INH1 rep2F04 light GSGSEDSFVKR 38 K10:+28.0313 - G1:+28.0313 - S7:+79.96633 2.90000002678426e-07
199 YDL181W INH1 rep2F04 heavy GSGSEDSFVKR 38 K10:+36.0756 - G1:+36.0756 - S7:+79.96633 1.79999997129698e-08
199 YDL181W INH1 rep2F08 inter SEGSTGTPRGSGSEDSFVKR 33 K19:+32.0564 - S1:+32.0564 - S11:+79.96633 3.29999985670959e-11
199 YDL181W INH1 rep2F08 light SEGSTGTPRGSGSEDSFVKR 33 K19:+28.0313 - S1:+28.0313 - S11:+79.96633 6.99999988529321e-11
199 YDL181W INH1 rep3F04 inter GSGSEDSFVKR 38 K10:+32.0564 - G1:+32.0564 - S7:+79.96633 2.90000004228347e-15
199 YDL181W INH1 rep3F04 heavy GSGSEDSFVKR 38 K10:+36.0756 - G1:+36.0756 - S7:+79.96633 1.70000000188075e-10
199 YDL181W INH1 rep3F05 inter GSGSEDSFVKR 38 K10:+32.0564 - G1:+32.0564 - S7:+79.96633 2.79999994745594e-07
199 YDL181W INH1 rep4F01 light GSGSEDSFVK 33 K10:+28.0313 - G1:+28.0313 - S2:+79.96633 0.00850000046194
199 YDL181W INH1 rep4F03 heavy GSGSEDSFVKR 38 K10:+36.0756 - G1:+36.0756 - S7:+79.96633 7.50000006544127e-10
199 YDL181W INH1 rep4F03 light GSGSEDSFVKR 33 K10:+28.0313 - G1:+28.0313 - S2:+79.96633 3.79999983124435e-05
199 YDL181W INH1 rep4F04 light GSGSEDSFVKR 33 K10:+28.0313 - G1:+28.0313 - S2:+79.96633 3.60000002030958e-10
204 YGL139W FLC3 rep1F01 heavy NENASTDALR 687 N1:+36.0756 - S5:+79.96633 5.19999994139653e-05
204 YGL139W FLC3 rep1F01 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 1.19999995183695e-12
204 YGL139W FLC3 rep1F01 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 0.00053000001935
204 YGL139W FLC3 rep1F03 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 3.0999999580672e-05
204 YGL139W FLC3 rep1F03 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 1.89999994903989e-11
204 YGL139W FLC3 rep1F03 light NENASTDALRVEAPK 687 K15:+28.0313 - N1:+28.0313 - S5:+79.96633 9.10000019782586e-10
204 YGL139W FLC3 rep1F04 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 6.70000019908912e-08
204 YGL139W FLC3 rep2F03 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 3.59999994259397e-08
204 YGL139W FLC3 rep3F01 light NENASTDALRVEAPK 687 K15:+28.0313 - N1:+28.0313 - S5:+79.96633 9.4999998978551e-09
204 YGL139W FLC3 rep3F04 light NENASTDALRVEAPK 687 K15:+28.0313 - N1:+28.0313 - S5:+79.96633 2.49999999368811e-07
204 YGL139W FLC3 rep3F04 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 2.09999996059196e-07
204 YGL139W FLC3 rep3F04 light NENASTDALRVEAPK 687 K15:+28.0313 - N1:+28.0313 - S5:+79.96633 4.29999991169439e-09
204 YGL139W FLC3 rep3F04 heavy NENASTDALRVEAPK 687 K15:+36.0756 - N1:+36.0756 - S5:+79.96633 4.8999999080479e-07
204 YGL139W FLC3 rep4F01 inter NENASTDALR 687 N1:+32.0564 - S5:+79.96633 1.29999998534913e-05
204 YGL139W FLC3 rep4F01 inter NENASTDALRVEAPK 687 K15:+32.0564 - N1:+32.0564 - S5:+79.96633 6.89999978931155e-06
204 YGL139W FLC3 rep4F03 inter NENASTDALRVEAPK 687 K15:+32.0564 - N1:+32.0564 - S5:+79.96633 2.30000000556174e-06
204 YGL139W FLC3 rep4F03 inter NENASTDALRVEAPK 687 K15:+32.0564 - N1:+32.0564 - S5:+79.96633 7.70000008198934e-10
207 YKL027W YKL027W rep1F01 heavy VVDFDQVSLSSLNR 122 V1:+36.0756 - S8:+79.96633 3.09999991171886e-13

207 YKL027W YKL027W rep1F010 heavy GGQTKSDTDKYHQYDEQFIR 52
K5:+36.0756 - K10:+36.0756 - G1:+36.0756 - 

S6:+79.96633 1.70000000404916e-13

207 YKL027W YKL027W rep1F010 inter GGQTKSDTDKYHQYDEQFIR 52
K5:+32.0564 - K10:+32.0564 - G1:+32.0564 - 

S6:+79.96633 1.00000000362749e-15
207 YKL027W YKL027W rep1F07 inter SDTDKYHQYDEQFIR 52 K5:+32.0564 - S1:+32.0564 - S1:+79.96633 4.90000005015645e-08
207 YKL027W YKL027W rep1F07 heavy SDTDKYHQYDEQFIR 54 K5:+36.0756 - S1:+36.0756 - T3:+79.96633 5.39999989168649e-11
207 YKL027W YKL027W rep2F01 heavy VVDFDQVSLSSLNR 122 V1:+36.0756 - S8:+79.96633 1.10000000219657e-08

207 YKL027W YKL027W rep2F010 heavy GGQTKSDTDKYHQYDEQFIR 52
K5:+36.0756 - K10:+36.0756 - G1:+36.0756 - 

S6:+79.96633 3.9999998989515e-05

207 YKL027W YKL027W rep2F010 inter GGQTKSDTDKYHQYDEQFIR 52
K5:+32.0564 - K10:+32.0564 - G1:+32.0564 - 

S6:+79.96633 8.80000031178163e-11

207 YKL027W YKL027W rep2F010 light GGQTKSDTDKYHQYDEQFIR 52
K5:+28.0313 - K10:+28.0313 - G1:+28.0313 - 

S6:+79.96633 0.00529999984428
207 YKL027W YKL027W rep2F07 heavy SDTDKYHQYDEQFIR 52 K5:+36.0756 - S1:+36.0756 - S1:+79.96633 3.99999997569012e-08



207 YKL027W YKL027W rep2F09 heavy GGQTKSDTDKYHQYDEQFIR 52
K5:+36.0756 - K10:+36.0756 - G1:+36.0756 - 

S6:+79.96633 6.19999980244756e-08
207 YKL027W YKL027W rep3F06 light SDTDKYHQYDEQFIR 54 K5:+28.0313 - S1:+28.0313 - T3:+79.96633 1.199999978942e-13
207 YKL027W YKL027W rep3F06 heavy SDTDKYHQYDEQFIR 54 K5:+36.0756 - S1:+36.0756 - T3:+79.96633 1.89999997957102e-08
207 YKL027W YKL027W rep4F01 inter VVDFDQVSLSSLNR 122 V1:+32.0564 - S8:+79.96633 4.40000008650188e-10
207 YKL027W YKL027W rep4F05 inter SDTDKYHQYDEQFIR 54 K5:+32.0564 - S1:+32.0564 - T3:+79.96633 1.00000000362749e-15
207 YKL027W YKL027W rep4F06 inter SDTDKYHQYDEQFIR 52 K5:+32.0564 - S1:+32.0564 - S1:+79.96633 9.99999996004197e-13
207 YKL027W YKL027W rep4F06 inter SDTDKYHQYDEQFIR 52 K5:+32.0564 - S1:+32.0564 - S1:+79.96633 3.40000000376151e-10
208 YDR256C CTA1 rep1F01 light VVTNSTGNPINEPFVTQR 26 V1:+28.0313 - T6:+79.96633 9.99999993922529e-09
208 YDR256C CTA1 rep1F01 light VVTNSTGNPINEPFVTQR 26 V1:+28.0313 - T6:+79.96633 9.9999998245167e-15
208 YDR256C CTA1 rep1F02 light VVTNSTGNPINEPFVTQR 26 V1:+28.0313 - T6:+79.96633 9.499999528359e-13
208 YDR256C CTA1 rep1F02 light VVTNSTGNPINEPFVTQR 26 V1:+28.0313 - T6:+79.96633 4.39999985246686e-06
208 YDR256C CTA1 rep1F07 light HASELSSNSKF 513 K10:+28.0313 - H1:+28.0313 - S9:+79.96633 1.89999991562217e-05
208 YDR256C CTA1 rep2F02 light VVTNSTGNPINEPFVTQR 26 V1:+28.0313 - T6:+79.96633 1.00000000362749e-15
208 YDR256C CTA1 rep2F02 light VVTNSTGNPINEPFVTQR 26 V1:+28.0313 - T6:+79.96633 1.20000004244503e-06
208 YDR256C CTA1 rep2F07 light HASELSSNSKF 513 K10:+28.0313 - H1:+28.0313 - S9:+79.96633 0.00080999999773
208 YDR256C CTA1 rep3F02 inter VVTNSTGNPINEPFVTQR 26 V1:+32.0564 - T6:+79.96633 6.50000019086772e-12
208 YDR256C CTA1 rep3F02 inter VVTNSTGNPINEPFVTQR 26 V1:+32.0564 - T6:+79.96633 4.70000015469207e-14
208 YDR256C CTA1 rep3F03 inter VVTNSTGNPINEPFVTQR 25 V1:+32.0564 - S5:+79.96633 3.10000003445055e-09
208 YDR256C CTA1 rep3F03 inter VVTNSTGNPINEPFVTQR 26 V1:+32.0564 - T6:+79.96633 4.60000012256559e-14
208 YDR256C CTA1 rep3F06 inter HASELSSNSKF 511 K10:+32.0564 - H1:+32.0564 - S7:+79.96633 4.30000000051223e-05
208 YDR256C CTA1 rep4F01 heavy VVTNSTGNPINEPFVTQR 26 V1:+36.0756 - T6:+79.96633 3.3999998996781e-12
208 YDR256C CTA1 rep4F02 heavy VVTNSTGNPINEPFVTQR 26 V1:+36.0756 - T6:+79.96633 9.09999992027011e-11
208 YDR256C CTA1 rep4F02 heavy VVTNSTGNPINEPFVTQR 26 V1:+36.0756 - T6:+79.96633 1.00000000362749e-15
208 YDR256C CTA1 rep4F05 heavy HASELSSNSKF 511 K10:+36.0756 - H1:+36.0756 - S7:+79.96633 3.19999998055209e-07
209 YNR016C ACC1 rep1F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 1.00000000362749e-15
209 YNR016C ACC1 rep1F01 light AVSVSDLSYVANSQSSPLR 1157 A1:+28.0313 - S3:+79.96633 1.00000000362749e-15
209 YNR016C ACC1 rep1F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 3.7999998703242e-09
209 YNR016C ACC1 rep1F01 light AVSVSDLSYVANSQSSPLR 1157 A1:+28.0313 - S3:+79.96633 8.29999976303952e-07
209 YNR016C ACC1 rep1F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 7.89999976547051e-09
209 YNR016C ACC1 rep2F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 1.00000000362749e-15
209 YNR016C ACC1 rep2F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 6.60000011976081e-07
209 YNR016C ACC1 rep3F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 2.40000002094121e-08
209 YNR016C ACC1 rep3F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 1.60000000580399e-14
209 YNR016C ACC1 rep3F01 light AVSVSDLSYVANSQSSPLR 1157 A1:+28.0313 - S3:+79.96633 3.0999999580672e-05
209 YNR016C ACC1 rep3F01 light AVSVSDLSYVANSQSSPLR 1157 A1:+28.0313 - S3:+79.96633 1.89999993277686e-14
209 YNR016C ACC1 rep3F01 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 2.80000005403735e-08
209 YNR016C ACC1 rep3F02 heavy AVSVSDLSYVANSQSSPLR 1157 A1:+36.0756 - S3:+79.96633 8.70000016472972e-10
209 YNR016C ACC1 rep3F02 light AVSVSDLSYVANSQSSPLR 1157 A1:+28.0313 - S3:+79.96633 1.70000000188075e-10
209 YNR016C ACC1 rep4F01 inter AVSVSDLSYVANSQSSPLR 1157 A1:+32.0564 - S3:+79.96633 3.80000003685765e-10
209 YNR016C ACC1 rep4F01 inter AVSVSDLSYVANSQSSPLR 1157 A1:+32.0564 - S3:+79.96633 1.30000003650821e-07
209 YNR016C ACC1 rep4F01 inter AVSVSDLSYVANSQSSPLR 1157 A1:+32.0564 - S3:+79.96633 7.79999993483216e-07

213 YPR004C AIM45 rep1F01 light SSYSCSNLEK 76
C5:+57.02146 - K10:+28.0313 - S1:+28.0313 - 

S4:+79.96633 0.00018000000273
213 YPR004C AIM45 rep1F01 inter SSLSLLAAAQK 40 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 2.60000007301642e-07

213 YPR004C AIM45 rep2F01 inter SSYSCSNLEK 76
C5:+57.02146 - K10:+32.0564 - S1:+32.0564 - 

S4:+79.96633 1.70000006960436e-07



213 YPR004C AIM45 rep2F01 light SSYSCSNLEK 76
C5:+57.02146 - K10:+28.0313 - S1:+28.0313 - 

S4:+79.96633 6.10000006417977e-06

213 YPR004C AIM45 rep2F01 heavy SSYSCSNLEK 76
C5:+57.02146 - K10:+36.0756 - S1:+36.0756 - 

S4:+79.96633 0.00529999984428

213 YPR004C AIM45 rep3F01 heavy SSYSCSNLEK 76
C5:+57.02146 - K10:+36.0756 - S1:+36.0756 - 

S4:+79.96633 3.79999983124435e-05

213 YPR004C AIM45 rep3F01 heavy SSYSCSNLEK 76
C5:+57.02146 - K10:+36.0756 - S1:+36.0756 - 

S4:+79.96633 0.00419999985024
213 YPR004C AIM45 rep3F01 inter SSLSLLAAAQK 40 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 2.600000016173e-06
213 YPR004C AIM45 rep3F02 inter SSLSLLAAAQK 40 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 1.70000006960436e-07
213 YPR004C AIM45 rep3F02 light SSLSLLAAAQK 40 K11:+28.0313 - S1:+28.0313 - S1:+79.96633 9.99999997475243e-07

213 YPR004C AIM45 rep4F01 heavy SSYSCSNLEK 76
C5:+57.02146 - K10:+36.0756 - S1:+36.0756 - 

S4:+79.96633 1.99999994947575e-05

213 YPR004C AIM45 rep4F01 light SSYSCSNLEK 76
C5:+57.02146 - K10:+28.0313 - S1:+28.0313 - 

S4:+79.96633 7.79999973019585e-05

213 YPR004C AIM45 rep4F01 inter SSYSCSNLEK 76
C5:+57.02146 - K10:+32.0564 - S1:+32.0564 - 

S4:+79.96633 2.29999997714003e-07
213 YPR004C AIM45 rep4F01 light SSLSLLAAAQK 40 K11:+28.0313 - S1:+28.0313 - S1:+79.96633 6.99999986863986e-08
213 YPR004C AIM45 rep4F01 heavy SSLSLLAAAQK 40 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 4.99999998737621e-07
213 YPR004C AIM45 rep4F01 inter SSLSLLAAAQK 40 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 1.90000002930901e-06
223 YOL089C HAL9 rep1F04 light SDISNVNHQTGTPR 43 S1:+28.0313 - T12:+79.96633 0.00240000011399
223 YOL089C HAL9 rep1F04 light SDISNVNHQTGTPR 43 S1:+28.0313 - T12:+79.96633 2.3999999036739e-12
223 YOL089C HAL9 rep1F04 heavy SDISNVNHQTGTPR 43 S1:+36.0756 - T12:+79.96633 0.00044000000344
223 YOL089C HAL9 rep1F05 light SDISNVNHQTGTPR 43 S1:+28.0313 - T12:+79.96633 1.99999999200839e-11
223 YOL089C HAL9 rep2F02 inter DISTMMEHTNSNDMSGSGK 118 K19:+32.0564 - D1:+32.0564 - S11:+79.96633 1.00000000362749e-15
223 YOL089C HAL9 rep2F04 inter SDISNVNHQTGTPR 43 S1:+32.0564 - T12:+79.96633 1.80000003617564e-13
223 YOL089C HAL9 rep2F04 inter SDISNVNHQTGTPR 43 S1:+32.0564 - T12:+79.96633 0.00033999999869
223 YOL089C HAL9 rep2F05 inter SDISNVNHQTGTPR 43 S1:+32.0564 - T12:+79.96633 7.09999994796817e-06
223 YOL089C HAL9 rep3F04 inter SDISNVNHQTGTPR 43 S1:+32.0564 - T12:+79.96633 1.90000002930901e-06
223 YOL089C HAL9 rep3F04 inter SDISNVNHQTGTPR 43 S1:+32.0564 - T12:+79.96633 8.89999955688836e-06
223 YOL089C HAL9 rep3F05 inter SDISNVNHQTGTPR 43 S1:+32.0564 - T12:+79.96633 2.7000000013544e-09
223 YOL089C HAL9 rep3F05 inter SDISNVNHQTGTPR 43 S1:+32.0564 - T12:+79.96633 5.89999990552315e-06
223 YOL089C HAL9 rep4F03 light SDISNVNHQTGTPR 43 S1:+28.0313 - T12:+79.96633 0.00740000000224
223 YOL089C HAL9 rep4F04 light SDISNVNHQTGTPR 43 S1:+28.0313 - T12:+79.96633 4.99999987368938e-05
223 YOL089C HAL9 rep4F04 light SDISNVNHQTGTPR 43 S1:+28.0313 - T12:+79.96633 8.30000033147371e-08
225 YNL315C ATP11 rep1F07 inter SRSPLDPSAPK 109 K11:+32.0564 - S1:+32.0564 - S3:+79.96633 4.69999986307812e-06
225 YNL315C ATP11 rep1F07 heavy SRSPLDPSAPK 107 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00011999999697
225 YNL315C ATP11 rep1F07 light SRSPLDPSAPK 109 K11:+28.0313 - S1:+28.0313 - S3:+79.96633 8.80000006873161e-05
225 YNL315C ATP11 rep1F08 light SRSPLDPSAPK 109 K11:+28.0313 - S1:+28.0313 - S3:+79.96633 0.00076000002446
225 YNL315C ATP11 rep2F07 inter SRSPLDPSAPK 107 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 5.40000019100262e-06
225 YNL315C ATP11 rep2F07 heavy SRSPLDPSAPK 109 K11:+36.0756 - S1:+36.0756 - S3:+79.96633 0.00011000000086
225 YNL315C ATP11 rep2F07 inter SRSPLDPSAPK 109 K11:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00179999996908
225 YNL315C ATP11 rep3F06 light SRSPLDPSAPK 109 K11:+28.0313 - S1:+28.0313 - S3:+79.96633 2.90000007225899e-05
225 YNL315C ATP11 rep3F07 light SRSPLDPSAPK 109 K11:+28.0313 - S1:+28.0313 - S3:+79.96633 0.00023999999394
225 YNL315C ATP11 rep3F07 heavy SRSPLDPSAPK 107 K11:+36.0756 - S1:+36.0756 - S1:+79.96633 7.09999994796817e-06
225 YNL315C ATP11 rep4F05 inter SRSPLDPSAPK 109 K11:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00041999999667
225 YNL315C ATP11 rep4F06 inter SRSPLDPSAPK 109 K11:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00159999995958
225 YNL315C ATP11 rep4F06 light SRSPLDPSAPK 109 K11:+28.0313 - S1:+28.0313 - S3:+79.96633 0.00899999961257



225 YNL315C ATP11 rep4F06 inter SRSPLDPSAPK 109 K11:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00016999999934
225 YNL315C ATP11 rep4F06 light SRSPLDPSAPK 109 K11:+28.0313 - S1:+28.0313 - S3:+79.96633 2.90000007225899e-05

230 YNR002C ATO2 rep1F01 light HSQESICK 40
C7:+57.02146 - K8:+28.0313 - H1:+28.0313 - 

S5:+79.96633 0.00179999996908
230 YNR002C ATO2 rep1F01 light GNTAFENPK 11 K9:+28.0313 - G1:+28.0313 - T3:+79.96633 8.3999999333173e-05
230 YNR002C ATO2 rep1F01 light ALDSSEGEFISENNDQSR 21 A1:+28.0313 - S4:+79.96633 2.70000004576332e-08
230 YNR002C ATO2 rep1F01 light ALDSSEGEFISENNDQSR  21 22 A1:+28.0313 - S4:+79.96633 - S5:+79.96633 1.00000000362749e-15
230 YNR002C ATO2 rep1F02 light GNTAFENPK 11 K9:+28.0313 - G1:+28.0313 - T3:+79.96633 3.30000002577435e-05

230 YNR002C ATO2 rep1F05 light HSQESICK 40
C7:+57.02146 - K8:+28.0313 - H1:+28.0313 - 

S5:+79.96633 0.00056999997469

230 YNR002C ATO2 rep1F06 light HSQESICK 40
C7:+57.02146 - K8:+28.0313 - H1:+28.0313 - 

S5:+79.96633 5.00000005843049e-08
230 YNR002C ATO2 rep2F01 light EQSSGNTAFENPK 11 K13:+28.0313 - E1:+28.0313 - T7:+79.96633 5.90000013289682e-07
230 YNR002C ATO2 rep2F01 light EQSSGNTAFENPK 7 K13:+28.0313 - E1:+28.0313 - S3:+79.96633 7.60000011723605e-06
230 YNR002C ATO2 rep2F01 light ALDSSEGEFISENNDQSR 22 A1:+28.0313 - S5:+79.96633 1.00000000362749e-15
230 YNR002C ATO2 rep2F01 light ALDSSEGEFISENNDQSR 22 A1:+28.0313 - S5:+79.96633 5.30000002219033e-11
230 YNR002C ATO2 rep2F01 light ALDSSEGEFISENNDQSR 21 A1:+28.0313 - S4:+79.96633 1.00000000362749e-15
230 YNR002C ATO2 rep2F01 light ALDSSEGEFISENNDQSR 21 A1:+28.0313 - S4:+79.96633 4.20000015668998e-12
230 YNR002C ATO2 rep2F01 light ALDSSEGEFISENNDQSR  21 22 A1:+28.0313 - S4:+79.96633 - S5:+79.96633 1.00000000362749e-15
230 YNR002C ATO2 rep2F03 light SDREQSSGNTAFENPK 2 K16:+28.0313 - S1:+28.0313 - S1:+79.96633 0.00046999999904
231 YML120C NDI1 rep1F01 light STGVENSGAGPTSFK 39 K15:+28.0313 - S1:+28.0313 - S13:+79.96633 2.49999998480632e-09
231 YML120C NDI1 rep1F01 light STGVENSGAGPTSFK 33 K15:+28.0313 - S1:+28.0313 - S7:+79.96633 7.20000004061916e-10
231 YML120C NDI1 rep1F01 inter STGVENSGAGPTSFK 27 K15:+32.0564 - S1:+32.0564 - S1:+79.96633 2.10000007834499e-12
231 YML120C NDI1 rep1F01 heavy STGVENSGAGPTSFK 27 K15:+36.0756 - S1:+36.0756 - S1:+79.96633 4.79999984800538e-14
231 YML120C NDI1 rep2F01 light STGVENSGAGPTSFK 28 K15:+28.0313 - S1:+28.0313 - T2:+79.96633 0.00031999999192
231 YML120C NDI1 rep2F01 inter STGVENSGAGPTSFK 33 K15:+32.0564 - S1:+32.0564 - S7:+79.96633 5.60000001925687e-09
231 YML120C NDI1 rep2F01 heavy STGVENSGAGPTSFK 27 K15:+36.0756 - S1:+36.0756 - S1:+79.96633 1.49999998533268e-10

231 YML120C NDI1 rep2F08 light KTMKVIDPQHSDKPN 42

K1:+28.0313 - K4:+28.0313 - K13:+28.0313 - 
K1:+28.0313 - M3:+15.99491 - T2:+79.96633 - 

K1:+42.01056 0.00740000000224
231 YML120C NDI1 rep3F01 heavy STGVENSGAGPTSFK 27 K15:+36.0756 - S1:+36.0756 - S1:+79.96633 6.10000006236178e-13
231 YML120C NDI1 rep3F01 light STGVENSGAGPTSFK 27 K15:+28.0313 - S1:+28.0313 - S1:+79.96633 0.00076999998419
231 YML120C NDI1 rep3F01 inter STGVENSGAGPTSFK 27 K15:+32.0564 - S1:+32.0564 - S1:+79.96633 1.39999997372797e-07
231 YML120C NDI1 rep3F02 heavy STGVENSGAGPTSFK 33 K15:+36.0756 - S1:+36.0756 - S7:+79.96633 3.60000007582073e-09
231 YML120C NDI1 rep4F01 light STGVENSGAGPTSFK 33 K15:+28.0313 - S1:+28.0313 - S7:+79.96633 0.00065000000177
231 YML120C NDI1 rep4F01 inter STGVENSGAGPTSFK 33 K15:+32.0564 - S1:+32.0564 - S7:+79.96633 8.3999999333173e-05
231 YML120C NDI1 rep4F01 heavy STGVENSGAGPTSFK 33 K15:+36.0756 - S1:+36.0756 - S7:+79.96633 5.6999999742402e-07
234 YBR221C PDB1 rep1F05 heavy THYMSGGTQK 140 K10:+36.0756 - T1:+36.0756 - S5:+79.96633 5.40000000910368e-05
234 YBR221C PDB1 rep1F05 light THYMSGGTQK 140 K10:+28.0313 - T1:+28.0313 - S5:+79.96633 7.99999997980194e-06
234 YBR221C PDB1 rep1F06 heavy THYMSGGTQK 140 K10:+36.0756 - T1:+36.0756 - S5:+79.96633 0.0010000000475
234 YBR221C PDB1 rep2F02 light VTGADVPTPYAK 338 K12:+28.0313 - V1:+28.0313 - T8:+79.96633 7.90000012784731e-06
234 YBR221C PDB1 rep2F02 heavy VTGADVPTPYAK 338 K12:+36.0756 - V1:+36.0756 - T8:+79.96633 0.00879999995232
234 YBR221C PDB1 rep2F02 heavy ELEDFAFPDTPTIVK 352 K15:+36.0756 - E1:+36.0756 - T10:+79.96633 2.39999999041007e-11
234 YBR221C PDB1 rep2F02 light ELEDFAFPDTPTIVK 352 K15:+28.0313 - E1:+28.0313 - T10:+79.96633 1.0000000116861e-07
234 YBR221C PDB1 rep3F03 inter VTGADVPTPYAK 338 K12:+32.0564 - V1:+32.0564 - T8:+79.96633 6.80000027841743e-07
234 YBR221C PDB1 rep3F03 light ELEDFAFPDTPTIVK 352 K15:+28.0313 - E1:+28.0313 - T10:+79.96633 3.80000003685765e-10
234 YBR221C PDB1 rep3F05 light THYMSGGTQK 140 K10:+28.0313 - T1:+28.0313 - S5:+79.96633 9.89999989542412e-07
234 YBR221C PDB1 rep3F05 inter THYMSGGTQK 140 K10:+32.0564 - T1:+32.0564 - S5:+79.96633 0.00075000000652



234 YBR221C PDB1 rep3F07 light SIRPLDTEAIIK 282 K12:+28.0313 - S1:+28.0313 - T7:+79.96633 1.09999996311672e-06
234 YBR221C PDB1 rep4F02 inter VTGADVPTPYAK 338 K12:+32.0564 - V1:+32.0564 - T8:+79.96633 6.1999999161344e-06
234 YBR221C PDB1 rep4F02 light ELEDFAFPDTPTIVK 352 K15:+28.0313 - E1:+28.0313 - T10:+79.96633 1.70000002963633e-09
234 YBR221C PDB1 rep4F04 inter THYMSGGTQK 140 K10:+32.0564 - T1:+32.0564 - S5:+79.96633 0.00076999998419
236 YER026C CHO1 rep1F01 heavy RASSIFSINTTPLAPPNATDIQK 46 K23:+36.0756 - R1:+36.0756 - S3:+79.96633 2.29999996825825e-09
236 YER026C CHO1 rep1F01 heavy SSIFSINTTPLAPPNATDIQK 46 K21:+36.0756 - S1:+36.0756 - S1:+79.96633 1.19999999520504e-11

236 YER026C CHO1 rep1F011 heavy RASSIFSINTTPLAPPNATDIQK  46 47
K23:+36.0756 - R1:+36.0756 - S3:+79.96633 - 

S4:+79.96633 1.99999998784506e-08
236 YER026C CHO1 rep1F06 heavy RASSIFSINTTPLAPPNATDIQK 46 K23:+36.0756 - R1:+36.0756 - S3:+79.96633 1.00000000362749e-15
236 YER026C CHO1 rep1F07 heavy RASSIFSINTTPLAPPNATDIQK 46 K23:+36.0756 - R1:+36.0756 - S3:+79.96633 1.00000000362749e-15
236 YER026C CHO1 rep1F07 light RASSIFSINTTPLAPPNATDIQK 46 K23:+28.0313 - R1:+28.0313 - S3:+79.96633 4.60000003786229e-15

236 YER026C CHO1 rep2F011 inter RASSIFSINTTPLAPPNATDIQK  46 47
K23:+32.0564 - R1:+32.0564 - S3:+79.96633 - 

S4:+79.96633 2.1000000349769e-11

236 YER026C CHO1 rep2F011 light RASSIFSINTTPLAPPNATDIQK  46 47
K23:+28.0313 - R1:+28.0313 - S3:+79.96633 - 

S4:+79.96633 4.49999987495175e-07
236 YER026C CHO1 rep2F06 light RASSIFSINTTPLAPPNATDIQK 46 K23:+28.0313 - R1:+28.0313 - S3:+79.96633 4.40000015589082e-11
236 YER026C CHO1 rep2F06 inter RASSIFSINTTPLAPPNATDIQK 46 K23:+32.0564 - R1:+32.0564 - S3:+79.96633 1.30000003817354e-11
236 YER026C CHO1 rep2F07 heavy RASSIFSINTTPLAPPNATDIQK 46 K23:+36.0756 - R1:+36.0756 - S3:+79.96633 1.69999999557883e-15
236 YER026C CHO1 rep2F07 light RASSIFSINTTPLAPPNATDIQK 46 K23:+28.0313 - R1:+28.0313 - S3:+79.96633 2.70000005426346e-13

236 YER026C CHO1 rep2F09 inter RASSIFSINTTPLAPPNATDIQK  46 47
K23:+32.0564 - R1:+32.0564 - S3:+79.96633 - 

S4:+79.96633 1.00000000362749e-15
236 YER026C CHO1 rep4F01 inter RASSIFSINTTPLAPPNATDIQK 46 K23:+32.0564 - R1:+32.0564 - S3:+79.96633 4.30000002618613e-13
236 YER026C CHO1 rep4F05 inter RASSIFSINTTPLAPPNATDIQK 46 K23:+32.0564 - R1:+32.0564 - S3:+79.96633 1.29999999412783e-14
237 YER020W GPA2 rep1F01 light NGSTPDTQTASAGSDNVGK 13 K19:+28.0313 - N1:+28.0313 - T4:+79.96633 1.199999978942e-13
237 YER020W GPA2 rep1F01 light NGSTPDTQTASAGSDNVGK 13 K19:+28.0313 - N1:+28.0313 - T4:+79.96633 2.89999996239132e-10

237 YER020W GPA2 rep1F01 light NGSTPDTQTASAGSDNVGK  13 16
K19:+28.0313 - N1:+28.0313 - T4:+79.96633 - 

T7:+79.96633 1.4999999940063e-12
237 YER020W GPA2 rep1F06 light QQQPSPHNVK 61 K10:+28.0313 - Q1:+28.0313 - S5:+79.96633 4.4000000343658e-05
237 YER020W GPA2 rep1F07 light QQQPSPHNVK 61 K10:+28.0313 - Q1:+28.0313 - S5:+79.96633 0.00095999997575
237 YER020W GPA2 rep2F01 light NGSTPDTQTASAGSDNVGK 13 K19:+28.0313 - N1:+28.0313 - T4:+79.96633 5.50000019486352e-12
237 YER020W GPA2 rep2F01 inter NGSTPDTQTASAGSDNVGK 13 K19:+32.0564 - N1:+32.0564 - T4:+79.96633 2.89999996239132e-10
237 YER020W GPA2 rep2F01 light NGSTPDTQTASAGSDNVGK 13 K19:+28.0313 - N1:+28.0313 - T4:+79.96633 2.29999994744157e-11

237 YER020W GPA2 rep2F01 light NGSTPDTQTASAGSDNVGK  13 16
K19:+28.0313 - N1:+28.0313 - T4:+79.96633 - 

T7:+79.96633 1.89999993277686e-13

237 YER020W GPA2 rep2F01 light NGSTPDTQTASAGSDNVGK  13 16
K19:+28.0313 - N1:+28.0313 - T4:+79.96633 - 

T7:+79.96633 5.29999988430063e-06
237 YER020W GPA2 rep2F06 light QQQPSPHNVK 61 K10:+28.0313 - Q1:+28.0313 - S5:+79.96633 0.001200000057
237 YER020W GPA2 rep2F07 light QQQPSPHNVK 61 K10:+28.0313 - Q1:+28.0313 - S5:+79.96633 6.29999994998798e-05
237 YER020W GPA2 rep3F01 heavy NGSTPDTQTASAGSDNVGK 20 K19:+36.0756 - N1:+36.0756 - S11:+79.96633 0.00510000018403
237 YER020W GPA2 rep4F01 inter NGSTPDTQTASAGSDNVGK 13 K19:+32.0564 - N1:+32.0564 - T4:+79.96633 0.00011999999697

238 YEL039C CYC7 rep1F010 inter ESTGFKPGSAKK 12
K6:+32.0564 - K11:+32.0564 - K12:+32.0564 - 

E1:+32.0564 - S9:+79.96633 2.69999994584325e-10

238 YEL039C CYC7 rep1F012 inter AKESTGFKPGSAK 12
K2:+32.0564 - K8:+32.0564 - K13:+32.0564 - 

A1:+32.0564 - S11:+79.96633 0.00086999998894

238 YEL039C CYC7 rep1F07 inter ESTGFKPGSAK 12
K6:+32.0564 - K11:+32.0564 - E1:+32.0564 - 

S9:+79.96633 7.79999993483216e-08
238 YEL039C CYC7 rep3F01 heavy GYSYTDANINK 57 K11:+36.0756 - G1:+36.0756 - S3:+79.96633 2.70000004576332e-08
238 YEL039C CYC7 rep3F01 light GYSYTDANINK 57 K11:+28.0313 - G1:+28.0313 - S3:+79.96633 1.40000002701868e-08



238 YEL039C CYC7 rep3F06 light ESTGFKPGSAK 12
K6:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S9:+79.96633 6.00000021222513e-07

238 YEL039C CYC7 rep3F09 light ESTGFKPGSAKK 12
K6:+28.0313 - K11:+28.0313 - K12:+28.0313 - 

E1:+28.0313 - S9:+79.96633 1.49999996210681e-05

238 YEL039C CYC7 rep4F06 light ESTGFKPGSAK 12
K6:+28.0313 - K11:+28.0313 - E1:+28.0313 - 

S9:+79.96633 1.89999997957102e-08

238 YEL039C CYC7 rep4F09 light AKESTGFKPGSAKK 12
K2:+28.0313 - K8:+28.0313 - K13:+28.0313 - 
K14:+28.0313 - A1:+28.0313 - S11:+79.96633 3.40000013920871e-07

238 YEL039C CYC7 rep4F09 light ESTGFKPGSAKK 12
K6:+28.0313 - K11:+28.0313 - K12:+28.0313 - 

E1:+28.0313 - S9:+79.96633 0.00279999990016

238 YEL039C CYC7 rep4F09 light ESTGFKPGSAKK 12
K6:+28.0313 - K11:+28.0313 - K12:+28.0313 - 

E1:+28.0313 - S9:+79.96633 1.1999999571799e-07

238 YEL039C CYC7 rep4F09 inter ESTGFKPGSAKK 12
K6:+32.0564 - K11:+32.0564 - K12:+32.0564 - 

E1:+32.0564 - S9:+79.96633 0.00036000000546

238 YEL039C CYC7 rep4F11 light AKESTGFKPGSAK 12
K2:+28.0313 - K8:+28.0313 - K13:+28.0313 - 

A1:+28.0313 - S11:+79.96633 0.00019999999495

238 YEL039C CYC7 rep4F11 inter AKESTGFKPGSAK 12
K2:+32.0564 - K8:+32.0564 - K13:+32.0564 - 

A1:+32.0564 - S11:+79.96633 1.20000004244503e-05
239 YPL226W NEW1 rep1F02 heavy GTPKPVDTDDEED 1191 K4:+36.0756 - G1:+36.0756 - T8:+79.96633 3.99999998990097e-06
239 YPL226W NEW1 rep1F02 inter GTPKPVDTDDEED 1191 K4:+32.0564 - G1:+32.0564 - T8:+79.96633 8.2000002521454e-07
239 YPL226W NEW1 rep1F02 heavy GTPKPVDTDDEED 1191 K4:+36.0756 - G1:+36.0756 - T8:+79.96633 2.49999993684469e-06
239 YPL226W NEW1 rep2F02 inter GTPKPVDTDDEED 1191 K4:+32.0564 - G1:+32.0564 - T8:+79.96633 5.89999990552315e-06
239 YPL226W NEW1 rep2F02 light GTPKPVDTDDEED 1191 K4:+28.0313 - G1:+28.0313 - T8:+79.96633 5.40000000910368e-05
239 YPL226W NEW1 rep2F02 heavy GTPKPVDTDDEED 1191 K4:+36.0756 - G1:+36.0756 - T8:+79.96633 2.59999997069826e-05
239 YPL226W NEW1 rep3F03 light GTPKPVDTDDEED 1191 K4:+28.0313 - G1:+28.0313 - T8:+79.96633 0.00600000005215
239 YPL226W NEW1 rep3F03 heavy GTPKPVDTDDEED 1191 K4:+36.0756 - G1:+36.0756 - T8:+79.96633 0.00075000000652
239 YPL226W NEW1 rep3F03 inter GTPKPVDTDDEED 1191 K4:+32.0564 - G1:+32.0564 - T8:+79.96633 0.00430000014603
239 YPL226W NEW1 rep3F03 light GTPKPVDTDDEED 1191 K4:+28.0313 - G1:+28.0313 - T8:+79.96633 1.99999999495049e-06
239 YPL226W NEW1 rep3F04 light GTPKPVDTDDEED 1191 K4:+28.0313 - G1:+28.0313 - T8:+79.96633 0.00310000008903
239 YPL226W NEW1 rep4F02 inter GTPKPVDTDDEED 1191 K4:+32.0564 - G1:+32.0564 - T8:+79.96633 9.09999982923182e-07
239 YPL226W NEW1 rep4F02 light GTPKPVDTDDEED 1191 K4:+28.0313 - G1:+28.0313 - T8:+79.96633 2.49999993684469e-05
239 YPL226W NEW1 rep4F02 inter GTPKPVDTDDEED 1191 K4:+32.0564 - G1:+32.0564 - T8:+79.96633 2.40000008489005e-06

243 YLR190W MMR1 rep1F01 heavy VVSGGSTQCLSTEVNELPK 224
C9:+57.02146 - K19:+36.0756 - V1:+36.0756 - 

S6:+79.96633 1.80000003617564e-12
243 YLR190W MMR1 rep1F02 light SEQLTPK 12 K7:+28.0313 - S1:+28.0313 - T5:+79.96633 0.00899999961257

243 YLR190W MMR1 rep1F04 heavy SSESVAQVQKK 157
K10:+36.0756 - K11:+36.0756 - S1:+36.0756 - 

S4:+79.96633 1.00000000362749e-15

243 YLR190W MMR1 rep1F05 heavy SSESVAQVQKK 157
K10:+36.0756 - K11:+36.0756 - S1:+36.0756 - 

S4:+79.96633 5.10000019849472e-15

243 YLR190W MMR1 rep3F01 heavy VVSGGSTQCLSTEVNELPK 224
C9:+57.02146 - K19:+36.0756 - V1:+36.0756 - 

S6:+79.96633 5.89999993305668e-10

243 YLR190W MMR1 rep3F01 heavy VVSGGSTQCLSTEVNELPK 224
C9:+57.02146 - K19:+36.0756 - V1:+36.0756 - 

S6:+79.96633 0.00011000000086

243 YLR190W MMR1 rep3F05 inter SSESVAQVQKK 157
K10:+32.0564 - K11:+32.0564 - S1:+32.0564 - 

S4:+79.96633 3.69999997928971e-06

243 YLR190W MMR1 rep3F05 heavy SSESVAQVQKK 157
K10:+36.0756 - K11:+36.0756 - S1:+36.0756 - 

S4:+79.96633 3.80000003685765e-10



243 YLR190W MMR1 rep3F05 light SSESVAQVQKK 157
K10:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S4:+79.96633 2.70000009550131e-06
243 YLR190W MMR1 rep4F01 light SSESVAQVQK 157 K10:+28.0313 - S1:+28.0313 - S4:+79.96633 0.00230000005104

243 YLR190W MMR1 rep4F01 inter VVSGGSTQCLSTEVNELPK 224
C9:+57.02146 - K19:+32.0564 - V1:+32.0564 - 

S6:+79.96633 5.70000020161388e-06

243 YLR190W MMR1 rep4F01 inter VVSGGSTQCLSTEVNELPK 224
C9:+57.02146 - K19:+32.0564 - V1:+32.0564 - 

S6:+79.96633 3.699999950868e-08

243 YLR190W MMR1 rep4F04 inter SSESVAQVQKK 157
K10:+32.0564 - K11:+32.0564 - S1:+32.0564 - 

S4:+79.96633 9.29999998788844e-07

243 YLR190W MMR1 rep4F04 heavy SSESVAQVQKK 157
K10:+36.0756 - K11:+36.0756 - S1:+36.0756 - 

S4:+79.96633 0.00057999999262
249 YPL271W ATP15 rep1F01 inter TELQTASVLNR 34 T1:+32.0564 - S7:+79.96633 0.00025000001187
249 YPL271W ATP15 rep2F01 inter TELQTASVLNR 34 T1:+32.0564 - S7:+79.96633 4.09999984185561e-06
249 YPL271W ATP15 rep3F01 heavy TELQTASVLNR 34 T1:+36.0756 - S7:+79.96633 0.00082000001566
249 YPL271W ATP15 rep3F01 inter TELQTASVLNR 34 T1:+32.0564 - S7:+79.96633 8.19999996792831e-08
249 YPL271W ATP15 rep3F01 heavy TELQTASVLNR 32 T1:+36.0756 - T5:+79.96633 0.00015000000712
249 YPL271W ATP15 rep3F02 heavy NGTAASEPTPITK 52 K13:+36.0756 - N1:+36.0756 - T3:+79.96633 1.09999996311672e-06
249 YPL271W ATP15 rep3F02 inter NGTAASEPTPITK 52 K13:+32.0564 - N1:+32.0564 - T3:+79.96633 2.30000000556174e-06
249 YPL271W ATP15 rep3F02 inter TELQTASVLNR 34 T1:+32.0564 - S7:+79.96633 5.79999992478264e-10
249 YPL271W ATP15 rep3F06 inter SSLKTELQTASVLNR 34 K4:+32.0564 - S1:+32.0564 - S11:+79.96633 1.00000000362749e-15
249 YPL271W ATP15 rep3F06 light SSLKTELQTASVLNR 34 K4:+28.0313 - S1:+28.0313 - S11:+79.96633 1.00000000362749e-15
249 YPL271W ATP15 rep4F01 heavy NGTAASEPTPITK 52 K13:+36.0756 - N1:+36.0756 - T3:+79.96633 1.49999996210681e-05
249 YPL271W ATP15 rep4F01 inter NGTAASEPTPITK 52 K13:+32.0564 - N1:+32.0564 - T3:+79.96633 0.00031000000308
249 YPL271W ATP15 rep4F01 light TELQTASVLNR 34 T1:+28.0313 - S7:+79.96633 0.00013000000035
249 YPL271W ATP15 rep4F01 heavy TELQTASVLNR 34 T1:+36.0756 - S7:+79.96633 2.50000002921524e-08
255 YKL150W MCR1 rep1F04 inter GSNVVRPYTPVSDLSQK 100 K17:+32.0564 - G1:+32.0564 - S2:+79.96633 5.09999974109693e-13
255 YKL150W MCR1 rep1F06 inter NQHSFVFNESNK 37 K12:+32.0564 - N1:+32.0564 - S4:+79.96633 5.7000000275309e-09
255 YKL150W MCR1 rep1F06 light NQHSFVFNESNK 37 K12:+28.0313 - N1:+28.0313 - S4:+79.96633 4.19999990342035e-09
255 YKL150W MCR1 rep2F04 light GSNVVRPYTPVSDLSQK 100 K17:+28.0313 - G1:+28.0313 - S2:+79.96633 1.80000003791037e-09
255 YKL150W MCR1 rep2F06 light NQHSFVFNESNK 37 K12:+28.0313 - N1:+28.0313 - S4:+79.96633 1.20000004244503e-06
255 YKL150W MCR1 rep2F06 inter NQHSFVFNESNK 37 K12:+32.0564 - N1:+32.0564 - S4:+79.96633 4.69999986307812e-06
255 YKL150W MCR1 rep3F04 heavy GSNVVRPYTPVSDLSQK 100 K17:+36.0756 - G1:+36.0756 - S2:+79.96633 6.10000009624309e-15
255 YKL150W MCR1 rep3F04 inter GSNVVRPYTPVSDLSQK 100 K17:+32.0564 - G1:+32.0564 - S2:+79.96633 1.59999995474891e-08
255 YKL150W MCR1 rep3F05 heavy GSNVVRPYTPVSDLSQK 100 K17:+36.0756 - G1:+36.0756 - S2:+79.96633 1.00000000362749e-15
255 YKL150W MCR1 rep4F03 heavy GSNVVRPYTPVSDLSQK 100 K17:+36.0756 - G1:+36.0756 - S2:+79.96633 6.09999967204899e-11
255 YKL150W MCR1 rep4F03 light GSNVVRPYTPVSDLSQK 100 K17:+28.0313 - G1:+28.0313 - S2:+79.96633 2.79999998881175e-11
255 YKL150W MCR1 rep4F04 light GSNVVRPYTPVSDLSQK 100 K17:+28.0313 - G1:+28.0313 - S2:+79.96633 3.40000013920871e-07
255 YKL150W MCR1 rep4F05 light NQHSFVFNESNK 37 K12:+28.0313 - N1:+28.0313 - S4:+79.96633 2.2000000171829e-05

255 YKL150W MCR1 rep4F11 light KSPKDQGELIGILNNLGYSK 278
K1:+28.0313 - K4:+28.0313 - K20:+28.0313 - 

K1:+28.0313 - S2:+79.96633 4.40000008650188e-10

257 YDR430C CYM1 rep1F09 heavy LTIFQQVDAPKSPK 920
K11:+36.0756 - K14:+36.0756 - L1:+36.0756 - 

S12:+79.96633 2.40000008489005e-06

257 YDR430C CYM1 rep1F09 inter LTIFQQVDAPKSPK 920
K11:+32.0564 - K14:+32.0564 - L1:+32.0564 - 

S12:+79.96633 0.00179999996908

257 YDR430C CYM1 rep2F09 heavy LTIFQQVDAPKSPK 920
K11:+36.0756 - K14:+36.0756 - L1:+36.0756 - 

S12:+79.96633 5.80000003580494e-09

257 YDR430C CYM1 rep2F09 inter LTIFQQVDAPKSPK 920
K11:+32.0564 - K14:+32.0564 - L1:+32.0564 - 

S12:+79.96633 5.60000001925687e-09



257 YDR430C CYM1 rep2F09 light LTIFQQVDAPKSPK 920
K11:+28.0313 - K14:+28.0313 - L1:+28.0313 - 

S12:+79.96633 2.29999996825825e-09
257 YDR430C CYM1 rep3F02 heavy TVSPNWEVK 981 K9:+36.0756 - T1:+36.0756 - S3:+79.96633 1.3000000080865e-06

257 YDR430C CYM1 rep3F08 heavy LTIFQQVDAPKSPK 920
K11:+36.0756 - K14:+36.0756 - L1:+36.0756 - 

S12:+79.96633 2.60000002213698e-13

257 YDR430C CYM1 rep3F08 inter LTIFQQVDAPKSPK 920
K11:+32.0564 - K14:+32.0564 - L1:+32.0564 - 

S12:+79.96633 4.39999985246686e-06

257 YDR430C CYM1 rep3F08 light LTIFQQVDAPKSPK 920
K11:+28.0313 - K14:+28.0313 - L1:+28.0313 - 

S12:+79.96633 1.40000000481422e-09

257 YDR430C CYM1 rep3F08 light LTIFQQVDAPKSPK 920
K11:+28.0313 - K14:+28.0313 - L1:+28.0313 - 

S12:+79.96633 1.3000000080865e-06

257 YDR430C CYM1 rep4F07 light LTIFQQVDAPKSPK 920
K11:+28.0313 - K14:+28.0313 - L1:+28.0313 - 

S12:+79.96633 4.70000011132399e-11

257 YDR430C CYM1 rep4F07 heavy LTIFQQVDAPKSPK 920
K11:+36.0756 - K14:+36.0756 - L1:+36.0756 - 

S12:+79.96633 1.59999999596039e-05

257 YDR430C CYM1 rep4F07 inter LTIFQQVDAPKSPK 920
K11:+32.0564 - K14:+32.0564 - L1:+32.0564 - 

S12:+79.96633 1.30000001874464e-08

257 YDR430C CYM1 rep4F07 light LTIFQQVDAPKSPK 920
K11:+28.0313 - K14:+28.0313 - L1:+28.0313 - 

S12:+79.96633 2.10000007834499e-12
270 YLR163C MAS1 rep1F01 light SESPVPLGSPR 237 S1:+28.0313 - S3:+79.96633 0.001200000057
270 YLR163C MAS1 rep1F01 heavy SESPVPLGSPR 243 S1:+36.0756 - S9:+79.96633 1.99999999495049e-06
270 YLR163C MAS1 rep2F02 heavy SESPVPLGSPR 237 S1:+36.0756 - S3:+79.96633 0.00889999978244
270 YLR163C MAS1 rep2F02 heavy SESPVPLGSPR 243 S1:+36.0756 - S9:+79.96633 0.00200000009499
270 YLR163C MAS1 rep3F02 heavy SESPVPLGSPR 237 S1:+36.0756 - S3:+79.96633 7.00000009601354e-06
270 YLR163C MAS1 rep3F02 inter SESPVPLGSPR 237 S1:+32.0564 - S3:+79.96633 1.99999999495049e-06
270 YLR163C MAS1 rep3F02 heavy SESPVPLGSPR 243 S1:+36.0756 - S9:+79.96633 9.20000002224697e-06
270 YLR163C MAS1 rep3F03 light SESPVPLGSPR 243 S1:+28.0313 - S9:+79.96633 0.00060999998823
270 YLR163C MAS1 rep4F01 light SESPVPLGSPR 237 S1:+28.0313 - S3:+79.96633 0.00031000000308
270 YLR163C MAS1 rep4F01 inter SESPVPLGSPR 237 S1:+32.0564 - S3:+79.96633 0.00011999999697
270 YLR163C MAS1 rep4F01 inter LSTISSQIPGTR 20 L1:+32.0564 - S5:+79.96633 2.79999994745594e-06
270 YLR163C MAS1 rep4F02 inter SESPVPLGSPR 237 S1:+32.0564 - S3:+79.96633 5.90000017837156e-05
270 YLR163C MAS1 rep4F02 inter SESPVPLGSPR 243 S1:+32.0564 - S9:+79.96633 0.001200000057
274 YNL052W COX5A rep1F01 inter WENMPSTEQQDIVSK 43 K15:+32.0564 - W1:+32.0564 - S6:+79.96633 8.30000044516055e-06
274 YNL052W COX5A rep1F01 heavy WENMPSTEQQDIVSK 43 K15:+36.0756 - W1:+36.0756 - S6:+79.96633 9.00000018087821e-13
274 YNL052W COX5A rep3F01 inter GDSSFIAK 93 K8:+32.0564 - G1:+32.0564 - S4:+79.96633 0.00159999995958
274 YNL052W COX5A rep3F01 inter GDSSFIAK 92 K8:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00020999999833
274 YNL052W COX5A rep3F02 inter GDSSFIAK 93 K8:+32.0564 - G1:+32.0564 - S4:+79.96633 0.00023999999394
274 YNL052W COX5A rep3F05 light QTHALSNAAVMDLQSR 23 Q1:+28.0313 - T2:+79.96633 0.00109999999404
274 YNL052W COX5A rep3F05 inter AQTHALSNAAVMDLQSR 23 A1:+32.0564 - T3:+79.96633 1.19999996051057e-10
274 YNL052W COX5A rep4F01 light GDSSFIAK 93 K8:+28.0313 - G1:+28.0313 - S4:+79.96633 0.00023999999394
274 YNL052W COX5A rep4F01 heavy GDSSFIAK 93 K8:+36.0756 - G1:+36.0756 - S4:+79.96633 2.80000003840541e-05
274 YNL052W COX5A rep4F01 heavy GDSSFIAK 92 K8:+36.0756 - G1:+36.0756 - S3:+79.96633 1.20000004244503e-05
274 YNL052W COX5A rep4F01 light WENMPSTEQQDIVSK 43 K15:+28.0313 - W1:+28.0313 - S6:+79.96633 0.00419999985024
274 YNL052W COX5A rep4F01 light WENMPSTEQQDIVSK 43 K15:+28.0313 - W1:+28.0313 - S6:+79.96633 0.00170000002254

274 YNL052W COX5A rep4F10 heavy RPVLNKGDSSFIAK 92
K6:+36.0756 - K14:+36.0756 - R1:+36.0756 - 

S9:+79.96633 3.70000009297655e-07
281 YKL148C SDH1 rep1F01 light TQSSLDEGVR 524 T1:+28.0313 - S4:+79.96633 0.00083999999333
281 YKL148C SDH1 rep1F01 light LGANSLLDLVVFGR 449 L1:+28.0313 - S5:+79.96633 2.99999997066536e-10



281 YKL148C SDH1 rep1F02 light LGANSLLDLVVFGR 449 L1:+28.0313 - S5:+79.96633 4.30000000051223e-07
281 YKL148C SDH1 rep2F02 light LGANSLLDLVVFGR 449 L1:+28.0313 - S5:+79.96633 1.70000003657522e-11
281 YKL148C SDH1 rep3F01 inter TQSSLDEGVR 523 T1:+32.0564 - S3:+79.96633 0.00179999996908
281 YKL148C SDH1 rep3F02 inter LGANSLLDLVVFGR 449 L1:+32.0564 - S5:+79.96633 4.60000002533434e-08
281 YKL148C SDH1 rep3F02 inter LGANSLLDLVVFGR 449 L1:+32.0564 - S5:+79.96633 1.10000002162547e-10
281 YKL148C SDH1 rep3F03 inter LGANSLLDLVVFGR 449 L1:+32.0564 - S5:+79.96633 9.69999991440318e-09
281 YKL148C SDH1 rep3F03 inter LGANSLLDLVVFGR 449 L1:+32.0564 - S5:+79.96633 6.1000001494449e-08
281 YKL148C SDH1 rep3F04 inter LGANSLLDLVVFGR 449 L1:+32.0564 - S5:+79.96633 7.59999991828408e-08
281 YKL148C SDH1 rep4F02 heavy LGANSLLDLVVFGR 449 L1:+36.0756 - S5:+79.96633 1.40000002701868e-08
281 YKL148C SDH1 rep4F02 heavy LGANSLLDLVVFGR 449 L1:+36.0756 - S5:+79.96633 9.99999993922529e-09
281 YKL148C SDH1 rep4F03 heavy LGANSLLDLVVFGR 449 L1:+36.0756 - S5:+79.96633 2.1000000349769e-10
282 YKL152C GPM1 rep1F02 heavy SFDVPPPPIDASSPFSQK 116 K18:+36.0756 - S1:+36.0756 - S1:+79.96633 9.99999971718069e-10
282 YKL152C GPM1 rep1F02 heavy SFDVPPPPIDASSPFSQK 116 K18:+36.0756 - S1:+36.0756 - S1:+79.96633 1.49999994647487e-08
282 YKL152C GPM1 rep2F02 heavy SFDVPPPPIDASSPFSQK 116 K18:+36.0756 - S1:+36.0756 - S1:+79.96633 1.49999995063821e-11
282 YKL152C GPM1 rep2F02 heavy SFDVPPPPIDASSPFSQK 116 K18:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00329999998212
282 YKL152C GPM1 rep3F03 light SFDVPPPPIDASSPFSQK 116 K18:+28.0313 - S1:+28.0313 - S1:+79.96633 7.49999973237436e-09
282 YKL152C GPM1 rep3F03 light SFDVPPPPIDASSPFSQK 116 K18:+28.0313 - S1:+28.0313 - S1:+79.96633 7.20000031817492e-11
282 YKL152C GPM1 rep3F03 heavy SFDVPPPPIDASSPFSQK 116 K18:+36.0756 - S1:+36.0756 - S1:+79.96633 2.40000002094121e-08
282 YKL152C GPM1 rep3F03 heavy SFDVPPPPIDASSPFSQK 116 K18:+36.0756 - S1:+36.0756 - S1:+79.96633 5.09999993625332e-11
282 YKL152C GPM1 rep3F03 light SFDVPPPPIDASSPFSQK 116 K18:+28.0313 - S1:+28.0313 - S1:+79.96633 7.3000000488932e-10
282 YKL152C GPM1 rep4F02 inter SFDVPPPPIDASSPFSQK 116 K18:+32.0564 - S1:+32.0564 - S1:+79.96633 1.49999995063821e-11
282 YKL152C GPM1 rep4F02 light SFDVPPPPIDASSPFSQK 116 K18:+28.0313 - S1:+28.0313 - S1:+79.96633 1.49999994647487e-08
282 YKL152C GPM1 rep4F02 light SFDVPPPPIDASSPFSQK 116 K18:+28.0313 - S1:+28.0313 - S1:+79.96633 3.89999987859824e-09
282 YKL152C GPM1 rep4F02 inter SFDVPPPPIDASSPFSQK 116 K18:+32.0564 - S1:+32.0564 - S1:+79.96633 2.30000005152498e-10

285 YOR176W HEM15 rep1F010 light PTGIVLMNMGGPSKVEETYDF  39 55
K14:+28.0313 - P1:+28.0313 - M9:+15.99491 - 

T2:+79.96633 - T18:+79.96633 0.00190000003204
285 YOR176W HEM15 rep1F07 heavy EIGGGSPIRK 102 K10:+36.0756 - E1:+36.0756 - S6:+79.96633 1.10000000859145e-05
285 YOR176W HEM15 rep1F07 inter EIGGGSPIRK 102 K10:+32.0564 - E1:+32.0564 - S6:+79.96633 7.79999973019585e-05
285 YOR176W HEM15 rep2F07 heavy EIGGGSPIRK 102 K10:+36.0756 - E1:+36.0756 - S6:+79.96633 0.00879999995232
285 YOR176W HEM15 rep3F06 light EIGGGSPIRK 102 K10:+28.0313 - E1:+28.0313 - S6:+79.96633 2.60000007301642e-07
285 YOR176W HEM15 rep3F06 inter EIGGGSPIRK 102 K10:+32.0564 - E1:+32.0564 - S6:+79.96633 9.99999974737875e-05
285 YOR176W HEM15 rep3F06 heavy EIGGGSPIRK 102 K10:+36.0756 - E1:+36.0756 - S6:+79.96633 5.99999984842725e-05
285 YOR176W HEM15 rep3F07 light EIGGGSPIRK 102 K10:+28.0313 - E1:+28.0313 - S6:+79.96633 2.00000002337219e-07
285 YOR176W HEM15 rep4F05 light EIGGGSPIRK 102 K10:+28.0313 - E1:+28.0313 - S6:+79.96633 8.90000023900939e-07
285 YOR176W HEM15 rep4F05 inter EIGGGSPIRK 102 K10:+32.0564 - E1:+32.0564 - S6:+79.96633 0.00013000000035
285 YOR176W HEM15 rep4F06 inter EIGGGSPIRK 102 K10:+32.0564 - E1:+32.0564 - S6:+79.96633 8.49999996717088e-05
285 YOR176W HEM15 rep4F06 light EIGGGSPIRK 102 K10:+28.0313 - E1:+28.0313 - S6:+79.96633 4.80000016978011e-06
288 YFL038C YPT1 rep1F01 heavy ESMSQQNLNETTQK 174 K14:+36.0756 - E1:+36.0756 - S4:+79.96633 2.49999995612918e-14
288 YFL038C YPT1 rep1F01 inter ESMSQQNLNETTQK 174 K14:+32.0564 - E1:+32.0564 - S4:+79.96633 2.90000001790247e-09
288 YFL038C YPT1 rep1F01 light ESMSQQNLNETTQK 174 K14:+28.0313 - E1:+28.0313 - S4:+79.96633 4.50000009477591e-10

288 YFL038C YPT1 rep1F03 inter ESMSQQNLNETTQKK 174
K14:+32.0564 - K15:+32.0564 - E1:+32.0564 - 

S4:+79.96633 3.09999997893939e-10

288 YFL038C YPT1 rep1F03 light ESMSQQNLNETTQKK 172
K14:+28.0313 - K15:+28.0313 - E1:+28.0313 - 

S2:+79.96633 2.899999901676e-12

288 YFL038C YPT1 rep1F03 inter ESMSQQNLNETTQKK 174
K14:+32.0564 - K15:+32.0564 - E1:+32.0564 - 

S4:+79.96633 5.49999986960287e-13
288 YFL038C YPT1 rep2F01 heavy ESMSQQNLNETTQK 174 K14:+36.0756 - E1:+36.0756 - S4:+79.96633 2.09999995171017e-09
288 YFL038C YPT1 rep2F01 light ESMSQQNLNETTQK 174 K14:+28.0313 - E1:+28.0313 - S4:+79.96633 1.00000000362749e-15



288 YFL038C YPT1 rep2F01 inter ESMSQQNLNETTQK 174 K14:+32.0564 - E1:+32.0564 - S4:+79.96633 4.2000000699538e-10

288 YFL038C YPT1 rep3F04 inter ESMSQQNLNETTQKK 174
K14:+32.0564 - K15:+32.0564 - E1:+32.0564 - 

S4:+79.96633 7.00000013127157e-15

288 YFL038C YPT1 rep3F04 heavy ESMSQQNLNETTQKK 174
K14:+36.0756 - K15:+36.0756 - E1:+36.0756 - 

S4:+79.96633 4.80000018681856e-15

288 YFL038C YPT1 rep4F03 inter ESMSQQNLNETTQKK 174
K14:+32.0564 - K15:+32.0564 - E1:+32.0564 - 

S4:+79.96633 2.89999991522853e-14

289 YDR148C KGD2 rep1F08 light ENSSEETASKKEAAPK 186
K10:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

E1:+28.0313 - S9:+79.96633 1.20000004244503e-05

289 YDR148C KGD2 rep1F08 inter ENSSEETASKKEAAPK 186
K10:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

E1:+32.0564 - S9:+79.96633 1.19999998826614e-09

289 YDR148C KGD2 rep1F08 heavy ENSSEETASKKEAAPK 186
K10:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

E1:+36.0756 - S9:+79.96633 1.99999999200839e-11
289 YDR148C KGD2 rep2F02 light AQEPPVASNSFTPFPR 227 A1:+28.0313 - S10:+79.96633 7.79999979536039e-14

289 YDR148C KGD2 rep2F08 inter ENSSEETASKKEAAPK 186
K10:+32.0564 - K11:+32.0564 - K16:+32.0564 - 

E1:+32.0564 - S9:+79.96633 1.89999991562217e-05

289 YDR148C KGD2 rep2F08 light ENSSEETASKKEAAPK 186
K10:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

E1:+28.0313 - S9:+79.96633 1.70000006960436e-07

289 YDR148C KGD2 rep2F08 heavy ENSSEETASKKEAAPK 186
K10:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

E1:+36.0756 - S9:+79.96633 1.2000000104706e-08

289 YDR148C KGD2 rep2F09 heavy STSIEVPPMAESLTEGSLK  73 74
K19:+36.0756 - S1:+36.0756 - S1:+79.96633 - 

T2:+79.96633 0.00069999997504

289 YDR148C KGD2 rep3F09 heavy STSIEVPPMAESLTEGSLK  73 74
K19:+36.0756 - S1:+36.0756 - S1:+79.96633 - 

T2:+79.96633 5.10000006670452e-07

289 YDR148C KGD2 rep4F06 light ENSSEETASKKEAAPK 186
K10:+28.0313 - K11:+28.0313 - K16:+28.0313 - 

E1:+28.0313 - S9:+79.96633 0.00014000000374

289 YDR148C KGD2 rep4F06 heavy ENSSEETASKKEAAPK 186
K10:+36.0756 - K11:+36.0756 - K16:+36.0756 - 

E1:+36.0756 - S9:+79.96633 0.00046000001021

289 YDR148C KGD2 rep4F08 heavy STSIEVPPMAESLTEGSLK  73 74
K19:+36.0756 - S1:+36.0756 - S1:+79.96633 - 

T2:+79.96633 2.40000008489005e-06
292 YHR080C YHR080C rep1F01 inter TNTNLTAGSLK 115 K11:+32.0564 - T1:+32.0564 - S9:+79.96633 0.00015000000712
292 YHR080C YHR080C rep1F01 light TNTNLTAGSLK 115 K11:+28.0313 - T1:+28.0313 - S9:+79.96633 4.99999987368938e-06
292 YHR080C YHR080C rep1F04 light TNTNLTAGSLKGR 115 K11:+28.0313 - T1:+28.0313 - S9:+79.96633 1.0000000116861e-07
292 YHR080C YHR080C rep2F04 inter TNTNLTAGSLKGR 115 K11:+32.0564 - T1:+32.0564 - S9:+79.96633 0.00011999999697
292 YHR080C YHR080C rep3F01 heavy TNTNLTAGSLK 115 K11:+36.0756 - T1:+36.0756 - S9:+79.96633 5.50000004295725e-05
292 YHR080C YHR080C rep3F02 light TNTNLTAGSLK 109 K11:+28.0313 - T1:+28.0313 - T3:+79.96633 3.60000001364824e-07
292 YHR080C YHR080C rep3F02 inter TNTNLTAGSLK 115 K11:+32.0564 - T1:+32.0564 - S9:+79.96633 4.69999994479053e-09
292 YHR080C YHR080C rep3F02 heavy TNTNLTAGSLK 115 K11:+36.0756 - T1:+36.0756 - S9:+79.96633 1.30000001874464e-08
292 YHR080C YHR080C rep3F05 heavy TNTNLTAGSLKGR 115 K11:+36.0756 - T1:+36.0756 - S9:+79.96633 1.00000000362749e-15
292 YHR080C YHR080C rep4F01 light TNTNLTAGSLK 115 K11:+28.0313 - T1:+28.0313 - S9:+79.96633 1.99999999495049e-06
292 YHR080C YHR080C rep4F01 heavy TNTNLTAGSLK 115 K11:+36.0756 - T1:+36.0756 - S9:+79.96633 0.00086999998894
292 YHR080C YHR080C rep4F01 inter TNTNLTAGSLK 115 K11:+32.0564 - T1:+32.0564 - S9:+79.96633 9.99999993922529e-09
296 YER164W CHD1 rep1F01 light SASSSDTTPTPSK 1226 K13:+28.0313 - S1:+28.0313 - S4:+79.96633 9.10000017029233e-06
296 YER164W CHD1 rep1F07 light SMTPEITSSEPANGPPSKR 1302 K18:+28.0313 - S1:+28.0313 - T3:+79.96633 7.49999975319104e-12
296 YER164W CHD1 rep2F02 inter SASSSDTTPTPSK 1230 K13:+32.0564 - S1:+32.0564 - T8:+79.96633 0.000859999971
296 YER164W CHD1 rep2F04 inter AAAHQQNYFNDSDDEDDEDNIK 36 K22:+32.0564 - A1:+32.0564 - S12:+79.96633 1.39999997705864e-10
296 YER164W CHD1 rep2F05 heavy AAAHQQNYFNDSDDEDDEDNIK 36 K22:+36.0756 - A1:+36.0756 - S12:+79.96633 0.00072000001092
296 YER164W CHD1 rep2F07 inter SMTPEITSSEPANGPPSKR 1302 K18:+32.0564 - S1:+32.0564 - T3:+79.96633 1.40000000481422e-09



296 YER164W CHD1 rep2F07 inter AAAHQQNYFNDSDDEDDEDNIKQSR 36 K22:+32.0564 - A1:+32.0564 - S12:+79.96633 1.00000000362749e-15
296 YER164W CHD1 rep3F04 heavy AAAHQQNYFNDSDDEDDEDNIK 36 K22:+36.0756 - A1:+36.0756 - S12:+79.96633 1.00000000362749e-15
296 YER164W CHD1 rep3F05 heavy AAAHQQNYFNDSDDEDDEDNIK 36 K22:+36.0756 - A1:+36.0756 - S12:+79.96633 1.59999997192267e-13
296 YER164W CHD1 rep3F06 heavy SMTPEITSSEPANGPPSKR 1302 K18:+36.0756 - S1:+36.0756 - T3:+79.96633 1.70000003793047e-14
296 YER164W CHD1 rep4F02 heavy LSPNSPTPPLK 1341 K11:+36.0756 - L1:+36.0756 - T7:+79.96633 0.00960000045598
296 YER164W CHD1 rep4F05 inter SMTPEITSSEPANGPPSKR 1302 K18:+32.0564 - S1:+32.0564 - T3:+79.96633 1.39999998390267e-15
297 YJR016C ILV3 rep1F09 inter KQSWVAPPPR 554 K1:+32.0564 - K1:+32.0564 - S3:+79.96633 3.29999991777186e-08
297 YJR016C ILV3 rep1F09 heavy KQSWVAPPPR 554 K1:+36.0756 - K1:+36.0756 - S3:+79.96633 8.39999998447638e-08
297 YJR016C ILV3 rep2F09 heavy KQSWVAPPPR 554 K1:+36.0756 - K1:+36.0756 - S3:+79.96633 0.00870000012219
297 YJR016C ILV3 rep2F09 light KQSWVAPPPR 554 K1:+28.0313 - K1:+28.0313 - S3:+79.96633 2.30000001266717e-08
297 YJR016C ILV3 rep2F09 heavy KQSWVAPPPR 554 K1:+36.0756 - K1:+36.0756 - S3:+79.96633 0.00219999998808
297 YJR016C ILV3 rep3F02 light AMQFNTIGVSDGISMGTK 105 K18:+28.0313 - A1:+28.0313 - S14:+79.96633 1.19999996051057e-10
297 YJR016C ILV3 rep3F02 light AMQFNTIGVSDGISMGTK 105 K18:+28.0313 - A1:+28.0313 - S14:+79.96633 3.90000011452063e-12
297 YJR016C ILV3 rep3F08 heavy KQSWVAPPPR 554 K1:+36.0756 - K1:+36.0756 - S3:+79.96633 0.00350000010803
297 YJR016C ILV3 rep3F08 inter KQSWVAPPPR 554 K1:+32.0564 - K1:+32.0564 - S3:+79.96633 2.90000007225899e-05
297 YJR016C ILV3 rep4F07 inter KQSWVAPPPR 554 K1:+32.0564 - K1:+32.0564 - S3:+79.96633 4.1000001260727e-07
297 YJR016C ILV3 rep4F07 heavy KQSWVAPPPR 554 K1:+36.0756 - K1:+36.0756 - S3:+79.96633 6.70000019908912e-07
297 YJR016C ILV3 rep4F07 light KQSWVAPPPR 554 K1:+28.0313 - K1:+28.0313 - S3:+79.96633 3.69999997928971e-06
298 YLR038C COX12 rep1F03 light ADQENSPLHTVGFDAR 7 A1:+28.0313 - S6:+79.96633 1.00000000362749e-15
298 YLR038C COX12 rep1F03 light ADQENSPLHTVGFDAR 7 A1:+28.0313 - S6:+79.96633 1.29999998534913e-05
298 YLR038C COX12 rep2F03 light ADQENSPLHTVGFDAR 7 A1:+28.0313 - S6:+79.96633 1.00000000362749e-15
298 YLR038C COX12 rep3F03 inter ADQENSPLHTVGFDAR 7 A1:+32.0564 - S6:+79.96633 2.09999999702982e-14
298 YLR038C COX12 rep3F03 inter ADQENSPLHTVGFDAR 7 A1:+32.0564 - S6:+79.96633 1.80000003791037e-09
298 YLR038C COX12 rep3F04 inter ADQENSPLHTVGFDAR 7 A1:+32.0564 - S6:+79.96633 1.00000000362749e-15
298 YLR038C COX12 rep3F04 inter ADQENSPLHTVGFDAR 7 A1:+32.0564 - S6:+79.96633 2.70000002038214e-14
298 YLR038C COX12 rep4F02 heavy ADQENSPLHTVGFDAR 7 A1:+36.0756 - S6:+79.96633 4.09999985351295e-12
298 YLR038C COX12 rep4F03 heavy ADQENSPLHTVGFDAR 7 A1:+36.0756 - S6:+79.96633 1.70000003657522e-11
298 YLR038C COX12 rep4F03 light ADQENSPLHTVGFDAR 7 A1:+28.0313 - S6:+79.96633 1.29999999412783e-14
298 YLR038C COX12 rep4F03 heavy ADQENSPLHTVGFDAR 7 A1:+36.0756 - S6:+79.96633 5.99999980255284e-11
298 YLR038C COX12 rep4F03 light ADQENSPLHTVGFDAR 7 A1:+28.0313 - S6:+79.96633 9.89999979239022e-14
300 YHR051W COX6 rep1F02 inter QELGVPLKEELFPSSS 147 K8:+32.0564 - Q1:+32.0564 - S15:+79.96633 0.00059000001056
300 YHR051W COX6 rep1F05 inter DAHDEETFEEFTAR 48 D1:+32.0564 - T7:+79.96633 0.00109999999404
300 YHR051W COX6 rep2F02 heavy SDAHDEETFEEFTAR 41 S1:+36.0756 - S1:+79.96633 1.00000000362749e-15
300 YHR051W COX6 rep2F02 heavy QELGVPLKEELFPSSS 147 K8:+36.0756 - Q1:+36.0756 - S15:+79.96633 1.3000000080865e-06
300 YHR051W COX6 rep2F02 inter QELGVPLKEELFPSSS 147 K8:+32.0564 - Q1:+32.0564 - S15:+79.96633 0.00011999999697
300 YHR051W COX6 rep3F02 heavy DAHDEETFEEFTAR 48 D1:+36.0756 - T7:+79.96633 - D1:+42.01056 8.39999984236783e-07
300 YHR051W COX6 rep3F03 inter QELGVPLKEELFPSSS 147 K8:+32.0564 - Q1:+32.0564 - S15:+79.96633 0.00109999999404
300 YHR051W COX6 rep3F05 inter DAHDEETFEEFTAR 48 D1:+32.0564 - T7:+79.96633 5.10000018039136e-06
300 YHR051W COX6 rep3F05 inter DAHDEETFEEFTAR 48 D1:+32.0564 - T7:+79.96633 5.19999998616072e-09
300 YHR051W COX6 rep4F02 inter QELGVPLKEELFPSSS 147 K8:+32.0564 - Q1:+32.0564 - S15:+79.96633 0.00073999998858
300 YHR051W COX6 rep4F04 inter DAHDEETFEEFTAR 48 D1:+32.0564 - T7:+79.96633 0.00015999999596
300 YHR051W COX6 rep4F04 inter DAHDEETFEEFTAR 48 D1:+32.0564 - T7:+79.96633 5.40000009152664e-08

302 YBR054W YRO2 rep1F03 light SSDSDSSIKEK 302
K9:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S7:+79.96633 2.1000000742788e-06

302 YBR054W YRO2 rep1F03 heavy SSDSDSSIKEK 301
K9:+36.0756 - K11:+36.0756 - S1:+36.0756 - 

S6:+79.96633 9.60000033956021e-06

302 YBR054W YRO2 rep1F03 light SSDSDSSIKEK 301
K9:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S6:+79.96633 3.40000000376151e-10



302 YBR054W YRO2 rep1F03 inter SSDSDSSIKEK 301
K9:+32.0564 - K11:+32.0564 - S1:+32.0564 - 

S6:+79.96633 5.59999989491189e-07

302 YBR054W YRO2 rep1F03 heavy SSDSDSSIKEK 301
K9:+36.0756 - K11:+36.0756 - S1:+36.0756 - 

S6:+79.96633 0.00910000037402

302 YBR054W YRO2 rep2F01 light SSDSDSSIKEK 301
K9:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S6:+79.96633 0.00810000021011

302 YBR054W YRO2 rep2F02 light SSDSDSSIKEK 299301
K9:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S4:+79.96633 - S6:+79.96633 0.00044000000344

302 YBR054W YRO2 rep2F03 light SSDSDSSIKEK 299
K9:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S4:+79.96633 0.00200000009499

302 YBR054W YRO2 rep2F03 heavy SSDSDSSIKEK 301
K9:+36.0756 - K11:+36.0756 - S1:+36.0756 - 

S6:+79.96633 2.70000000455184e-05

302 YBR054W YRO2 rep2F03 light SSDSDSSIKEK 301
K9:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S6:+79.96633 1.80000007954373e-11

302 YBR054W YRO2 rep2F04 light SSDSDSSIKEK 301
K9:+28.0313 - K11:+28.0313 - S1:+28.0313 - 

S6:+79.96633 1.49999996210681e-05
303 YGR049W SCM4 rep1F06 inter TLKPESER 152 K3:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00018000000273
303 YGR049W SCM4 rep1F06 light TLKPESER 152 K3:+28.0313 - T1:+28.0313 - S6:+79.96633 4.20000014855759e-06
303 YGR049W SCM4 rep1F07 heavy TLKPESER 152 K3:+36.0756 - T1:+36.0756 - S6:+79.96633 3.89999986509793e-05
303 YGR049W SCM4 rep1F07 light TLKPESER 152 K3:+28.0313 - T1:+28.0313 - S6:+79.96633 2.90000007225899e-05
303 YGR049W SCM4 rep2F06 heavy TLKPESER 152 K3:+36.0756 - T1:+36.0756 - S6:+79.96633 0.00028000000748
303 YGR049W SCM4 rep2F07 light TLKPESER 152 K3:+28.0313 - T1:+28.0313 - S6:+79.96633 0.00499999988824
303 YGR049W SCM4 rep3F06 heavy TLKPESER 152 K3:+36.0756 - T1:+36.0756 - S6:+79.96633 6.90000015310943e-05
303 YGR049W SCM4 rep3F06 inter TLKPESER 152 K3:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00036000000546
303 YGR049W SCM4 rep3F06 light TLKPESER 152 K3:+28.0313 - T1:+28.0313 - S6:+79.96633 3.70000009297655e-07
303 YGR049W SCM4 rep4F05 inter TLKPESER 152 K3:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00579999992624
303 YGR049W SCM4 rep4F05 light TLKPESER 152 K3:+28.0313 - T1:+28.0313 - S6:+79.96633 1.99999994947575e-05
308 YCR028C-A RIM1 rep1F02 inter KLEDAEGQENAASSE 134 K1:+32.0564 - K1:+32.0564 - S14:+79.96633 2.90000007225899e-05

308 YCR028C-A RIM1 rep2F010 inter RFFHATTKKMDFSK 14

K8:+32.0564 - K9:+32.0564 - K14:+32.0564 - 
R1:+32.0564 - M10:+15.99491 - T7:+79.96633 - 

R1:+42.01056 0.00989999994636
308 YCR028C-A RIM1 rep2F02 inter KLEDAEGQENAASSE 134 K1:+32.0564 - K1:+32.0564 - S14:+79.96633 3.90000013794634e-06
308 YCR028C-A RIM1 rep2F02 light KLEDAEGQENAASSE 134 K1:+28.0313 - K1:+28.0313 - S14:+79.96633 4.80000016978011e-05
308 YCR028C-A RIM1 rep2F02 heavy KLEDAEGQENAASSE 134 K1:+36.0756 - K1:+36.0756 - S14:+79.96633 3.70000016118865e-05
308 YCR028C-A RIM1 rep3F03 inter KLEDAEGQENAASSE 134 K1:+32.0564 - K1:+32.0564 - S14:+79.96633 2.20000003992027e-07
308 YCR028C-A RIM1 rep3F03 light KLEDAEGQENAASSE 134 K1:+28.0313 - K1:+28.0313 - S14:+79.96633 4.09999984185561e-06
308 YCR028C-A RIM1 rep4F01 inter GTTLSLVQK 107 K9:+32.0564 - G1:+32.0564 - S5:+79.96633 0.00490000005811
308 YCR028C-A RIM1 rep4F02 heavy KLEDAEGQENAASSE 134 K1:+36.0756 - K1:+36.0756 - S14:+79.96633 4.80000016978011e-05
308 YCR028C-A RIM1 rep4F02 light KLEDAEGQENAASSE 134 K1:+28.0313 - K1:+28.0313 - S14:+79.96633 1.20000004244503e-06
308 YCR028C-A RIM1 rep4F02 inter KLEDAEGQENAASSE 134 K1:+32.0564 - K1:+32.0564 - S14:+79.96633 8.49999992169614e-07
309 YDL164C CDC9 rep1F01 heavy MDNVSGEEEYATK 75 K13:+36.0756 - M1:+36.0756 - S5:+79.96633 1.30000001874464e-08
309 YDL164C CDC9 rep1F01 inter MDNVSGEEEYATK 75 K13:+32.0564 - M1:+32.0564 - S5:+79.96633 7.10000003234512e-10

309 YDL164C CDC9 rep1F08 heavy NKPTEGTPSPK 58
K2:+36.0756 - K11:+36.0756 - N1:+36.0756 - 

S9:+79.96633 0.00270000007004

309 YDL164C CDC9 rep1F09 heavy NKPTEGTPSPK 58
K2:+36.0756 - K11:+36.0756 - N1:+36.0756 - 

S9:+79.96633 0.00419999985024

309 YDL164C CDC9 rep1F09 inter NKPTEGTPSPK 58
K2:+32.0564 - K11:+32.0564 - N1:+32.0564 - 

S9:+79.96633 0.00072000001092



309 YDL164C CDC9 rep2F01 inter MDNVSGEEEYATK 75 K13:+32.0564 - M1:+32.0564 - S5:+79.96633 6.59999971341918e-11
309 YDL164C CDC9 rep2F01 light MDNVSGEEEYATK 75 K13:+28.0313 - M1:+28.0313 - S5:+79.96633 0.00031000000308

309 YDL164C CDC9 rep2F04 inter MDNVSGEEEYATKK 75
K13:+32.0564 - K14:+32.0564 - M1:+32.0564 - 

S5:+79.96633 1.00000000362749e-15
309 YDL164C CDC9 rep3F01 heavy MDNVSGEEEYATK 75 K13:+36.0756 - M1:+36.0756 - S5:+79.96633 1.90000001842883e-10
309 YDL164C CDC9 rep3F01 inter MDNVSGEEEYATK 75 K13:+32.0564 - M1:+32.0564 - S5:+79.96633 5.70000011634875e-08

309 YDL164C CDC9 rep3F08 light NKPTEGTPSPK 58
K2:+28.0313 - K11:+28.0313 - N1:+28.0313 - 

S9:+79.96633 0.00200000009499
311 YDR326C YSP2 rep1F01 heavy NSTYIDMAR 495 N1:+36.0756 - T3:+79.96633 1.59999999027605e-07
311 YDR326C YSP2 rep1F01 heavy NSSSDFFSTNQGQQMPR 597 N1:+36.0756 - S3:+79.96633 5.10000018039136e-06
311 YDR326C YSP2 rep1F02 heavy NVNANSNSETENDNDRDDR 399 N1:+36.0756 - S8:+79.96633 0.00300000002608
311 YDR326C YSP2 rep1F03 heavy FENSQSNLSSHR 510 F1:+36.0756 - S9:+79.96633 1.7999999499807e-06
311 YDR326C YSP2 rep1F03 heavy FENSQSNLSSHR 505 F1:+36.0756 - S4:+79.96633 5.09999990754295e-05

311 YDR326C YSP2 rep1F08 heavy SKTLPANK 518
K2:+36.0756 - K8:+36.0756 - S1:+36.0756 - 

T3:+79.96633 0.00044000000344
311 YDR326C YSP2 rep3F01 light NSSSDFFSTNQGQQMPR 596 N1:+28.0313 - S2:+79.96633 1.59999999596039e-05
311 YDR326C YSP2 rep3F04 light FENSQSNLSSHR 505 F1:+28.0313 - S4:+79.96633 7.00000013509339e-09
311 YDR326C YSP2 rep3F04 light FENSQSNLSSHR 505 F1:+28.0313 - S4:+79.96633 0.00028000000748
311 YDR326C YSP2 rep3F05 light NRNSSSDFFSTNQGQQMPR 596 N1:+28.0313 - S4:+79.96633 7.70000042393804e-06
311 YDR326C YSP2 rep4F03 inter FENSQSNLSSHR 505 F1:+32.0564 - S4:+79.96633 2.30000005152498e-10
318 YOL059W GPD2 rep1F01 heavy SDSAVSIVHLK 72 K11:+36.0756 - S1:+36.0756 - S3:+79.96633 5.6999999165086e-10
318 YOL059W GPD2 rep1F04 light SDSAVSIVHLK 75 K11:+28.0313 - S1:+28.0313 - S6:+79.96633 7.30000024873334e-08
318 YOL059W GPD2 rep1F04 inter SDSAVSIVHLK 75 K11:+32.0564 - S1:+32.0564 - S6:+79.96633 7.90000012784731e-06
318 YOL059W GPD2 rep2F04 heavy SDSAVSIVHLK 72 K11:+36.0756 - S1:+36.0756 - S3:+79.96633 9.99999996004197e-12
318 YOL059W GPD2 rep2F04 inter SDSAVSIVHLK 72 K11:+32.0564 - S1:+32.0564 - S3:+79.96633 5.29999988341245e-10

318 YOL059W GPD2 rep2F05 heavy SDSAVSIVHLK  72 75
K11:+36.0756 - S1:+36.0756 - S3:+79.96633 - 

S6:+79.96633 0.00329999998212
318 YOL059W GPD2 rep3F05 heavy SDSAVSIVHLK 72 K11:+36.0756 - S1:+36.0756 - S3:+79.96633 2.1000000349769e-11
318 YOL059W GPD2 rep3F05 heavy SDSAVSIVHLK 72 K11:+36.0756 - S1:+36.0756 - S3:+79.96633 7.69999969634227e-05
318 YOL059W GPD2 rep3F05 light SDSAVSIVHLK 72 K11:+28.0313 - S1:+28.0313 - S3:+79.96633 3.89999987859824e-09
318 YOL059W GPD2 rep4F01 inter SDSAVSIVHLK 72 K11:+32.0564 - S1:+32.0564 - S3:+79.96633 3.29999991777186e-08
318 YOL059W GPD2 rep4F04 light SDSAVSIVHLK 75 K11:+28.0313 - S1:+28.0313 - S6:+79.96633 1.40000000481422e-09
326 YOR187W TUF1 rep1F01 heavy ELDSAMAGDNAGVLLR 307 E1:+36.0756 - S4:+79.96633 3.39999992604589e-08
326 YOR187W TUF1 rep1F01 inter ELDSAMAGDNAGVLLR 307 E1:+32.0564 - S4:+79.96633 1.10000001457815e-13
326 YOR187W TUF1 rep3F01 light ELDSAMAGDNAGVLLR 307 E1:+28.0313 - S4:+79.96633 2.20000003992027e-07
326 YOR187W TUF1 rep3F02 light TADVTVVMR 378 T1:+28.0313 - T5:+79.96633 3.90000013794634e-06
326 YOR187W TUF1 rep3F02 light TTVTGIEMFR 296 T1:+28.0313 - T4:+79.96633 1.10000000859145e-05
326 YOR187W TUF1 rep3F02 heavy TTVTGIEMFR 296 T1:+36.0756 - T4:+79.96633 5.89999990552315e-06
326 YOR187W TUF1 rep3F06 light TTVTGIEMFRK 296 K11:+28.0313 - T1:+28.0313 - T4:+79.96633 1.80000003791037e-09

326 YOR187W TUF1 rep3F07 heavy EVEDHSMQVMPGDNVEMECDLIHPTPLEVGQR 391
C19:+57.02146 - E1:+36.0756 - M7:+15.99491 - 

M10:+15.99491 - S6:+79.96633 1.10000000859145e-05
326 YOR187W TUF1 rep4F01 inter TADVTVVMR 378 T1:+32.0564 - T5:+79.96633 1.40000001920271e-05
326 YOR187W TUF1 rep4F01 light TADVTVVMR 378 T1:+28.0313 - T5:+79.96633 4.99999987368938e-06
326 YOR187W TUF1 rep4F01 inter TTVTGIEMFR 296 T1:+32.0564 - T4:+79.96633 5.09999990754295e-05

328 YNL088W TOP2 rep2F07 inter MGSTSATSKENTPEQDDVATKK  1305 1314

K9:+32.0564 - K21:+32.0564 - K22:+32.0564 - 
M1:+32.0564 - M1:+15.99491 - S3:+79.96633 - 

T12:+79.96633 3.0999999580672e-05



328 YNL088W TOP2 rep2F07 heavy MGSTSATSKENTPEQDDVATKK  1305 1314
K9:+36.0756 - K21:+36.0756 - K22:+36.0756 - 
M1:+36.0756 - S3:+79.96633 - T12:+79.96633 0.00018000000273

328 YNL088W TOP2 rep2F07 inter MGSTSATSKENTPEQDDVATKK  1307 1314
K9:+32.0564 - K21:+32.0564 - K22:+32.0564 - 
M1:+32.0564 - S5:+79.96633 - T12:+79.96633 2.69999986812763e-07

328 YNL088W TOP2 rep3F04 heavy ENTPEQDDVATKK 1314
K12:+36.0756 - K13:+36.0756 - E1:+36.0756 - 

T3:+79.96633 1.29999999654018e-09

328 YNL088W TOP2 rep3F04 heavy ENTPEQDDVATKK 1314
K12:+36.0756 - K13:+36.0756 - E1:+36.0756 - 

T3:+79.96633 0.00022000000172

328 YNL088W TOP2 rep3F06 heavy EKTPSVSETK 1250
K2:+36.0756 - K10:+36.0756 - E1:+36.0756 - 

T3:+79.96633 0.00130000000354

328 YNL088W TOP2 rep3F06 heavy EKTPSVSETK 1250
K2:+36.0756 - K10:+36.0756 - E1:+36.0756 - 

T3:+79.96633 0.00085000001127

328 YNL088W TOP2 rep4F03 inter ENTPEQDDVATKK 1314
K12:+32.0564 - K13:+32.0564 - E1:+32.0564 - 

T3:+79.96633 2.60000007634709e-11

328 YNL088W TOP2 rep4F03 inter ENTPEQDDVATKK 1314
K12:+32.0564 - K13:+32.0564 - E1:+32.0564 - 

T3:+79.96633 0.00033000000985

328 YNL088W TOP2 rep4F05 inter EKTPSVSETK 1250
K2:+32.0564 - K10:+32.0564 - E1:+32.0564 - 

T3:+79.96633 0.00279999990016
339 YGL023C PIB2 rep1F01 light SQSASVQNANNLR 381 S1:+28.0313 - S5:+79.96633 2.09999996059196e-07
339 YGL023C PIB2 rep1F01 heavy SQSASVQNANNLR 381 S1:+36.0756 - S5:+79.96633 3.10000003445055e-09
339 YGL023C PIB2 rep1F01 light LTTTNSSSMSQLR 263 L1:+28.0313 - T3:+79.96633 0.00190000003204
339 YGL023C PIB2 rep2F01 light SQSASVQNANNLR 381 S1:+28.0313 - S5:+79.96633 1.40000001920271e-05
339 YGL023C PIB2 rep2F03 light TLPFTDDQRSNPELDPTNSVVDVSR 165 T1:+28.0313 - S10:+79.96633 1.39999997705864e-10
339 YGL023C PIB2 rep3F01 heavy LTTTNSSSMSQLR 267 L1:+36.0756 - S7:+79.96633 8.79999970493373e-06
339 YGL023C PIB2 rep3F05 inter TALHSVSK 6 K8:+32.0564 - T1:+32.0564 - S5:+79.96633 9.99999997475243e-07
339 YGL023C PIB2 rep4F01 light IISSQSSVQSNTSSILESYK 392 K20:+28.0313 - I1:+28.0313 - S3:+79.96633 6.59999999097494e-10
339 YGL023C PIB2 rep4F01 light IISSQSSVQSNTSSILESYK 399 K20:+28.0313 - I1:+28.0313 - S10:+79.96633 9.2000002060999e-10

339 YGL023C PIB2 rep4F08 inter KVSETNITNDDLLNATLSSYYK 344349
K1:+32.0564 - K22:+32.0564 - K1:+32.0564 - 

S3:+79.96633 - T8:+79.96633 0.00719999987632
340 YOR020C HSP10 rep1F01 heavy TASGLYLPEK 31 K10:+36.0756 - T1:+36.0756 - S3:+79.96633 4.70000013592653e-05
340 YOR020C HSP10 rep1F01 inter TASGLYLPEK 29 K10:+32.0564 - T1:+32.0564 - T1:+79.96633 6.09999988228083e-05

340 YOR020C HSP10 rep2F05 heavy TASGLYLPEKNVEK 29
K10:+36.0756 - K14:+36.0756 - T1:+36.0756 - 

T1:+79.96633 0.00499999988824
340 YOR020C HSP10 rep3F01 light TASGLYLPEK 29 K10:+28.0313 - T1:+28.0313 - T1:+79.96633 5.50000004295725e-06
340 YOR020C HSP10 rep3F01 heavy TASGLYLPEK 29 K10:+36.0756 - T1:+36.0756 - T1:+79.96633 4.69999986307812e-06
340 YOR020C HSP10 rep3F01 inter TASGLYLPEK 29 K10:+32.0564 - T1:+32.0564 - T1:+79.96633 5.50000004295725e-05
340 YOR020C HSP10 rep3F02 light TASGLYLPEK 31 K10:+28.0313 - T1:+28.0313 - S3:+79.96633 1.69999998433923e-06

340 YOR020C HSP10 rep3F05 light TASGLYLPEKNVEK 29
K10:+28.0313 - K14:+28.0313 - T1:+28.0313 - 

T1:+79.96633 6.5000000937232e-09

340 YOR020C HSP10 rep3F05 light TASGLYLPEKNVEK 29
K10:+28.0313 - K14:+28.0313 - T1:+28.0313 - 

T1:+79.96633 3.699999950868e-08
340 YOR020C HSP10 rep4F01 inter TASGLYLPEK 31 K10:+32.0564 - T1:+32.0564 - S3:+79.96633 2.99999989294975e-08
343 YDL182W LYS20 rep1F08 heavy NFHAEVSTPQVLSAK 396 K15:+36.0756 - N1:+36.0756 - T8:+79.96633 1.99999999495049e-06
343 YDL182W LYS20 rep1F08 heavy NFHAEVSTPQVLSAK 396 K15:+36.0756 - N1:+36.0756 - T8:+79.96633 7.3000001599155e-09
343 YDL182W LYS20 rep1F08 light NFHAEVSTPQVLSAK 396 K15:+28.0313 - N1:+28.0313 - T8:+79.96633 1.99999999495049e-06
343 YDL182W LYS20 rep3F07 light NFHAEVSTPQVLSAK 396 K15:+28.0313 - N1:+28.0313 - T8:+79.96633 3.50000006754669e-09
343 YDL182W LYS20 rep3F07 light NFHAEVSTPQVLSAK 396 K15:+28.0313 - N1:+28.0313 - T8:+79.96633 9.49999957811087e-06
343 YDL182W LYS20 rep3F07 heavy NFHAEVSTPQVLSAK 396 K15:+36.0756 - N1:+36.0756 - T8:+79.96633 2.69999986812763e-07



343 YDL182W LYS20 rep4F06 inter NFHAEVSTPQVLSAK 396 K15:+32.0564 - N1:+32.0564 - T8:+79.96633 6.99999986863986e-08
343 YDL182W LYS20 rep4F06 inter NFHAEVSTPQVLSAK 396 K15:+32.0564 - N1:+32.0564 - T8:+79.96633 8.79999983993685e-09
343 YDL182W LYS20 rep4F06 light NFHAEVSTPQVLSAK 396 K15:+28.0313 - N1:+28.0313 - T8:+79.96633 1.2000000104706e-08
343 YDL182W LYS20 rep4F07 inter NFHAEVSTPQVLSAK 395 K15:+32.0564 - N1:+32.0564 - S7:+79.96633 0.00930000003427

344 YEL034W HYP2 rep1F07 heavy MSDEEHTFETADAGSSATYPMQCSALRK 2
C23:+57.02146 - K28:+36.0756 - M1:+36.0756 - 

S2:+79.96633 1.00000000362749e-15
344 YEL034W HYP2 rep2F02 heavy MSDEEHTFETADAGSSATYPMQCSALR 2 C23:+57.02146 - M1:+36.0756 - S2:+79.96633 5.89999999810881e-13

344 YEL034W HYP2 rep2F07 heavy MSDEEHTFETADAGSSATYPMQCSALRK 2
C23:+57.02146 - K28:+36.0756 - M1:+36.0756 - 

S2:+79.96633 1.00000000362749e-15
344 YEL034W HYP2 rep3F03 light MSDEEHTFETADAGSSATYPMQCSALR 2 C23:+57.02146 - M1:+28.0313 - S2:+79.96633 3.50000001203554e-10
344 YEL034W HYP2 rep3F03 heavy MSDEEHTFETADAGSSATYPMQCSALR 2 C23:+57.02146 - M1:+36.0756 - S2:+79.96633 4.00000001450997e-15
344 YEL034W HYP2 rep3F04 light MSDEEHTFETADAGSSATYPMQCSALR 2 C23:+57.02146 - M1:+28.0313 - S2:+79.96633 1.10000001457815e-14

344 YEL034W HYP2 rep3F06 light MSDEEHTFETADAGSSATYPMQCSALRK 2
C23:+57.02146 - K28:+28.0313 - M1:+28.0313 - 

S2:+79.96633 9.70000023635701e-15
344 YEL034W HYP2 rep4F02 inter MSDEEHTFETADAGSSATYPMQCSALR 2 C23:+57.02146 - M1:+32.0564 - S2:+79.96633 4.80000016978011e-06

344 YEL034W HYP2 rep4F05 inter MSDEEHTFETADAGSSATYPMQCSALRK 2
C23:+57.02146 - K28:+32.0564 - M1:+32.0564 - 

S2:+79.96633 8.50000002024578e-14

344 YEL034W HYP2 rep4F06 inter MSDEEHTFETADAGSSATYPMQCSALRK 2
C23:+57.02146 - K28:+32.0564 - M1:+32.0564 - 

S2:+79.96633 6.19999995896299e-14
345 YPR155C NCA2 rep1F01 light EVAFDSQQQLIQDVR 29 E1:+28.0313 - S6:+79.96633 1.30000003817354e-11
345 YPR155C NCA2 rep1F01 light EVAFDSQQQLIQDVR 29 E1:+28.0313 - S6:+79.96633 8.00000009348878e-07
345 YPR155C NCA2 rep1F01 heavy EVAFDSQQQLIQDVR 29 E1:+36.0756 - S6:+79.96633 7.30000001419873e-12
345 YPR155C NCA2 rep2F01 light EVAFDSQQQLIQDVR 29 E1:+28.0313 - S6:+79.96633 5.89999999810881e-13
345 YPR155C NCA2 rep3F01 heavy EVAFDSQQQLIQDVR 29 E1:+36.0756 - S6:+79.96633 1.39999999440588e-11
345 YPR155C NCA2 rep3F01 inter EVAFDSQQQLIQDVR 29 E1:+32.0564 - S6:+79.96633 0.00079000002006
345 YPR155C NCA2 rep3F02 heavy EVAFDSQQQLIQDVR 29 E1:+36.0756 - S6:+79.96633 2.49999993684469e-06
345 YPR155C NCA2 rep4F01 heavy EVAFDSQQQLIQDVR 29 E1:+36.0756 - S6:+79.96633 1.49999993979619e-13
345 YPR155C NCA2 rep4F01 heavy EVAFDSQQQLIQDVR 29 E1:+36.0756 - S6:+79.96633 1.40000002701868e-08
345 YPR155C NCA2 rep4F01 light EVAFDSQQQLIQDVR 29 E1:+28.0313 - S6:+79.96633 1.59999995474891e-08
351 YGR162W TIF4631 rep1F02 heavy STVSPQPESK 163 K10:+36.0756 - S1:+36.0756 - S4:+79.96633 2.70000000455184e-05
351 YGR162W TIF4631 rep1F02 light STVSPQPESK 163 K10:+28.0313 - S1:+28.0313 - S4:+79.96633 2.30000005103648e-05
351 YGR162W TIF4631 rep1F03 heavy DAPPASKDSFITTR 908 K7:+36.0756 - D1:+36.0756 - S9:+79.96633 2.30000001266717e-08
351 YGR162W TIF4631 rep2F02 light STVSPQPESK 163 K10:+28.0313 - S1:+28.0313 - S4:+79.96633 0.00050999998348
351 YGR162W TIF4631 rep3F03 heavy STVSPQPESK 163 K10:+36.0756 - S1:+36.0756 - S4:+79.96633 5.60000007681083e-05

351 YGR162W TIF4631 rep3F05 light LKETSDSTSTSTPTPTPSTNDSK 177
K2:+28.0313 - K23:+28.0313 - L1:+28.0313 - 

T8:+79.96633 5.50000010812735e-11
351 YGR162W TIF4631 rep4F03 inter DAPPASKDSFITTR 908 K7:+32.0564 - D1:+32.0564 - S9:+79.96633 1.99999994343614e-09
351 YGR162W TIF4631 rep4F03 inter DAPPASKDSFITTR 908 K7:+32.0564 - D1:+32.0564 - S9:+79.96633 5.59999989491189e-06

351 YGR162W TIF4631 rep4F04 inter LKETSDSTSTSTPTPTPSTNDSK 177
K2:+32.0564 - K23:+32.0564 - L1:+32.0564 - 

T8:+79.96633 5.09999974109693e-13
354 YDR342C HXT7 rep1F02 heavy DSASHSVLSTPSNK 23 K14:+36.0756 - D1:+36.0756 - S4:+79.96633 2.40000002094121e-08
354 YDR342C HXT7 rep1F04 heavy SHSVLSTPSNK 25 K11:+36.0756 - S1:+36.0756 - S3:+79.96633 1.09999996311672e-06
354 YDR342C HXT7 rep1F04 heavy ASHSVLSTPSNK 23 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 0.00026000000071
354 YDR342C HXT7 rep1F05 heavy SHSVLSTPSNK 25 K11:+36.0756 - S1:+36.0756 - S3:+79.96633 3.5000000934815e-05
354 YDR342C HXT7 rep2F03 light AVDSASHSVLSTPSNK 21 K16:+28.0313 - A1:+28.0313 - S4:+79.96633 1.69999999557883e-15
354 YDR342C HXT7 rep2F03 inter AVDSASHSVLSTPSNK 21 K16:+32.0564 - A1:+32.0564 - S4:+79.96633 4.79999984204227e-10
354 YDR342C HXT7 rep3F04 light AVDSASHSVLSTPSNK 21 K16:+28.0313 - A1:+28.0313 - S4:+79.96633 1.89999994404388e-07
354 YDR342C HXT7 rep4F03 heavy VDSASHSVLSTPSNK 21 K15:+36.0756 - V1:+36.0756 - S3:+79.96633 6.00000021222513e-06



354 YDR342C HXT7 rep4F03 heavy AVDSASHSVLSTPSNK 21 K16:+36.0756 - A1:+36.0756 - S4:+79.96633 1.00000000362749e-15
357 YAL056W GPB2 rep1F01 heavy SPSRQTLDGK 245 K10:+36.0756 - S1:+36.0756 - S3:+79.96633 0.001200000057
357 YAL056W GPB2 rep1F01 heavy VAVSPFSSALEGEER 24 V1:+36.0756 - S4:+79.96633 0.00219999998808
357 YAL056W GPB2 rep1F05 inter SPSRQTLDGK 245 K10:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00130000000354
357 YAL056W GPB2 rep1F05 heavy SPSRQTLDGK 248 K10:+36.0756 - S1:+36.0756 - T6:+79.96633 0.00179999996908
357 YAL056W GPB2 rep1F06 inter SPSRQTLDGK 245 K10:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00014000000374
357 YAL056W GPB2 rep3F02 heavy VAVSPFSSALEGEER 24 V1:+36.0756 - S4:+79.96633 1.60000002136229e-09
357 YAL056W GPB2 rep3F06 heavy SPSRQTLDGK 245 K10:+36.0756 - S1:+36.0756 - S3:+79.96633 0.00052000000142
357 YAL056W GPB2 rep3F06 heavy SPSRQTLDGK 245 K10:+36.0756 - S1:+36.0756 - S3:+79.96633 0.00150000001304
357 YAL056W GPB2 rep4F01 inter VAVSPFSSALEGEER 24 V1:+32.0564 - S4:+79.96633 4.19999999223819e-08
358 YDR033W MRH1 rep1F08 light APVASPRPAATPNLSK 289 K16:+28.0313 - A1:+28.0313 - S5:+79.96633 0.00179999996908
358 YDR033W MRH1 rep1F09 heavy APVASPRPAATPNLSK 295 K16:+36.0756 - A1:+36.0756 - T11:+79.96633 6.10000006417977e-06
358 YDR033W MRH1 rep1F09 heavy APVASPRPAATPNLSK 295 K16:+36.0756 - A1:+36.0756 - T11:+79.96633 4.60000003786229e-15
358 YDR033W MRH1 rep2F08 light APVASPRPAATPNLSK 289 K16:+28.0313 - A1:+28.0313 - S5:+79.96633 7.79999979536039e-14
358 YDR033W MRH1 rep2F08 inter APVASPRPAATPNLSK 289 K16:+32.0564 - A1:+32.0564 - S5:+79.96633 2.49999993684469e-06
358 YDR033W MRH1 rep2F09 light APVASPRPAATPNLSK 289 K16:+28.0313 - A1:+28.0313 - S5:+79.96633 0.00270000007004
358 YDR033W MRH1 rep3F07 heavy APVASPRPAATPNLSK 289 K16:+36.0756 - A1:+36.0756 - S5:+79.96633 4.8999999080479e-07
358 YDR033W MRH1 rep3F08 heavy APVASPRPAATPNLSK 295 K16:+36.0756 - A1:+36.0756 - T11:+79.96633 6.89999978931155e-06
358 YDR033W MRH1 rep4F07 heavy APVASPRPAATPNLSK 289 K16:+36.0756 - A1:+36.0756 - S5:+79.96633 4.59999995428007e-07
369 YDL174C DLD1 rep1F01 inter ASTGTGSTDSSSQWLK 36 K16:+32.0564 - A1:+32.0564 - S7:+79.96633 2.39999999041007e-11
369 YDL174C DLD1 rep2F01 inter ASTGTGSTDSSSQWLK 36 K16:+32.0564 - A1:+32.0564 - S7:+79.96633 2.80000005403735e-08
369 YDL174C DLD1 rep2F01 light ASTGTGSTDSSSQWLK 34 K16:+28.0313 - A1:+28.0313 - T5:+79.96633 5.30000002219033e-12
369 YDL174C DLD1 rep3F01 heavy ASTGTGSTDSSSQWLK 32 K16:+36.0756 - A1:+36.0756 - T3:+79.96633 0.00063999998383
369 YDL174C DLD1 rep3F01 inter ASTGTGSTDSSSQWLK 36 K16:+32.0564 - A1:+32.0564 - S7:+79.96633 2.09999996059196e-07
369 YDL174C DLD1 rep3F02 inter ASTGTGSTDSSSQWLK 32 K16:+32.0564 - A1:+32.0564 - T3:+79.96633 1.70000002981396e-05
369 YDL174C DLD1 rep4F01 heavy ASTGTGSTDSSSQWLK 32 K16:+36.0756 - A1:+36.0756 - T3:+79.96633 1.59999995474891e-08
369 YDL174C DLD1 rep4F01 heavy ASTGTGSTDSSSQWLK 32 K16:+36.0756 - A1:+36.0756 - T3:+79.96633 7.30000028852373e-05
369 YDL174C DLD1 rep4F01 light ASTGTGSTDSSSQWLK 34 K16:+28.0313 - A1:+28.0313 - T5:+79.96633 0.0010000000475
373 YMR221C YMR221C rep1F01 heavy LIEGDTGSGIIPDEQER 238 L1:+36.0756 - S8:+79.96633 1.00000000362749e-15
373 YMR221C YMR221C rep1F01 light LIEGDTGSGIIPDEQER 238 L1:+28.0313 - S8:+79.96633 1.00000000362749e-15
373 YMR221C YMR221C rep2F01 light LIEGDTGSGIIPDEQER 238 L1:+28.0313 - S8:+79.96633 1.00000000362749e-15
373 YMR221C YMR221C rep2F01 heavy LIEGDTGSGIIPDEQER 238 L1:+36.0756 - S8:+79.96633 8.3999998068407e-09
373 YMR221C YMR221C rep3F01 heavy LIEGDTGSGIIPDEQER 236 L1:+36.0756 - T6:+79.96633 3.49999993431993e-08
373 YMR221C YMR221C rep3F01 heavy LIEGDTGSGIIPDEQER 238 L1:+36.0756 - S8:+79.96633 7.20000015164146e-09
373 YMR221C YMR221C rep4F01 heavy LIEGDTGSGIIPDEQER 236 L1:+36.0756 - T6:+79.96633 1.49999996210681e-05
373 YMR221C YMR221C rep4F01 inter LIEGDTGSGIIPDEQER 238 L1:+32.0564 - S8:+79.96633 4.30000000051223e-06
373 YMR221C YMR221C rep4F01 inter LIEGDTGSGIIPDEQER 236 L1:+32.0564 - T6:+79.96633 1.49999994647487e-08
374 YNL037C IDH1 rep1F01 inter DIGGSSSTTDFTNEIINK 344 K18:+32.0564 - D1:+32.0564 - S6:+79.96633 2.09999996059196e-07
374 YNL037C IDH1 rep1F01 light DIGGSSSTTDFTNEIINK 345 K18:+28.0313 - D1:+28.0313 - S7:+79.96633 2.49999998480632e-09
374 YNL037C IDH1 rep1F01 heavy DIGGSSSTTDFTNEIINK 344 K18:+36.0756 - D1:+36.0756 - S6:+79.96633 1.80000000682412e-07
374 YNL037C IDH1 rep2F01 inter DIGGSSSTTDFTNEIINK 345 K18:+32.0564 - D1:+32.0564 - S7:+79.96633 8.50000018287611e-12
374 YNL037C IDH1 rep2F01 light DIGGSSSTTDFTNEIINK 345 K18:+28.0313 - D1:+28.0313 - S7:+79.96633 3.50000004800677e-06
374 YNL037C IDH1 rep3F01 inter DIGGSSSTTDFTNEIINK 344 K18:+32.0564 - D1:+32.0564 - S6:+79.96633 1.7999999499807e-06
374 YNL037C IDH1 rep3F01 light DIGGSSSTTDFTNEIINK 344 K18:+28.0313 - D1:+28.0313 - S6:+79.96633 8.39999998447638e-08
374 YNL037C IDH1 rep3F01 inter DIGGSSSTTDFTNEIINK 345 K18:+32.0564 - D1:+32.0564 - S7:+79.96633 2.99999989294975e-08
374 YNL037C IDH1 rep3F01 heavy DIGGSSSTTDFTNEIINK 343 K18:+36.0756 - D1:+36.0756 - S5:+79.96633 7.00000018696301e-05

375 YGL187C COX4 rep2F010 inter YVGCTGSPAGSHTIMWLKPTVNEVAR 114
C4:+57.02146 - K18:+32.0564 - Y1:+32.0564 - 

S7:+79.96633 1.00000000362749e-15



375 YGL187C COX4 rep2F010 heavy YVGCTGSPAGSHTIMWLKPTVNEVAR 114
C4:+57.02146 - K18:+36.0756 - Y1:+36.0756 - 

S7:+79.96633 1.00000000362749e-15
375 YGL187C COX4 rep3F04 light LEGIDVFDTKPLDSSR 88 K10:+28.0313 - L1:+28.0313 - S14:+79.96633 2.70000009550131e-06

375 YGL187C COX4 rep3F09 light YVGCTGSPAGSHTIMWLKPTVNEVAR 114
C4:+57.02146 - K18:+28.0313 - Y1:+28.0313 - 

S7:+79.96633 6.50000019086772e-12

375 YGL187C COX4 rep3F09 heavy YVGCTGSPAGSHTIMWLKPTVNEVAR 112
C4:+57.02146 - K18:+36.0756 - Y1:+36.0756 - 

T5:+79.96633 1.00000000362749e-15
375 YGL187C COX4 rep4F02 light EGTVPTDLDQETGLAR 58 E1:+28.0313 - T6:+79.96633 - E1:-18.01056 9.99999974737875e-05
375 YGL187C COX4 rep4F03 light LEGIDVFDTKPLDSSR 88 K10:+28.0313 - L1:+28.0313 - S14:+79.96633 0.00260000000708

375 YGL187C COX4 rep4F08 light KGTMKDPIIIESYDDYR 93
K1:+28.0313 - K5:+28.0313 - K1:+28.0313 - 

T3:+79.96633 0.00089000002481

375 YGL187C COX4 rep4F08 inter YVGCTGSPAGSHTIMWLKPTVNEVAR 114
C4:+57.02146 - K18:+32.0564 - Y1:+32.0564 - 

S7:+79.96633 1.00000000362749e-15
376 YKR001C VPS1 rep2F02 inter LAALESPPPVLK 599 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 0.00036999999429
376 YKR001C VPS1 rep2F02 light LAALESPPPVLK 599 K12:+28.0313 - L1:+28.0313 - S6:+79.96633 2.60000007301642e-07
376 YKR001C VPS1 rep3F03 inter LAALESPPPVLK 599 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 0.00109999999404
376 YKR001C VPS1 rep3F03 inter LAALESPPPVLK 599 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 7.70000042393804e-06
376 YKR001C VPS1 rep3F03 light LAALESPPPVLK 599 K12:+28.0313 - L1:+28.0313 - S6:+79.96633 8.69999965402712e-08
376 YKR001C VPS1 rep4F02 heavy LAALESPPPVLK 599 K12:+36.0756 - L1:+36.0756 - S6:+79.96633 1.69999996302295e-08
376 YKR001C VPS1 rep4F02 inter LAALESPPPVLK 599 K12:+32.0564 - L1:+32.0564 - S6:+79.96633 2.40000008489005e-06
376 YKR001C VPS1 rep4F02 heavy LAALESPPPVLK 599 K12:+36.0756 - L1:+36.0756 - S6:+79.96633 0.00033000000985
376 YKR001C VPS1 rep4F02 light LAALESPPPVLK 599 K12:+28.0313 - L1:+28.0313 - S6:+79.96633 0.00209999992512
378 YDR298C ATP5 rep1F01 inter NSSIDAAFQSLQK 48 K13:+32.0564 - N1:+32.0564 - S2:+79.96633 8.30000027041145e-11
378 YDR298C ATP5 rep3F01 inter NSSIDAAFQSLQK 48 K13:+32.0564 - N1:+32.0564 - S2:+79.96633 2.2000000171829e-05
378 YDR298C ATP5 rep3F01 heavy NSSIDAAFQSLQK 48 K13:+36.0756 - N1:+36.0756 - S2:+79.96633 2.60000003748928e-08

378 YDR298C ATP5 rep3F05 light NSSIDAAFQSLQKVESTVK 62
K13:+28.0313 - K19:+28.0313 - N1:+28.0313 - 

S16:+79.96633 1.00000000362749e-15

378 YDR298C ATP5 rep3F08 light NSSIDAAFQSLQKVESTVKK 62
K13:+28.0313 - K19:+28.0313 - K20:+28.0313 - 

N1:+28.0313 - S16:+79.96633 2.30000001266717e-08
378 YDR298C ATP5 rep4F01 light NSSIDAAFQSLQK 48 K13:+28.0313 - N1:+28.0313 - S2:+79.96633 1.30000001106849e-13

378 YDR298C ATP5 rep4F04 inter NSSIDAAFQSLQKVESTVK 62
K13:+32.0564 - K19:+32.0564 - N1:+32.0564 - 

S16:+79.96633 4.19999999405965e-13

378 YDR298C ATP5 rep4F04 light NSSIDAAFQSLQKVESTVK 62
K13:+28.0313 - K19:+28.0313 - N1:+28.0313 - 

S16:+79.96633 1.59999997192267e-13

378 YDR298C ATP5 rep4F07 light NSSIDAAFQSLQKVESTVKK 62
K13:+28.0313 - K19:+28.0313 - K20:+28.0313 - 

N1:+28.0313 - S16:+79.96633 0.00499999988824
381 YMR083W ADH3 rep3F01 light QSTAAIPK 27 K8:+28.0313 - Q1:+28.0313 - T3:+79.96633 0.00230000005104
381 YMR083W ADH3 rep3F01 inter QSTAAIPK 26 K8:+32.0564 - Q1:+32.0564 - S2:+79.96633 0.00109999999404
381 YMR083W ADH3 rep3F01 heavy QSTAAIPK 26 K8:+36.0756 - Q1:+36.0756 - S2:+79.96633 0.00240000011399
381 YMR083W ADH3 rep3F02 light QSTAAIPK 26 K8:+28.0313 - Q1:+28.0313 - S2:+79.96633 0.00200000009499
381 YMR083W ADH3 rep3F02 heavy QSTAAIPK 26 K8:+36.0756 - Q1:+36.0756 - S2:+79.96633 0.00049000000581
381 YMR083W ADH3 rep4F01 inter QSTAAIPK 26 K8:+32.0564 - Q1:+32.0564 - S2:+79.96633 0.00159999995958
381 YMR083W ADH3 rep4F01 light QSTAAIPK 26 K8:+28.0313 - Q1:+28.0313 - S2:+79.96633 0.00200000009499
381 YMR083W ADH3 rep4F02 light QSTAAIPK 27 K8:+28.0313 - Q1:+28.0313 - T3:+79.96633 0.00050999998348

385 YPL061W ALD6 rep1F05 heavy SVAVDSSESNLKK 261
K12:+36.0756 - K13:+36.0756 - S1:+36.0756 - 

S6:+79.96633 0.00036999999429
385 YPL061W ALD6 rep2F01 heavy SVAVDSSESNLK 262 K12:+36.0756 - S1:+36.0756 - S7:+79.96633 1.50000005305628e-06
385 YPL061W ALD6 rep3F01 light SVAVDSSESNLK 262 K12:+28.0313 - S1:+28.0313 - S7:+79.96633 9.20000005066868e-08



385 YPL061W ALD6 rep3F05 light SVAVDSSESNLKK 262
K12:+28.0313 - K13:+28.0313 - S1:+28.0313 - 

S7:+79.96633 3.89999996741608e-08

385 YPL061W ALD6 rep3F05 light SVAVDSSESNLKK 262
K12:+28.0313 - K13:+28.0313 - S1:+28.0313 - 

S7:+79.96633 5.80000012462278e-08

385 YPL061W ALD6 rep3F05 heavy SVAVDSSESNLKK 262
K12:+36.0756 - K13:+36.0756 - S1:+36.0756 - 

S7:+79.96633 4.59999995428007e-07
385 YPL061W ALD6 rep4F01 inter SVAVDSSESNLK 262 K12:+32.0564 - S1:+32.0564 - S7:+79.96633 4.09999984185561e-06

385 YPL061W ALD6 rep4F04 inter SVAVDSSESNLKK 262
K12:+32.0564 - K13:+32.0564 - S1:+32.0564 - 

S7:+79.96633 9.79999992267722e-09
391 YKR016W FCJ1 rep1F01 inter ASINTGTTVASK 19 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 3.89999987859824e-09
391 YKR016W FCJ1 rep1F01 heavy ASINTGTTVASK 19 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 4.19999999223819e-08
391 YKR016W FCJ1 rep1F01 inter SNDLLSGLTGSSQTR 113 S1:+32.0564 - S11:+79.96633 1.30000001874464e-08
391 YKR016W FCJ1 rep2F01 inter ASINTGTTVASK 19 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 3.19999999192078e-05
391 YKR016W FCJ1 rep2F01 light ASINTGTTVASK 19 K12:+28.0313 - A1:+28.0313 - S2:+79.96633 0.00190000003204
391 YKR016W FCJ1 rep3F01 heavy ASINTGTTVASK 19 K12:+36.0756 - A1:+36.0756 - S2:+79.96633 0.00025000001187
391 YKR016W FCJ1 rep3F01 inter ASINTGTTVASK 19 K12:+32.0564 - A1:+32.0564 - S2:+79.96633 2.09999998332933e-05
391 YKR016W FCJ1 rep3F01 heavy SNDLLSGLTGSSQTR 113 S1:+36.0756 - S11:+79.96633 7.99999985961336e-14
395 YCL009C ILV6 rep1F01 inter SSSSTSALAYK 26 K11:+32.0564 - S1:+32.0564 - S2:+79.96633 2.19999995998421e-09
395 YCL009C ILV6 rep2F01 inter SSSSTSALAYK 26 K11:+32.0564 - S1:+32.0564 - S2:+79.96633 0.00052000000142
395 YCL009C ILV6 rep3F01 inter SSSSTSALAYK 26 K11:+32.0564 - S1:+32.0564 - S2:+79.96633 3.0999999580672e-05
395 YCL009C ILV6 rep3F01 light SSSSTSALAYK 26 K11:+28.0313 - S1:+28.0313 - S2:+79.96633 3.39999996867846e-06
395 YCL009C ILV6 rep3F01 heavy SSSSTSALAYK 26 K11:+36.0756 - S1:+36.0756 - S2:+79.96633 1.70000006960436e-07
395 YCL009C ILV6 rep3F08 light SGMMALPRTPLK 281 K12:+28.0313 - S1:+28.0313 - T9:+79.96633 9.99999996004197e-12
395 YCL009C ILV6 rep3F08 light SGMMALPRTPLK 281 K12:+28.0313 - S1:+28.0313 - T9:+79.96633 6.59999999097494e-10
395 YCL009C ILV6 rep4F01 inter SSSSTSALAYK 26 K11:+32.0564 - S1:+32.0564 - S2:+79.96633 6.70000019908912e-08
399 YHL021C AIM17 rep1F01 heavy YTSAATAAAANR 25 Y1:+36.0756 - S3:+79.96633 0.00249999994412
399 YHL021C AIM17 rep1F01 heavy GSSFVSPATR 129 G1:+36.0756 - S3:+79.96633 0.00209999992512
399 YHL021C AIM17 rep1F01 inter GSSFVSPATR 129 G1:+32.0564 - S3:+79.96633 8.3999999333173e-05
399 YHL021C AIM17 rep3F02 light GSSFVSPATR 129 G1:+28.0313 - S3:+79.96633 1.40000001920271e-05
399 YHL021C AIM17 rep3F02 heavy GSSFVSPATR 132 G1:+36.0756 - S6:+79.96633 9.59999965743918e-07
399 YHL021C AIM17 rep3F07 light ILHANSLTSSNQQWLK 431 K16:+28.0313 - I1:+28.0313 - S6:+79.96633 1.7999999499807e-06
399 YHL021C AIM17 rep4F01 inter GSSFVSPATR 129 G1:+32.0564 - S3:+79.96633 1.99999998784506e-08
399 YHL021C AIM17 rep4F06 light ILHANSLTSSNQQWLK 431 K16:+28.0313 - I1:+28.0313 - S6:+79.96633 4.30000000051223e-08
402 YHR117W TOM71 rep1F02 heavy DDGSVVSGSNKR 76 K11:+36.0756 - D1:+36.0756 - S7:+79.96633 2.20000004325094e-10

402 YHR117W TOM71 rep2F02 inter QSEAFAGQNEDEADLKDDGSVVSGSNK 76
K16:+32.0564 - K27:+32.0564 - Q1:+32.0564 - 

S23:+79.96633 2.70000002038214e-14

402 YHR117W TOM71 rep2F05 heavy AKSGEGFDYPSLPNGEPDIAQLK 96
K2:+36.0756 - K23:+36.0756 - A1:+36.0756 - 

S3:+79.96633 3.70000008409477e-09

402 YHR117W TOM71 rep2F06 inter QSEAFAGQNEDEADLKDDGSVVSGSNKR 76
K16:+32.0564 - K27:+32.0564 - Q1:+32.0564 - 

S23:+79.96633 1.00000000362749e-15

402 YHR117W TOM71 rep3F03 light QSEAFAGQNEDEADLKDDGSVVSGSNK 76
K16:+28.0313 - K27:+28.0313 - Q1:+28.0313 - 

S23:+79.96633 1.00000000362749e-15

402 YHR117W TOM71 rep3F06 light QSEAFAGQNEDEADLKDDGSVVSGSNKR 76
K16:+28.0313 - K27:+28.0313 - Q1:+28.0313 - 

S23:+79.96633 1.00000000362749e-15

402 YHR117W TOM71 rep4F05 inter QSEAFAGQNEDEADLKDDGSVVSGSNKR 76
K16:+32.0564 - K27:+32.0564 - Q1:+32.0564 - 

S23:+79.96633 1.00000000362749e-15

402 YHR117W TOM71 rep4F05 light QSEAFAGQNEDEADLKDDGSVVSGSNKR 76
K16:+28.0313 - K27:+28.0313 - Q1:+28.0313 - 

S23:+79.96633 1.00000000362749e-15



406 YJL096W MRPL49 rep1F07 inter SKGDLTILR 146 K2:+32.0564 - S1:+32.0564 - S1:+79.96633 0.00170000002254
406 YJL096W MRPL49 rep1F07 heavy SKGDLTILR 146 K2:+36.0756 - S1:+36.0756 - S1:+79.96633 0.0038999998942
406 YJL096W MRPL49 rep3F07 heavy SKGDLTILR 146 K2:+36.0756 - S1:+36.0756 - S1:+79.96633 0.0002300000051
406 YJL096W MRPL49 rep3F07 inter SKGDLTILR 146 K2:+32.0564 - S1:+32.0564 - S1:+79.96633 8.09999983175658e-06
406 YJL096W MRPL49 rep3F07 light SKGDLTILR 146 K2:+28.0313 - S1:+28.0313 - S1:+79.96633 0.00033999999869
406 YJL096W MRPL49 rep4F06 heavy SKGDLTILR 146 K2:+36.0756 - S1:+36.0756 - S1:+79.96633 2.49999993684469e-05
406 YJL096W MRPL49 rep4F06 inter SKGDLTILR 146 K2:+32.0564 - S1:+32.0564 - S1:+79.96633 9.99999974737875e-06
406 YJL096W MRPL49 rep4F06 light SKGDLTILR 146 K2:+28.0313 - S1:+28.0313 - S1:+79.96633 0.00082999997539
409 YBR179C FZO1 rep1F010 inter SSNSKAHLISSQLSQWNYNNNR 75 K5:+32.0564 - S1:+32.0564 - S1:+79.96633 1.99999996490334e-13
409 YBR179C FZO1 rep1F010 heavy SSNSKAHLISSQLSQWNYNNNR 75 K5:+36.0756 - S1:+36.0756 - S1:+79.96633 1.00000000362749e-15
409 YBR179C FZO1 rep2F010 inter SSNSKAHLISSQLSQWNYNNNR 75 K5:+32.0564 - S1:+32.0564 - S1:+79.96633 6.09999992683651e-14
409 YBR179C FZO1 rep2F010 heavy SSNSKAHLISSQLSQWNYNNNR 75 K5:+36.0756 - S1:+36.0756 - S1:+79.96633 1.00000000362749e-15
409 YBR179C FZO1 rep2F010 light SSNSKAHLISSQLSQWNYNNNR 78 K5:+28.0313 - S1:+28.0313 - S4:+79.96633 1.00000000362749e-15
409 YBR179C FZO1 rep3F09 light SSNSKAHLISSQLSQWNYNNNR 75 K5:+28.0313 - S1:+28.0313 - S1:+79.96633 1.00000000362749e-15
409 YBR179C FZO1 rep3F09 heavy SSNSKAHLISSQLSQWNYNNNR 75 K5:+36.0756 - S1:+36.0756 - S1:+79.96633 1.00000000362749e-15
409 YBR179C FZO1 rep4F08 inter SSNSKAHLISSQLSQWNYNNNR 75 K5:+32.0564 - S1:+32.0564 - S1:+79.96633 1.00000000362749e-15
413 YML054C CYB2 rep1F01 light TNVEESQGASR 399 T1:+28.0313 - S10:+79.96633 7.40000032237731e-05
413 YML054C CYB2 rep1F01 inter TNVEESQGASR 399 T1:+32.0564 - S10:+79.96633 4.4000000343658e-05

413 YML054C CYB2 rep1F010 inter AMKKTNVEESQGASR 390
K3:+32.0564 - K4:+32.0564 - A1:+32.0564 - 

T5:+79.96633 4.4000000343658e-05

413 YML054C CYB2 rep1F010 light AMKKTNVEESQGASR 390
K3:+28.0313 - K4:+28.0313 - A1:+28.0313 - 

T5:+79.96633 0.00030000001425
413 YML054C CYB2 rep2F01 light TNVEESQGASR 399 T1:+28.0313 - S10:+79.96633 0.00088000000687

413 YML054C CYB2 rep2F010 light AMKKTNVEESQGASR 390
K3:+28.0313 - K4:+28.0313 - A1:+28.0313 - 

T5:+79.96633 0.00034999998752

413 YML054C CYB2 rep3F09 inter AMKKTNVEESQGASR 390
K3:+32.0564 - K4:+32.0564 - A1:+32.0564 - 

T5:+79.96633 2.90000001790247e-09
418 YFR019W FAB1 rep1F01 heavy SSGNNLSSANVK 1718 K12:+36.0756 - S1:+36.0756 - S7:+79.96633 0.00139999995008
418 YFR019W FAB1 rep1F01 light SSGNNLSSANVK 1713 K12:+28.0313 - S1:+28.0313 - S2:+79.96633 1.90000002930901e-06
418 YFR019W FAB1 rep1F01 inter SSGNNLSSANVK 1713 K12:+32.0564 - S1:+32.0564 - S2:+79.96633 6.1999999161344e-06
418 YFR019W FAB1 rep2F01 heavy SSGNNLSSANVK 1713 K12:+36.0756 - S1:+36.0756 - S2:+79.96633 3.0999999580672e-06
418 YFR019W FAB1 rep3F01 inter SSGNNLSSANVK 1712 K12:+32.0564 - S1:+32.0564 - S1:+79.96633 0.0038999998942
418 YFR019W FAB1 rep3F01 heavy SSGNNLSSANVK 1713 K12:+36.0756 - S1:+36.0756 - S2:+79.96633 1.80000000682412e-07
418 YFR019W FAB1 rep4F01 inter SSGNNLSSANVK 1713 K12:+32.0564 - S1:+32.0564 - S2:+79.96633 3.20000003739551e-06
420 YDL207W GLE1 rep1F05 light ASHSSLLDNAK 108 K11:+28.0313 - A1:+28.0313 - S4:+79.96633 6.59999999097494e-10
420 YDL207W GLE1 rep2F05 inter ASHSSLLDNAK 108 K11:+32.0564 - A1:+32.0564 - S4:+79.96633 1.70000000188075e-10
420 YDL207W GLE1 rep2F05 heavy ASHSSLLDNAK 108 K11:+36.0756 - A1:+36.0756 - S4:+79.96633 2.99999989294975e-08
420 YDL207W GLE1 rep2F05 light ASHSSLLDNAK 108 K11:+28.0313 - A1:+28.0313 - S4:+79.96633 6.59999971341918e-11
420 YDL207W GLE1 rep3F05 heavy ASHSSLLDNAK 108 K11:+36.0756 - A1:+36.0756 - S4:+79.96633 9.19999970303009e-13
420 YDL207W GLE1 rep3F05 heavy ASHSSLLDNAK 108 K11:+36.0756 - A1:+36.0756 - S4:+79.96633 6.89999978931155e-07
420 YDL207W GLE1 rep4F04 inter ASHSSLLDNAK 108 K11:+32.0564 - A1:+32.0564 - S4:+79.96633 2.59999999308036e-09
421 YDR150W NUM1 rep1F01 inter QQSLNSNSTSK 2519 K11:+32.0564 - Q1:+32.0564 - S6:+79.96633 9.79999981609581e-07
421 YDR150W NUM1 rep1F01 heavy QQSLNSNSTSK 2516 K11:+36.0756 - Q1:+36.0756 - S3:+79.96633 7.59999977617554e-07
421 YDR150W NUM1 rep1F01 light QQSLNSNSTSK 2516 K11:+28.0313 - Q1:+28.0313 - S3:+79.96633 2.80000003840541e-05
421 YDR150W NUM1 rep1F06 heavy RQQSLNSNSTSK 2516 K12:+36.0756 - R1:+36.0756 - S4:+79.96633 9.99999974737875e-06
421 YDR150W NUM1 rep4F01 inter DIVASFMSR 2545 D1:+32.0564 - S8:+79.96633 9.89999971352518e-05
421 YDR150W NUM1 rep4F01 inter DIVASFMSR 2542 D1:+32.0564 - S5:+79.96633 3.30000002577435e-05



421 YDR150W NUM1 rep4F07 inter LVPFEKSNINLK 2197
K6:+32.0564 - K12:+32.0564 - L1:+32.0564 - 

S7:+79.96633 4.70000003360838e-08

426 YGR234W YHB1 rep3F06 heavy HYSLCSASTK 215
C5:+57.02146 - K10:+36.0756 - H1:+36.0756 - 

S8:+79.96633 1.40000002701868e-08

426 YGR234W YHB1 rep3F06 inter HYSLCSASTK 215
C5:+57.02146 - K10:+32.0564 - H1:+32.0564 - 

S8:+79.96633 3.40000005927266e-09

426 YGR234W YHB1 rep3F06 light HYSLCSASTK 215
C5:+57.02146 - K10:+28.0313 - H1:+28.0313 - 

S8:+79.96633 1.09999996311672e-06

426 YGR234W YHB1 rep4F05 heavy HYSLCSASTK 215
C5:+57.02146 - K10:+36.0756 - H1:+36.0756 - 

S8:+79.96633 3.70000008409477e-09

426 YGR234W YHB1 rep4F05 light HYSLCSASTK 215
C5:+57.02146 - K10:+28.0313 - H1:+28.0313 - 

S8:+79.96633 2.50000002921524e-08

426 YGR234W YHB1 rep4F05 inter HYSLCSASTK 213
C5:+57.02146 - K10:+32.0564 - H1:+32.0564 - 

S6:+79.96633 0.00260000000708
426 YGR234W YHB1 rep4F07 heavy MLTEHTELLNIFNR  34 37 M1:+36.0756 - T3:+79.96633 - T6:+79.96633 9.2999998742016e-06
433 YKR071C DRE2 rep1F01 heavy ASSSTSNLPSFK 158 K12:+36.0756 - A1:+36.0756 - S4:+79.96633 5.39999989168649e-12

433 YKR071C DRE2 rep1F06 heavy ASSSTSNLPSFKK 158
K12:+36.0756 - K13:+36.0756 - A1:+36.0756 - 

S4:+79.96633 0.00810000021011
433 YKR071C DRE2 rep2F01 heavy ASSSTSNLPSFK 158 K12:+36.0756 - A1:+36.0756 - S4:+79.96633 9.99999996004197e-12
433 YKR071C DRE2 rep3F01 light ASSSTSNLPSFK 158 K12:+28.0313 - A1:+28.0313 - S4:+79.96633 1.49999995063821e-11
433 YKR071C DRE2 rep3F02 light ASSSTSNLPSFK 158 K12:+28.0313 - A1:+28.0313 - S4:+79.96633 2.20000004325094e-10
433 YKR071C DRE2 rep4F01 inter ASSSTSNLPSFK 158 K12:+32.0564 - A1:+32.0564 - S4:+79.96633 1.4999999940063e-12
433 YKR071C DRE2 rep4F01 light ASSSTSNLPSFK 158 K12:+28.0313 - A1:+28.0313 - S4:+79.96633 1.40000002701868e-08
435 YDL222C FMP45 rep1F08 light AHSTYSDHDMYAQYESPSVDTGAQMEK 232 K27:+28.0313 - A1:+28.0313 - S18:+79.96633 1.00000000362749e-15

435 YDL222C FMP45 rep2F07 light AHSTYSDHDMYAQYESPSVDTGAQMEK 232235
K27:+28.0313 - A1:+28.0313 - M10:+15.99491 - 

S18:+79.96633 - T21:+79.96633 1.00000000362749e-15

435 YDL222C FMP45 rep2F07 light AHSTYSDHDMYAQYESPSVDTGAQMEK 232235
K27:+28.0313 - A1:+28.0313 - S18:+79.96633 - 

T21:+79.96633 1.00000000362749e-15

435 YDL222C FMP45 rep2F08 light AHSTYSDHDMYAQYESPSVDTGAQMEK 232
K27:+28.0313 - A1:+28.0313 - M25:+15.99491 - 

S18:+79.96633 1.00000000362749e-15
435 YDL222C FMP45 rep2F08 light AHSTYSDHDMYAQYESPSVDTGAQMEK 230 K27:+28.0313 - A1:+28.0313 - S16:+79.96633 1.00000000362749e-15
435 YDL222C FMP45 rep3F07 inter AHSTYSDHDMYAQYESPSVDTGAQMEK 230 K27:+32.0564 - A1:+32.0564 - S16:+79.96633 1.00000000362749e-15
435 YDL222C FMP45 rep4F06 heavy AHSTYSDHDMYAQYESPSVDTGAQMEK 232 K27:+36.0756 - A1:+36.0756 - S18:+79.96633 1.00000000362749e-15
436 YBR039W ATP3 rep1F01 inter NLDVEATETGAPK 98 K13:+32.0564 - N1:+32.0564 - T7:+79.96633 1.40000002701868e-08
436 YBR039W ATP3 rep3F02 heavy TIEQSPSFGK 226 K10:+36.0756 - T1:+36.0756 - S7:+79.96633 0.00240000011399
436 YBR039W ATP3 rep3F02 light NLDVEATETGAPK 100 K13:+28.0313 - N1:+28.0313 - T9:+79.96633 3.79999983124435e-05
436 YBR039W ATP3 rep3F04 light TIEQSPSFGKFEIDTDANVPR 226 K10:+28.0313 - T1:+28.0313 - S7:+79.96633 2.49999999001049e-12
436 YBR039W ATP3 rep4F01 heavy TIEQSPSFGK 226 K10:+36.0756 - T1:+36.0756 - S7:+79.96633 0.00070999999298
436 YBR039W ATP3 rep4F01 light TIEQSPSFGK 226 K10:+28.0313 - T1:+28.0313 - S7:+79.96633 0.00026000000071
436 YBR039W ATP3 rep4F03 light TIEQSPSFGKFEIDTDANVPR 226 K10:+28.0313 - T1:+28.0313 - S7:+79.96633 5.39999989168649e-10

453 YAL011W SWC3 rep3F08 inter SKESSIEQKPASR 13
K2:+32.0564 - K9:+32.0564 - S1:+32.0564 - 

S5:+79.96633 0.00139999995008

453 YAL011W SWC3 rep3F08 heavy SKESSIEQKPASR 13
K2:+36.0756 - K9:+36.0756 - S1:+36.0756 - 

S5:+79.96633 6.1999999161344e-06

453 YAL011W SWC3 rep3F08 heavy LNKEDAKPGSDVEK 523
K3:+36.0756 - K7:+36.0756 - K14:+36.0756 - 

L1:+36.0756 - S10:+79.96633 0.00028000000748
453 YAL011W SWC3 rep4F04 heavy QGSPSSSMHDPR 265 Q1:+36.0756 - S3:+79.96633 0.00490000005811



453 YAL011W SWC3 rep4F08 inter SKESSIEQKPASR 13
K2:+32.0564 - K9:+32.0564 - S1:+32.0564 - 

S5:+79.96633 0.00370000000112

453 YAL011W SWC3 rep4F08 heavy SKESSIEQKPASR 12
K2:+36.0756 - K9:+36.0756 - S1:+36.0756 - 

S4:+79.96633 0.00190000003204

454 YOR188W MSB1 rep1F04 heavy TNLSPNKNQNNEK 33
K7:+36.0756 - K13:+36.0756 - T1:+36.0756 - 

S4:+79.96633 1.1999999571799e-07

454 YOR188W MSB1 rep1F05 heavy TNLSPNKNQNNEK 33
K7:+36.0756 - K13:+36.0756 - T1:+36.0756 - 

S4:+79.96633 5.89999994728683e-15

454 YOR188W MSB1 rep1F05 heavy TNLSPNKNQNNEK 33
K7:+36.0756 - K13:+36.0756 - T1:+36.0756 - 

S4:+79.96633 0.00044999999227

454 YOR188W MSB1 rep1F05 inter TNLSPNKNQNNEK 33
K7:+32.0564 - K13:+32.0564 - T1:+32.0564 - 

S4:+79.96633 0.00139999995008

454 YOR188W MSB1 rep4F04 inter TNLSPNKNQNNEK 33
K7:+32.0564 - K13:+32.0564 - T1:+32.0564 - 

S4:+79.96633 4.4000000343658e-05

454 YOR188W MSB1 rep4F05 inter TNLSPNKNQNNEK 33
K7:+32.0564 - K13:+32.0564 - T1:+32.0564 - 

S4:+79.96633 2.59999997069826e-05

456 YLL024C SSA2 rep1F010 inter GTGKSNKITITNDK 492
K4:+32.0564 - K7:+32.0564 - K14:+32.0564 - 

G1:+32.0564 - T2:+79.96633 0.00559999980032

456 YLL024C SSA2 rep2F010 inter GTGKSNKITITNDK 495
K4:+32.0564 - K7:+32.0564 - K14:+32.0564 - 

G1:+32.0564 - S5:+79.96633 0.00139999995008

456 YLL024C SSA2 rep3F09 light GTGKSNKITITNDK 495
K4:+28.0313 - K7:+28.0313 - K14:+28.0313 - 

G1:+28.0313 - S5:+79.96633 2.50000002921524e-08

456 YLL024C SSA2 rep4F08 light GTGKSNKITITNDK 495
K4:+28.0313 - K7:+28.0313 - K14:+28.0313 - 

G1:+28.0313 - S5:+79.96633 0.00910000037402

456 YLL024C SSA2 rep4F08 inter GTGKSNKITITNDK 495
K4:+32.0564 - K7:+32.0564 - K14:+32.0564 - 

G1:+32.0564 - S5:+79.96633 1.20000004244503e-06

456 YLL024C SSA2 rep4F08 light GTGKSNKITITNDK 495
K4:+28.0313 - K7:+28.0313 - K14:+28.0313 - 

G1:+28.0313 - S5:+79.96633 8.49999981511473e-09
459 YJL104W PAM16 rep1F02 heavy AGDASTAKPPPNSTNSSGADNSASSNQ 147 K8:+36.0756 - A1:+36.0756 - S25:+79.96633 4.09999985351295e-12
459 YJL104W PAM16 rep2F02 inter AGDASTAKPPPNSTNSSGADNSASSNQ 147 K8:+32.0564 - A1:+32.0564 - S25:+79.96633 0.00410000002012
459 YJL104W PAM16 rep2F02 heavy AGDASTAKPPPNSTNSSGADNSASSNQ 135 K8:+36.0756 - A1:+36.0756 - S13:+79.96633 6.80000011925586e-05

459 YJL104W PAM16 rep2F09 heavy RGTGKGEYGGITLDESCK 45
C17:+57.02146 - K5:+36.0756 - K18:+36.0756 - 

R1:+36.0756 - T3:+79.96633 1.70000002963633e-09

459 YJL104W PAM16 rep3F08 light RGTGKGEYGGITLDESCK 45
C17:+57.02146 - K5:+28.0313 - K18:+28.0313 - 

R1:+28.0313 - T3:+79.96633 5.49999986960287e-13
459 YJL104W PAM16 rep4F02 inter AGDASTAKPPPNSTNSSGADNSASSNQ 147 K8:+32.0564 - A1:+32.0564 - S25:+79.96633 1.70000002981396e-05

463 YDR155C CPR1 rep2F08 inter KVESLGSPSGATK 145
K1:+32.0564 - K13:+32.0564 - K1:+32.0564 - 

S7:+79.96633 6.30000022283639e-06
463 YDR155C CPR1 rep3F02 heavy VESLGSPSGATK 145 K12:+36.0756 - V1:+36.0756 - S6:+79.96633 7.5999996624887e-05
463 YDR155C CPR1 rep3F02 light VESLGSPSGATK 145 K12:+28.0313 - V1:+28.0313 - S6:+79.96633 1.40000001920271e-05

463 YDR155C CPR1 rep3F07 light KVESLGSPSGATK 145
K1:+28.0313 - K13:+28.0313 - K1:+28.0313 - 

S7:+79.96633 9.99999974737875e-05

463 YDR155C CPR1 rep3F07 light KVESLGSPSGATK 145
K1:+28.0313 - K13:+28.0313 - K1:+28.0313 - 

S7:+79.96633 4.99999996961265e-09

463 YDR155C CPR1 rep4F06 light KVESLGSPSGATK 145
K1:+28.0313 - K13:+28.0313 - K1:+28.0313 - 

S7:+79.96633 7.00000013509339e-09
467 YML052W SUR7 rep1F01 heavy SHERPDDVSV 301 S1:+36.0756 - S9:+79.96633 0.00270000007004
467 YML052W SUR7 rep1F01 heavy LASTYSIDNSR 221 L1:+36.0756 - S6:+79.96633 4.50000006821938e-05



467 YML052W SUR7 rep1F07 heavy SHERPDDVSV 301 S1:+36.0756 - S9:+79.96633 2.80000003840541e-05
467 YML052W SUR7 rep2F07 heavy SHERPDDVSV 301 S1:+36.0756 - S9:+79.96633 0.00230000005104
467 YML052W SUR7 rep3F07 light SHERPDDVSV 301 S1:+28.0313 - S9:+79.96633 0.00490000005811
467 YML052W SUR7 rep4F06 inter SHERPDDVSV 301 S1:+32.0564 - S9:+79.96633 0.00020999999833
468 YMR129W POM152 rep1F01 heavy FQYSDDEPAEK 45 K11:+36.0756 - F1:+36.0756 - S4:+79.96633 3.5999998999614e-06
468 YMR129W POM152 rep1F01 light FQYSDDEPAEK 45 K11:+28.0313 - F1:+28.0313 - S4:+79.96633 3.50000004800677e-06
468 YMR129W POM152 rep1F03 heavy STESNISDEKSR 69 K10:+36.0756 - S1:+36.0756 - S7:+79.96633 3.10000007434919e-12
468 YMR129W POM152 rep2F01 inter FQYSDDEPAEK 45 K11:+32.0564 - F1:+32.0564 - S4:+79.96633 4.69999986307812e-06
468 YMR129W POM152 rep2F03 inter STESNISDEKSR 69 K10:+32.0564 - S1:+32.0564 - S7:+79.96633 5.80000008456693e-15
468 YMR129W POM152 rep2F06 inter RFQYSDDEPAEK 45 K12:+32.0564 - R1:+32.0564 - S5:+79.96633 1.0000000116861e-07
475 YBR140C IRA1 rep1F01 heavy TTNTNSPNSISK 390 K12:+36.0756 - T1:+36.0756 - S6:+79.96633 1.10000001996013e-07
475 YBR140C IRA1 rep1F01 light TTNTNSPNSISK 390 K12:+28.0313 - T1:+28.0313 - S6:+79.96633 0.00046000001021
475 YBR140C IRA1 rep1F01 heavy IFSLDDISSFNSSR 497 I1:+36.0756 - S3:+79.96633 1.30000001874464e-08
475 YBR140C IRA1 rep2F01 inter TTNTNSPNSISK 390 K12:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00930000003427
475 YBR140C IRA1 rep2F01 heavy IFSLDDISSFNSSR 497 I1:+36.0756 - S3:+79.96633 1.49999996210681e-05
475 YBR140C IRA1 rep4F01 inter TTNTNSPNSISK 390 K12:+32.0564 - T1:+32.0564 - S6:+79.96633 0.00059000001056
485 YGR253C PUP2 rep1F01 heavy EKEAAESPEEADVEMS 251 K2:+36.0756 - E1:+36.0756 - S7:+79.96633 0.00072000001092
485 YGR253C PUP2 rep1F01 heavy ATSPLLESDSIEK 56 K13:+36.0756 - A1:+36.0756 - S3:+79.96633 3.09999990122378e-07
485 YGR253C PUP2 rep2F01 inter ATSPLLESDSIEK 56 K13:+32.0564 - A1:+32.0564 - S3:+79.96633 3.99999998990097e-06
485 YGR253C PUP2 rep3F02 light EKEAAESPEEADVEMS 251 K2:+28.0313 - E1:+28.0313 - S7:+79.96633 0.0002300000051
485 YGR253C PUP2 rep3F02 heavy EKEAAESPEEADVEMS 251 K2:+36.0756 - E1:+36.0756 - S7:+79.96633 0.00920000020415
485 YGR253C PUP2 rep4F01 inter ATSPLLESDSIEK 56 K13:+32.0564 - A1:+32.0564 - S3:+79.96633 2.600000016173e-06
488 YGR207C YGR207C rep1F01 inter TLTGIETSGIK 35 K11:+32.0564 - T1:+32.0564 - S8:+79.96633 9.99999974737875e-05
488 YGR207C YGR207C rep3F02 light TLTGIETSGIK 35 K11:+28.0313 - T1:+28.0313 - S8:+79.96633 0.00050999998348
488 YGR207C YGR207C rep3F05 light SLVESTHAVSIGSAK 73 K15:+28.0313 - S1:+28.0313 - S13:+79.96633 6.5000000937232e-09
488 YGR207C YGR207C rep4F01 light TLTGIETSGIK 34 K11:+28.0313 - T1:+28.0313 - T7:+79.96633 0.00130000000354
488 YGR207C YGR207C rep4F01 heavy TLTGIETSGIK 35 K11:+36.0756 - T1:+36.0756 - S8:+79.96633 1.70000002981396e-05
488 YGR207C YGR207C rep4F01 inter TLTGIETSGIK 35 K11:+32.0564 - T1:+32.0564 - S8:+79.96633 0.00015999999596
490 YPR006C ICL2 rep1F01 light GSLPANTSIYPSSYQAR 87 G1:+28.0313 - S12:+79.96633 8.09999983752974e-11
490 YPR006C ICL2 rep3F01 inter GSLPANTSIYPSSYQAR 82 G1:+32.0564 - T7:+79.96633 1.29999998534913e-05
490 YPR006C ICL2 rep3F01 inter GSLPANTSIYPSSYQAR 87 G1:+32.0564 - S12:+79.96633 0.00310000008903
490 YPR006C ICL2 rep3F02 inter GSLPANTSIYPSSYQAR 88 G1:+32.0564 - S13:+79.96633 2.59999997069826e-05
490 YPR006C ICL2 rep4F01 heavy GSLPANTSIYPSSYQAR 82 G1:+36.0756 - T7:+79.96633 4.59999989488313e-11
490 YPR006C ICL2 rep4F01 heavy GSLPANTSIYPSSYQAR 83 G1:+36.0756 - S8:+79.96633 2.09999996059196e-07
495 YNL131W TOM22 rep1F01 heavy NQAIVEEKASAT 31 K8:+36.0756 - N1:+36.0756 - S10:+79.96633 0.00240000011399
495 YNL131W TOM22 rep3F04 heavy TEIKDDVVQLDEPQFSR 20 K4:+36.0756 - T1:+36.0756 - S16:+79.96633 4.89999985031631e-11
495 YNL131W TOM22 rep4F01 light NQAIVEEKASAT 31 K8:+28.0313 - N1:+28.0313 - S10:+79.96633 0.00025000001187
495 YNL131W TOM22 rep4F03 inter VELTEIKDDVVQLDEPQFSR 20 K7:+32.0564 - V1:+32.0564 - S19:+79.96633 1.59999997192267e-12
495 YNL131W TOM22 rep4F03 light VELTEIKDDVVQLDEPQFSR 20 K7:+28.0313 - V1:+28.0313 - S19:+79.96633 1.69999994983905e-12
495 YNL131W TOM22 rep4F04 light VELTEIKDDVVQLDEPQFSR 20 K7:+28.0313 - V1:+28.0313 - S19:+79.96633 7.40000005716723e-11

497 YHR208W BAT1 rep1F07 inter LATGAPLDASKLK 26
K11:+32.0564 - K13:+32.0564 - L1:+32.0564 - 

S10:+79.96633 0.00088000000687
497 YHR208W BAT1 rep3F01 light YYTITEVATR 315 Y1:+28.0313 - T5:+79.96633 6.70000008540228e-05
497 YHR208W BAT1 rep3F01 heavy DSVLTLAR 293 D1:+36.0756 - L4:+79.96633 0.00070999999298
497 YHR208W BAT1 rep3F02 light DSVLTLAR 294 D1:+28.0313 - T5:+79.96633 0.00710000004619
497 YHR208W BAT1 rep3F03 light GLGVGTPSEALLYVITSPVGPYYK 175 K24:+28.0313 - G1:+28.0313 - T6:+79.96633 2.40000002094121e-08
497 YHR208W BAT1 rep4F01 inter YYTITEVATR 315 Y1:+32.0564 - T5:+79.96633 0.00015999999596



500 YDR041W RSM10 rep1F07 heavy VLELLDSPDFKK 193
K11:+36.0756 - K12:+36.0756 - V1:+36.0756 - 

S7:+79.96633 0.00800000037998

500 YDR041W RSM10 rep2F07 inter VLELLDSPDFKK 193
K11:+32.0564 - K12:+32.0564 - V1:+32.0564 - 

S7:+79.96633 1.69999998433923e-06

500 YDR041W RSM10 rep3F07 light VLELLDSPDFKK 193
K11:+28.0313 - K12:+28.0313 - V1:+28.0313 - 

S7:+79.96633 1.59999999360672e-10

500 YDR041W RSM10 rep3F07 heavy VLELLDSPDFKK 193
K11:+36.0756 - K12:+36.0756 - V1:+36.0756 - 

S7:+79.96633 7.39999966685445e-14

500 YDR041W RSM10 rep4F06 inter VLELLDSPDFKK 193
K11:+32.0564 - K12:+32.0564 - V1:+32.0564 - 

S7:+79.96633 6.90000021563719e-08

500 YDR041W RSM10 rep4F06 light VLELLDSPDFKK 193
K11:+28.0313 - K12:+28.0313 - V1:+28.0313 - 

S7:+79.96633 2.69999994584325e-11
503 YOR089C VPS21 rep1F02 heavy TAEEQNSASNERESNNQR 181 T1:+36.0756 - S7:+79.96633 4.4000000343658e-05
503 YOR089C VPS21 rep1F02 light TAEEQNSASNERESNNQR 183 T1:+28.0313 - S9:+79.96633 1.09999996311672e-06
503 YOR089C VPS21 rep2F02 light TAEEQNSASNERESNNQR 188 T1:+28.0313 - S14:+79.96633 2.49999998480632e-09
503 YOR089C VPS21 rep2F02 light TAEEQNSASNERESNNQR 188 T1:+28.0313 - S14:+79.96633 1.39999997372797e-06
503 YOR089C VPS21 rep2F03 light TAEEQNSASNERESNNQR 188 T1:+28.0313 - S14:+79.96633 9.99999997475243e-07
505 YCL057C-A YCL057C-A rep1F01 inter SEQAQTQQPAK 2 K11:+32.0564 - S1:+32.0564 - S1:+79.96633 6.30000022283639e-06

505 YCL057C-A YCL057C-A rep1F03 heavy SEQAQTQQPAKSTPSK 13
K11:+36.0756 - K16:+36.0756 - S1:+36.0756 - 

S12:+79.96633 1.79999997129698e-08

505 YCL057C-A YCL057C-A rep1F03 inter SEQAQTQQPAKSTPSK 13
K11:+32.0564 - K16:+32.0564 - S1:+32.0564 - 

S12:+79.96633 1.80000003791037e-09

505 YCL057C-A YCL057C-A rep1F03 inter SEQAQTQQPAKSTPSK 14
K11:+32.0564 - K16:+32.0564 - S1:+32.0564 - 

T13:+79.96633 0.00570000009611

505 YCL057C-A YCL057C-A rep2F04 inter SEQAQTQQPAKSTPSK 13
K11:+32.0564 - K16:+32.0564 - S1:+32.0564 - 

S12:+79.96633 0.0054999999702
512 YNL125C ESBP6 rep1F06 light LQHNESVQSK 112 K10:+28.0313 - L1:+28.0313 - S6:+79.96633 6.59999977870029e-06
512 YNL125C ESBP6 rep2F01 light ASEYDTDSADEDWGK 635 K15:+28.0313 - A1:+28.0313 - T6:+79.96633 4.79999991576802e-13
512 YNL125C ESBP6 rep2F06 inter LQHNESVQSK 112 K10:+32.0564 - L1:+32.0564 - S6:+79.96633 8.19999968371121e-06
512 YNL125C ESBP6 rep2F06 light LQHNESVQSK 112 K10:+28.0313 - L1:+28.0313 - S6:+79.96633 0.00054999999702
512 YNL125C ESBP6 rep2F06 heavy LQHNESVQSK 112 K10:+36.0756 - L1:+36.0756 - S6:+79.96633 0.00559999980032
519 YAL001C TFC3 rep1F01 light SAEDSPSSNGGTVVK 526 K15:+28.0313 - S1:+28.0313 - S5:+79.96633 1.19999999520504e-11
519 YAL001C TFC3 rep2F01 heavy SAEDSPSSNGGTVVK 526 K15:+36.0756 - S1:+36.0756 - S5:+79.96633 9.29999970367135e-08
519 YAL001C TFC3 rep2F01 inter SAEDSPSSNGGTVVK 526 K15:+32.0564 - S1:+32.0564 - S5:+79.96633 2.90000003178026e-11
519 YAL001C TFC3 rep3F01 heavy SAEDSPSSNGGTVVK 526 K15:+36.0756 - S1:+36.0756 - S5:+79.96633 5.09999990754295e-05
519 YAL001C TFC3 rep4F01 inter SAEDSPSSNGGTVVK 526 K15:+32.0564 - S1:+32.0564 - S5:+79.96633 0.0054999999702
520 YDR296W MHR1 rep1F01 inter LESHPTEQTEVSSQ 225 L1:+32.0564 - S13:+79.96633 0.00038000001223
520 YDR296W MHR1 rep2F02 inter LESHPTEQTEVSSQ 225 L1:+32.0564 - S13:+79.96633 0.00011999999697
520 YDR296W MHR1 rep3F03 heavy LESHPTEQTEVSSQ 225 L1:+36.0756 - S13:+79.96633 2.40000008489005e-05
520 YDR296W MHR1 rep3F03 light LESHPTEQTEVSSQ 225 L1:+28.0313 - S13:+79.96633 0.00033999999869
520 YDR296W MHR1 rep4F02 inter LESHPTEQTEVSSQ 225 L1:+32.0564 - S13:+79.96633 0.00019000000611
528 YJR144W MGM101 rep1F01 light EYSSGINSK 71 K9:+28.0313 - E1:+28.0313 - S8:+79.96633 0.00019000000611
528 YJR144W MGM101 rep1F01 heavy VVSTGTSNTATAGAVR 26 V1:+36.0756 - T4:+79.96633 9.00000018955183e-10
528 YJR144W MGM101 rep1F01 inter STADDSLNNSYK 87 K12:+32.0564 - S1:+32.0564 - S6:+79.96633 2.70000000455184e-05
528 YJR144W MGM101 rep1F01 heavy STADDSLNNSYK 91 K12:+36.0756 - S1:+36.0756 - S10:+79.96633 1.09999996311672e-06
528 YJR144W MGM101 rep1F01 light STADDSLNNSYK 91 K12:+28.0313 - S1:+28.0313 - S10:+79.96633 2.2000000171829e-05

529 YFR011C AIM13 rep1F07 heavy KTDNGSISIK 138
K1:+36.0756 - K10:+36.0756 - K1:+36.0756 - 

S8:+79.96633 0.00449999980628



529 YFR011C AIM13 rep3F01 heavy TDNGSISIK 138 K9:+36.0756 - T1:+36.0756 - S7:+79.96633 0.00070999999298

529 YFR011C AIM13 rep3F07 heavy KTDNGSISIK 138
K1:+36.0756 - K10:+36.0756 - K1:+36.0756 - 

S8:+79.96633 8.60000000102445e-05
529 YFR011C AIM13 rep4F01 heavy TDNGSISIK 136 K9:+36.0756 - T1:+36.0756 - S5:+79.96633 0.00449999980628
529 YFR011C AIM13 rep4F01 light TDNGSISIK 138 K9:+28.0313 - T1:+28.0313 - S7:+79.96633 0.00059000001056
539 YDR347W MRP1 rep1F01 heavy TISNEPLTTGNER 127 T1:+36.0756 - S3:+79.96633 2.40000002094121e-08
539 YDR347W MRP1 rep2F01 heavy TISNEPLTTGNER 127 T1:+36.0756 - S3:+79.96633 1.40000002701868e-08
539 YDR347W MRP1 rep3F01 light TISNEPLTTGNER 127 T1:+28.0313 - S3:+79.96633 0.00050000002375
539 YDR347W MRP1 rep3F01 heavy TISNEPLTTGNER 127 T1:+36.0756 - S3:+79.96633 0.00015000000712
539 YDR347W MRP1 rep4F01 inter TISNEPLTTGNER 127 T1:+32.0564 - S3:+79.96633 2.49999998480632e-09
540 YMR072W ABF2 rep1F05 heavy SQVFAQHPDK 132 K10:+36.0756 - S1:+36.0756 - S1:+79.96633 5.799999803352e-12
540 YMR072W ABF2 rep3F05 heavy SQVFAQHPDK 132 K10:+36.0756 - S1:+36.0756 - S1:+79.96633 5.80000023703287e-13
540 YMR072W ABF2 rep3F08 light YANEVRSQVFAQHPDK 132 K16:+28.0313 - Y1:+28.0313 - S7:+79.96633 0.00170000002254

540 YMR072W ABF2 rep3F09 light SQFVKENPTLRPAEISK 59
K5:+28.0313 - K17:+28.0313 - S1:+28.0313 - 

S1:+79.96633 1.69999996302295e-08
540 YMR072W ABF2 rep4F07 inter YANEVRSQVFAQHPDK 132 K16:+32.0564 - Y1:+32.0564 - S7:+79.96633 0.00820000004023

543 YBL022C PIM1 rep1F02 heavy ESVSSEEKAENNAK 860
K8:+36.0756 - K14:+36.0756 - E1:+36.0756 - 

S4:+79.96633 4.20000014855759e-06

543 YBL022C PIM1 rep1F02 inter ESVSSEEKAENNAK 860
K8:+32.0564 - K14:+32.0564 - E1:+32.0564 - 

S4:+79.96633 0.00011999999697
543 YBL022C PIM1 rep1F02 light INVSISQK 902 K8:+28.0313 - I1:+28.0313 - S6:+79.96633 0.00289999996312
543 YBL022C PIM1 rep4F01 inter FSVGGMTDVAEIK 657 K13:+32.0564 - F1:+32.0564 - S2:+79.96633 0.00960000045598
543 YBL022C PIM1 rep4F02 heavy INVSISQK 902 K8:+36.0756 - I1:+36.0756 - S6:+79.96633 0.00130000000354
546 YKL120W OAC1 rep1F01 inter MQLQGEMSASAAK 59 K13:+32.0564 - M1:+32.0564 - S10:+79.96633 3.70000002858362e-10
546 YKL120W OAC1 rep1F01 heavy MQLQGEMSASAAK 59 K13:+36.0756 - M1:+36.0756 - S10:+79.96633 7.69999966565571e-11
546 YKL120W OAC1 rep2F01 heavy MQLQGEMSASAAK 57 K13:+36.0756 - M1:+36.0756 - S8:+79.96633 7.5999996624887e-05
546 YKL120W OAC1 rep3F02 light MQLQGEMSASAAK 57 K13:+28.0313 - M1:+28.0313 - S8:+79.96633 1.10000000219657e-08
546 YKL120W OAC1 rep4F01 inter MQLQGEMSASAAK 59 K13:+32.0564 - M1:+32.0564 - S10:+79.96633 7.90000009853742e-12
547 YEL024W RIP1 rep3F02 heavy ISQSLLASK 26 K9:+36.0756 - I1:+36.0756 - S4:+79.96633 0.00650000013411
547 YEL024W RIP1 rep3F02 inter ISQSLLASK 26 K9:+32.0564 - I1:+32.0564 - S4:+79.96633 0.00219999998808
547 YEL024W RIP1 rep3F02 light ISQSLLASK 24 K9:+28.0313 - I1:+28.0313 - S2:+79.96633 8.90000010258518e-05
547 YEL024W RIP1 rep4F01 inter ISQSLLASK 24 K9:+32.0564 - I1:+32.0564 - S2:+79.96633 0.001200000057
547 YEL024W RIP1 rep4F01 light ISQSLLASK 24 K9:+28.0313 - I1:+28.0313 - S2:+79.96633 0.00400000018999

549 YKL187C YKL187C rep2F05 light KGEIYTYGDGSAISADR 675678
K1:+28.0313 - K1:+28.0313 - S11:+79.96633 - 

S14:+79.96633 0.00230000005104
549 YKL187C YKL187C rep2F06 light KGEIYTYGDGSAISADR 678 K1:+28.0313 - K1:+28.0313 - S14:+79.96633 6.19999980244756e-07
549 YKL187C YKL187C rep2F06 light KGEIYTYGDGSAISADR 678 K1:+28.0313 - K1:+28.0313 - S14:+79.96633 1.00000000362749e-15
549 YKL187C YKL187C rep2F06 inter KGEIYTYGDGSAISADR 675 K1:+32.0564 - K1:+32.0564 - S11:+79.96633 1.10000000859145e-05

549 YKL187C YKL187C rep2F06 light KGEIYTYGDGSAISADR 675678
K1:+28.0313 - K1:+28.0313 - S11:+79.96633 - 

S14:+79.96633 2.50000003337858e-11
555 YGL197W MDS3 rep1F01 heavy TATGAGSLETSSTNVPTVFAGGPR 1165 T1:+36.0756 - T10:+79.96633 5.99999997602518e-12
555 YGL197W MDS3 rep1F01 heavy LSSSGSLDNYFEK 618 K13:+36.0756 - L1:+36.0756 - S3:+79.96633 3.09999990122378e-08
555 YGL197W MDS3 rep3F04 heavy SSISEAEHQR 770 S1:+36.0756 - S2:+79.96633 9.20000020414591e-05
555 YGL197W MDS3 rep4F01 inter ASLDGQMLGK 934 K10:+32.0564 - A1:+32.0564 - S2:+79.96633 0.00015999999596
555 YGL197W MDS3 rep4F01 light ASLDGQMLGK 934 K10:+28.0313 - A1:+28.0313 - S2:+79.96633 0.00439999997616
560 YGL073W HSF1 rep2F02 heavy DNTGTIDELKSNDSFINDDR 450 K10:+36.0756 - D1:+36.0756 - S14:+79.96633 1.40000000481422e-09
560 YGL073W HSF1 rep2F02 inter DNTGTIDELKSNDSFINDDR 450 K10:+32.0564 - D1:+32.0564 - S14:+79.96633 0.00130000000354
560 YGL073W HSF1 rep3F01 heavy NNMSPNNDDNSIDTASTNTTNR 471 N1:+36.0756 - S4:+79.96633 3.70000009297655e-07



560 YGL073W HSF1 rep4F02 inter SNDSFINDDRNSFTNATTNAR 450 S1:+32.0564 - S4:+79.96633 1.1999999571799e-07
560 YGL073W HSF1 rep4F02 inter DNTGTIDELKSNDSFINDDR 450 K10:+32.0564 - D1:+32.0564 - S14:+79.96633 8.09999983175658e-06

561 YDR231C COX20 rep1F08 inter QKSFQIAQLAK 142
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 6.60000011976081e-07

561 YDR231C COX20 rep3F07 heavy QKSFQIAQLAK 142
K2:+36.0756 - K11:+36.0756 - Q1:+36.0756 - 

S3:+79.96633 5.10000018039136e-06

561 YDR231C COX20 rep3F07 inter QKSFQIAQLAK 142
K2:+32.0564 - K11:+32.0564 - Q1:+32.0564 - 

S3:+79.96633 0.00091000000248

561 YDR231C COX20 rep4F04 heavy DDLSNSQLAK  52 54
K10:+36.0756 - D1:+36.0756 - S4:+79.96633 - 

S6:+79.96633 - D1:+42.01056 0.00850000046194

561 YDR231C COX20 rep4F06 heavy QKSFQIAQLAK 142
K2:+36.0756 - K11:+36.0756 - Q1:+36.0756 - 

S3:+79.96633 2.70000009550131e-06
566 YAL044C GCV3 rep3F02 heavy LYSSQGPQAVR 39 L1:+36.0756 - S4:+79.96633 0.00910000037402
566 YAL044C GCV3 rep3F08 light NKLPFLYSSQGPQAVR 39 K2:+28.0313 - N1:+28.0313 - S9:+79.96633 7.59999991828408e-08
566 YAL044C GCV3 rep3F08 light NKLPFLYSSQGPQAVR 39 K2:+28.0313 - N1:+28.0313 - S9:+79.96633 1.09999997999211e-09
566 YAL044C GCV3 rep4F07 inter NKLPFLYSSQGPQAVR 39 K2:+32.0564 - N1:+32.0564 - S9:+79.96633 1.30000003817354e-11
566 YAL044C GCV3 rep4F07 light NKLPFLYSSQGPQAVR 39 K2:+28.0313 - N1:+28.0313 - S9:+79.96633 5.50000009980067e-08
569 YGR181W TIM13 rep1F01 inter GLSSIFGGGAPSQQK 4 K15:+32.0564 - G1:+32.0564 - S3:+79.96633 4.19999990342035e-09
569 YGR181W TIM13 rep1F01 heavy GLSSIFGGGAPSQQK 4 K15:+36.0756 - G1:+36.0756 - S3:+79.96633 3.99999988687227e-09
569 YGR181W TIM13 rep1F01 light GLSSIFGGGAPSQQK 4 K15:+28.0313 - G1:+28.0313 - S3:+79.96633 1.59999997192267e-12
569 YGR181W TIM13 rep2F02 heavy GLSSIFGGGAPSQQK 4 K15:+36.0756 - G1:+36.0756 - S3:+79.96633 3.30000003018194e-12
569 YGR181W TIM13 rep2F02 inter GLSSIFGGGAPSQQK 4 K15:+32.0564 - G1:+32.0564 - S3:+79.96633 0.00034999998752
570 YGR193C PDX1 rep3F02 light TFSMPAMSPTMEK 36 K13:+28.0313 - T1:+28.0313 - S3:+79.96633 8.60000000102445e-05
570 YGR193C PDX1 rep3F03 light YFDPIFEDLVTLSPR 318 Y1:+28.0313 - T11:+79.96633 1.69999996302295e-08
570 YGR193C PDX1 rep3F05 light EAYQFSHGTPLMDTNSK 299 K17:+28.0313 - E1:+28.0313 - T9:+79.96633 6.60000010199724e-09
570 YGR193C PDX1 rep4F02 inter YFDPIFEDLVTLSPR 320 Y1:+32.0564 - S13:+79.96633 7.09999994796817e-06

570 YGR193C PDX1 rep4F06 light MEKGGIVSWKYKVGEPFSAGDVI 51

K3:+28.0313 - K10:+28.0313 - K12:+28.0313 - 
M1:+28.0313 - M1:+15.99491 - S8:+79.96633 - 

M1:+42.01056 0.00540000014007
583 YML076C WAR1 rep3F03 inter EAETTSTGEITTNNHTK 207 K17:+32.0564 - E1:+32.0564 - S6:+79.96633 2.1000000349769e-11
583 YML076C WAR1 rep3F03 heavy EAETTSTGEITTNNHTK 206 K17:+36.0756 - E1:+36.0756 - T5:+79.96633 1.99999999495049e-06
583 YML076C WAR1 rep4F02 light EAETTSTGEITTNNHTK 206 K17:+28.0313 - E1:+28.0313 - T5:+79.96633 4.70000003360838e-07
583 YML076C WAR1 rep4F03 light EAETTSTGEITTNNHTK 206 K17:+28.0313 - E1:+28.0313 - T5:+79.96633 5.6999999165086e-10
587 YOL081W IRA2 rep1F02 heavy TSSFNNTAHETGSEK 631 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 1.59999995474891e-08
587 YOL081W IRA2 rep1F04 heavy RYSDESLGK 1018 K9:+36.0756 - R1:+36.0756 - S3:+79.96633 0.00249999994412
587 YOL081W IRA2 rep2F03 heavy TSSFNNTAHETGSEK 631 K15:+36.0756 - T1:+36.0756 - S3:+79.96633 0.00092999998014
587 YOL081W IRA2 rep2F03 inter TSSFNNTAHETGSEK 630 K15:+32.0564 - T1:+32.0564 - S2:+79.96633 1.99999999495049e-06
589 YDR377W ATP17 rep1F02 light NIGSAPNAK 23 K9:+28.0313 - N1:+28.0313 - S4:+79.96633 0.00072000001092
589 YDR377W ATP17 rep3F03 inter NIGSAPNAK 23 K9:+32.0564 - N1:+32.0564 - S4:+79.96633 0.0097000002861
589 YDR377W ATP17 rep4F02 heavy NIGSAPNAK 23 K9:+36.0756 - N1:+36.0756 - S4:+79.96633 0.00540000014007

589 YDR377W ATP17 rep4F05 light VVSSKNIGSAPNAK 18
K5:+28.0313 - K14:+28.0313 - V1:+28.0313 - 

S4:+79.96633 0.00400000018999
596 YMR145C NDE1 rep1F06 inter AASLSPKDPER 265 K7:+32.0564 - A1:+32.0564 - S5:+79.96633 1.1999999571799e-07
596 YMR145C NDE1 rep2F06 inter AASLSPKDPER 265 K7:+32.0564 - A1:+32.0564 - S5:+79.96633 2.90000002678426e-07
596 YMR145C NDE1 rep2F06 heavy AASLSPKDPER 265 K7:+36.0756 - A1:+36.0756 - S5:+79.96633 4.39999985246686e-06
596 YMR145C NDE1 rep3F06 heavy AASLSPKDPER 265 K7:+36.0756 - A1:+36.0756 - S5:+79.96633 9.99999996004197e-13
597 YMR224C MRE11 rep3F03 inter TGSPDITQSHVDNESR 560 T1:+32.0564 - S3:+79.96633 1.49999993979619e-13
597 YMR224C MRE11 rep3F03 inter TGSPDITQSHVDNESR 560 T1:+32.0564 - S3:+79.96633 6.79999998231531e-15



597 YMR224C MRE11 rep4F02 light TGSPDITQSHVDNESR 560 T1:+28.0313 - S3:+79.96633 4.39999989568229e-12
597 YMR224C MRE11 rep4F02 light TGSPDITQSHVDNESR 560 T1:+28.0313 - S3:+79.96633 1.00000000362749e-15

601 YHR024C MAS2 rep2F04 inter AYGLGNSSSSKNDSPK 468
K11:+32.0564 - K16:+32.0564 - A1:+32.0564 - 

S7:+79.96633 0.00015000000712

601 YHR024C MAS2 rep3F04 light AYGLGNSSSSKNDSPK 470
K11:+28.0313 - K16:+28.0313 - A1:+28.0313 - 

S9:+79.96633 4.30000000051223e-05

601 YHR024C MAS2 rep3F05 light AYGLGNSSSSKNDSPK 471
K11:+28.0313 - K16:+28.0313 - A1:+28.0313 - 

S10:+79.96633 0.00011000000086

601 YHR024C MAS2 rep3F06 light AYGLGNSSSSKNDSPK 475
K11:+28.0313 - K16:+28.0313 - A1:+28.0313 - 

S14:+79.96633 2.20000004325094e-10
602 YDR074W TPS2 rep1F01 heavy SASYTGAKV 890 K8:+36.0756 - S1:+36.0756 - S3:+79.96633 0.00033000000985
602 YDR074W TPS2 rep1F01 light SASYTGAKV 890 K8:+28.0313 - S1:+28.0313 - S3:+79.96633 0.00499999988824
602 YDR074W TPS2 rep3F01 light SASYTGAKV 890 K8:+28.0313 - S1:+28.0313 - S3:+79.96633 0.0038999998942
602 YDR074W TPS2 rep4F01 inter SASYTGAKV 890 K8:+32.0564 - S1:+32.0564 - S3:+79.96633 0.00130000000354
605 YLR295C ATP14 rep1F03 inter AYTEQNVETAHVAK 92 K14:+32.0564 - A1:+32.0564 - T9:+79.96633 1.39999997372797e-07
605 YLR295C ATP14 rep3F04 light AYTEQNVETAHVAK 92 K14:+28.0313 - A1:+28.0313 - T9:+79.96633 6.80000014630089e-11
605 YLR295C ATP14 rep3F04 heavy AYTEQNVETAHVAK 92 K14:+36.0756 - A1:+36.0756 - T9:+79.96633 2.80000005403735e-08
605 YLR295C ATP14 rep4F03 light AYTEQNVETAHVAK 92 K14:+28.0313 - A1:+28.0313 - T9:+79.96633 4.10000006167976e-10

606 YFR049W YMR31 rep3F10 light VVPIKHSANAGLSSSK 71
K5:+28.0313 - K16:+28.0313 - V1:+28.0313 - 

S7:+79.96633 1.40000000481422e-09
606 YFR049W YMR31 rep4F01 heavy SAYEPMIK 11 K8:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00139999995008

606 YFR049W YMR31 rep4F09 light VVPIKHSANAGLSSSK 71
K5:+28.0313 - K16:+28.0313 - V1:+28.0313 - 

S7:+79.96633 5.60000010807471e-08

606 YFR049W YMR31 rep4F10 light VVPIKHSANAGLSSSK 71
K5:+28.0313 - K16:+28.0313 - V1:+28.0313 - 

S7:+79.96633 1.50000005305628e-06
610 YER078C ICP55 rep1F01 heavy SLLDGSGNSNR 216 S1:+36.0756 - S6:+79.96633 0.00026000000071
610 YER078C ICP55 rep3F02 heavy SLLDGSGNSNR 216 S1:+36.0756 - S6:+79.96633 6.6000000515487e-05
610 YER078C ICP55 rep3F02 light SLLDGSGNSNR 219 S1:+28.0313 - S9:+79.96633 1.40000001920271e-05
610 YER078C ICP55 rep4F01 inter SLLDGSGNSNR 216 S1:+32.0564 - S6:+79.96633 9.89999989542412e-07
615 YDL003W MCD1 rep3F02 heavy VQGAAPWDTSLEVGR 175 V1:+36.0756 - S10:+79.96633 2.50000002921524e-08
615 YDL003W MCD1 rep3F03 heavy NDQNNDDDDNSVEQGRR 263 N1:+36.0756 - S11:+79.96633 0.00022000000172
615 YDL003W MCD1 rep4F01 inter VQGAAPWDTSLEVGR 175 V1:+32.0564 - S10:+79.96633 7.00000009601354e-06
615 YDL003W MCD1 rep4F02 inter NDQNNDDDDNSVEQGRR 263 N1:+32.0564 - S11:+79.96633 0.00659999996424
617 YER155C BEM2 rep1F01 heavy SSMAIDPQMLVPDYR 306 S1:+36.0756 - S1:+79.96633 1.69999996302295e-08
617 YER155C BEM2 rep1F04 heavy MRDSLDTTGR 1046 M1:+36.0756 - S4:+79.96633 1.39999997705864e-10
617 YER155C BEM2 rep2F04 heavy MRDSLDTTGR 1046 M1:+36.0756 - S4:+79.96633 9.2999998742016e-06
617 YER155C BEM2 rep4F04 inter MRDSLDTTGR 1046 M1:+32.0564 - S4:+79.96633 1.29999998534913e-05
618 YER073W ALD5 rep3F02 heavy IAFTGSTATGR 270 I1:+36.0756 - T9:+79.96633 0.00059000001056
618 YER073W ALD5 rep3F02 light IAFTGSTATGR 270 I1:+28.0313 - T9:+79.96633 0.00310000008903
618 YER073W ALD5 rep3F02 light IAFTGSTATGR 267 I1:+28.0313 - S6:+79.96633 1.99999999495049e-06
618 YER073W ALD5 rep4F01 inter IAFTGSTATGR 267 I1:+32.0564 - S6:+79.96633 1.3000000080865e-06
621 YDR258C HSP78 rep1F01 inter ITDTALVSAAVLSNR 303 I1:+32.0564 - T4:+79.96633 0.00023999999394

621 YDR258C HSP78 rep2F06 heavy AEIESIKNAK 406
K7:+36.0756 - K10:+36.0756 - A1:+36.0756 - 

S5:+79.96633 3.89999996741608e-07

621 YDR258C HSP78 rep3F05 light AEIESIKNAK 406
K7:+28.0313 - K10:+28.0313 - A1:+28.0313 - 

S5:+79.96633 1.40000000481422e-09

621 YDR258C HSP78 rep3F05 inter AEIESIKNAK 406
K7:+32.0564 - K10:+32.0564 - A1:+32.0564 - 

S5:+79.96633 3.90000004513169e-10



622 YFR015C GSY1 rep1F010 light IARPLSVPGSPK 655 K12:+28.0313 - I1:+28.0313 - S10:+79.96633 0.00130000000354

622 YFR015C GSY1 rep2F010 heavy IARPLSVPGSPK 651655
K12:+36.0756 - I1:+36.0756 - S6:+79.96633 - 

S10:+79.96633 4.60000001112348e-06
622 YFR015C GSY1 rep3F08 heavy IARPLSVPGSPK 651 K12:+36.0756 - I1:+36.0756 - S6:+79.96633 0.0002300000051
622 YFR015C GSY1 rep4F07 inter IARPLSVPGSPK 651 K12:+32.0564 - I1:+32.0564 - S6:+79.96633 5.70000020161388e-06
624 YBR037C SCO1 rep1F01 heavy EGSIEFSTGK 68 K10:+36.0756 - E1:+36.0756 - S3:+79.96633 1.40000001920271e-05
624 YBR037C SCO1 rep1F01 inter EGSIEFSTGK 68 K10:+32.0564 - E1:+32.0564 - S3:+79.96633 5.40000000910368e-05
624 YBR037C SCO1 rep1F01 light EGSIEFSTGK 68 K10:+28.0313 - E1:+28.0313 - S3:+79.96633 0.00011999999697
624 YBR037C SCO1 rep3F01 heavy EGSIEFSTGK 68 K10:+36.0756 - E1:+36.0756 - S3:+79.96633 0.00209999992512
626 YJL005W CYR1 rep1F01 heavy LDTNLEDVTDITK 389 K13:+36.0756 - L1:+36.0756 - T3:+79.96633 5.10000006670452e-07
626 YJL005W CYR1 rep1F04 heavy TALDTKSVNR 548 K6:+36.0756 - T1:+36.0756 - S7:+79.96633 0.00150000001304
626 YJL005W CYR1 rep2F01 heavy LDTNLEDVTDITK 389 K13:+36.0756 - L1:+36.0756 - T3:+79.96633 5.29999988430063e-06
626 YJL005W CYR1 rep4F03 inter GSSVHDINNGIADK 240 K14:+32.0564 - G1:+32.0564 - S2:+79.96633 9.80000022104965e-12
631 YOR151C RPB2 rep1F01 heavy TTPISPDEEELGQR 919 T1:+36.0756 - S5:+79.96633 1.40000000481422e-09
631 YOR151C RPB2 rep2F01 heavy TTPISPDEEELGQR 919 T1:+36.0756 - S5:+79.96633 1.70000006960436e-07
631 YOR151C RPB2 rep3F05 light EGSSARTIK 265 K9:+28.0313 - E1:+28.0313 - S4:+79.96633 0.00949999969453
631 YOR151C RPB2 rep4F01 inter TTPISPDEEELGQR 916 T1:+32.0564 - T2:+79.96633 1.90000001842883e-10
641 YIL146C ATG32 rep1F01 light SLTSSTNSFVMPK 202 K13:+28.0313 - S1:+28.0313 - S8:+79.96633 4.5000000170603e-08
641 YIL146C ATG32 rep2F02 light SLTSSTNSFVMPK 202 K13:+28.0313 - S1:+28.0313 - S8:+79.96633 2.99999992421363e-05
641 YIL146C ATG32 rep3F02 heavy SLTSSTNSFVMPK 202 K13:+36.0756 - S1:+36.0756 - S8:+79.96633 2.1000000349769e-10
641 YIL146C ATG32 rep3F02 heavy SLTSSTNSFVMPK 195 K13:+36.0756 - S1:+36.0756 - S1:+79.96633 0.00289999996312
645 YBL030C PET9 rep1F01 light TATQEGVISFWR 79 T1:+28.0313 - T3:+79.96633 1.10000000859145e-05
645 YBL030C PET9 rep1F01 inter TATQEGVISFWR 79 T1:+32.0564 - T3:+79.96633 0.00014000000374
645 YBL030C PET9 rep4F01 inter TAASPIER 42 T1:+32.0564 - S4:+79.96633 0.00230000005104
645 YBL030C PET9 rep4F01 light TATQEGVISFWR 79 T1:+28.0313 - T3:+79.96633 2.60000007301642e-07
648 YGR082W TOM20 rep1F01 heavy DPIPSDPSER 87 D1:+36.0756 - S8:+79.96633 4.30000000051223e-05
648 YGR082W TOM20 rep1F01 heavy GVVGSKAESDAVAEANDIDD 168 K6:+36.0756 - G1:+36.0756 - S5:+79.96633 8.29999979856666e-09
648 YGR082W TOM20 rep3F06 heavy VTEFLSMELAKDPIPSDPSER 87 K11:+36.0756 - V1:+36.0756 - S19:+79.96633 0.00839999970049
648 YGR082W TOM20 rep4F05 inter VTEFLSMELAKDPIPSDPSER 87 K11:+32.0564 - V1:+32.0564 - S19:+79.96633 2.40000008489005e-05
663 YDL004W ATP16 rep2F01 light AEAAAASSGLK 29 K11:+28.0313 - A1:+28.0313 - S7:+79.96633 1.40000001920271e-05
663 YDL004W ATP16 rep3F02 heavy AEAAAASSGLK 29 K11:+36.0756 - A1:+36.0756 - S7:+79.96633 3.09999990122378e-07
663 YDL004W ATP16 rep3F02 inter AEAAAASSGLK 30 K11:+32.0564 - A1:+32.0564 - S8:+79.96633 2.79999994745594e-07
666 YPL078C ATP4 rep1F01 inter VQSELGNPK 217 K9:+32.0564 - V1:+32.0564 - S3:+79.96633 4.09999993280508e-05

666 YPL078C ATP4 rep1F05 inter MSSTPEKQTDPK 39
K7:+32.0564 - K12:+32.0564 - M1:+32.0564 - 

T4:+79.96633 0.00839999970049
666 YPL078C ATP4 rep4F02 heavy VQSELGNPK 217 K9:+36.0756 - V1:+36.0756 - S3:+79.96633 5.19999994139653e-05

672 YDL048C STP4 rep2F02 inter TSANNDSDDSNDKLAASSSSEETK 354
K13:+32.0564 - K24:+32.0564 - T1:+32.0564 - 

T1:+79.96633 3.3999998996781e-12

672 YDL048C STP4 rep4F02 inter TSANNDSDDSNDKLAASSSSEETK 360
K13:+32.0564 - K24:+32.0564 - T1:+32.0564 - 

S7:+79.96633 9.10000048405524e-13

672 YDL048C STP4 rep4F02 light TSANNDSDDSNDKLAASSSSEETK 360
K13:+28.0313 - K24:+28.0313 - T1:+28.0313 - 

S7:+79.96633 1.50000001308825e-09
681 YDR384C ATO3 rep1F01 heavy TSSASSPQDLEK 4 K12:+36.0756 - T1:+36.0756 - S3:+79.96633 7.69999966565571e-11
681 YDR384C ATO3 rep2F01 light SSASSPQDLEK 4 K11:+28.0313 - S1:+28.0313 - S2:+79.96633 0.00050000002375
681 YDR384C ATO3 rep2F01 light TSSASSPQDLEK 4 K12:+28.0313 - T1:+28.0313 - S3:+79.96633 3.90000004513169e-10
684 YLR305C STT4 rep1F07 heavy ERQLTITSGK 470 K10:+36.0756 - E1:+36.0756 - T5:+79.96633 7.90000012784731e-06
684 YLR305C STT4 rep2F06 inter ERQLTITSGK 470 K10:+32.0564 - E1:+32.0564 - T5:+79.96633 0.00439999997616
684 YLR305C STT4 rep4F05 inter ERQLTITSGK 470 K10:+32.0564 - E1:+32.0564 - T5:+79.96633 0.00016999999934



687 YIL129C TAO3 rep1F01 heavy ASSSNNSATSSPSIANSQLK 318 K20:+36.0756 - A1:+36.0756 - S7:+79.96633 1.00000000362749e-15
687 YIL129C TAO3 rep1F06 heavy HVSSSFNNK 300 K9:+36.0756 - H1:+36.0756 - S3:+79.96633 2.30000005103648e-05
687 YIL129C TAO3 rep3F02 light TPSNVSFK 2352 K8:+28.0313 - T1:+28.0313 - S3:+79.96633 0.00279999990016
690 YMR302C YME2 rep1F04 light AQVNSLIQQNTARESSK 167 K17:+28.0313 - A1:+28.0313 - S15:+79.96633 1.19999995183695e-12
690 YMR302C YME2 rep1F06 heavy HVSSEIQQK 46 K9:+36.0756 - H1:+36.0756 - S3:+79.96633 0.00609999988228
690 YMR302C YME2 rep2F04 light AQVNSLIQQNTARESSK 163 K17:+28.0313 - A1:+28.0313 - T11:+79.96633 1.70000000188075e-10
696 YMR286W MRPL33 rep1F03 heavy VEVTEHELTPSQQR 66 V1:+36.0756 - S11:+79.96633 5.50000010812735e-11
696 YMR286W MRPL33 rep3F04 light VEVTEHELTPSQQR 66 V1:+28.0313 - S11:+79.96633 2.89999996239132e-10
696 YMR286W MRPL33 rep4F03 light VEVTEHELTPSQQR 66 V1:+28.0313 - S11:+79.96633 2.70000005426346e-13

698 YGR155W CYS4 rep1F04 heavy FDSSKLEASTTK 350
K5:+36.0756 - K12:+36.0756 - F1:+36.0756 - 

S3:+79.96633 2.70000004576332e-08

698 YGR155W CYS4 rep3F05 light FDSSKLEASTTK 350
K5:+28.0313 - K12:+28.0313 - F1:+28.0313 - 

S3:+79.96633 1.20000004244503e-06

698 YGR155W CYS4 rep4F04 inter FDSSKLEASTTK 350
K5:+32.0564 - K12:+32.0564 - F1:+32.0564 - 

S3:+79.96633 7.00000018696301e-05
700 YLR419W YLR419W rep1F01 light SSTPVNDVPTTAGK 12 K14:+28.0313 - S1:+28.0313 - S2:+79.96633 4.19999999223819e-08
700 YLR419W YLR419W rep3F02 heavy SSTPVNDVPTTAGK 13 K14:+36.0756 - S1:+36.0756 - T3:+79.96633 0.00510000018403

700 YLR419W YLR419W rep3F05 heavy AFLSTALDAPPLPALQK  1029 1030
K17:+36.0756 - A1:+36.0756 - S4:+79.96633 - 

T5:+79.96633 0.00289999996312
705 YDR011W SNQ2 rep1F01 heavy VESFADALSR 86 V1:+36.0756 - S9:+79.96633 0.00829999987036
705 YDR011W SNQ2 rep1F01 heavy VESFADALSR 80 V1:+36.0756 - S3:+79.96633 0.00279999990016
705 YDR011W SNQ2 rep1F02 heavy STQDSSHNAVAR 10 S1:+36.0756 - S5:+79.96633 1.19999998826614e-09
709 YBR001C NTH2 rep1F04 heavy RGSEDDSFLSSQGNR 112 R1:+36.0756 - S3:+79.96633 2.90000001790247e-09
709 YBR001C NTH2 rep2F04 heavy RGSEDDSFLSSQGNR 112 R1:+36.0756 - S3:+79.96633 4.59999985151505e-13
709 YBR001C NTH2 rep4F01 inter EVWMSSPR 430 E1:+32.0564 - S5:+79.96633 0.00075000000652
711 YCR005C CIT2 rep3F02 inter NVASYLQSNSSQEK 14 K14:+32.0564 - N1:+32.0564 - S4:+79.96633 1.70000006960436e-07
711 YCR005C CIT2 rep3F02 inter TVPYLNSNR 8 T1:+32.0564 - S7:+79.96633 1.49999996210681e-05
711 YCR005C CIT2 rep4F01 heavy NVASYLQSNSSQEK 15 K14:+36.0756 - N1:+36.0756 - Y5:+79.96633 0.00025000001187
718 YFL010C WWM1 rep2F01 heavy YYPQQAPMPAAAPQQAYYGTAPSTSK 131 K26:+36.0756 - Y1:+36.0756 - S23:+79.96633 1.60000001869776e-06
718 YFL010C WWM1 rep4F01 inter QQADQAPPPYSSQSTPQVQAGAQAQQPR 78 Q1:+32.0564 - T15:+79.96633 1.10000001996013e-07
718 YFL010C WWM1 rep4F01 inter YYPQQAPMPAAAPQQAYYGTAPSTSK 131 K26:+32.0564 - Y1:+32.0564 - S23:+79.96633 9.10000048405524e-13
722 YCL005W LDB16 rep2F01 heavy NASDADIVNIK 241 K11:+36.0756 - N1:+36.0756 - S3:+79.96633 4.69999986307812e-06
722 YCL005W LDB16 rep3F01 inter NASDADIVNIK 241 K11:+32.0564 - N1:+32.0564 - S3:+79.96633 1.49999996210681e-05
722 YCL005W LDB16 rep4F01 inter NASDADIVNIK 241 K11:+32.0564 - N1:+32.0564 - S3:+79.96633 0.00015000000712
733 YOR285W RDL1 rep1F04 light NVSNIQSYSFEDMKR 26 K14:+28.0313 - N1:+28.0313 - S9:+79.96633 6.90000001579705e-11
733 YOR285W RDL1 rep3F05 inter NVSNIQSYSFEDMKR 26 K14:+32.0564 - N1:+32.0564 - S9:+79.96633 1.80000007005696e-14
733 YOR285W RDL1 rep4F01 heavy NVSNIQSYSFEDMKR 26 K14:+36.0756 - N1:+36.0756 - S9:+79.96633 1.30000003650821e-07
734 YLR203C MSS51 rep1F02 inter NALGLDPPPSPEDPTPENR 51 N1:+32.0564 - S10:+79.96633 3.00000002617651e-09
734 YLR203C MSS51 rep2F02 heavy NALGLDPPPSPEDPTPENR 51 N1:+36.0756 - S10:+79.96633 2.70000004576332e-08
734 YLR203C MSS51 rep4F02 inter NALGLDPPPSPEDPTPENR 51 N1:+32.0564 - S10:+79.96633 4.2000000699538e-10
737 YBR081C SPT7 rep3F01 heavy VGAENDGDSSLFLR 1293 V1:+36.0756 - S9:+79.96633 0.00130000000354
737 YBR081C SPT7 rep3F07 heavy SFPLTQEEEHHGAVSPAVDTR 88 S1:+36.0756 - S15:+79.96633 2.79999994745594e-06
737 YBR081C SPT7 rep4F01 inter VGAENDGDSSLFLR 1293 V1:+32.0564 - S9:+79.96633 9.49999972021942e-08
739 YMR193W MRPL24 rep1F01 heavy IYYDEIVNGSPR 195 I1:+36.0756 - S10:+79.96633 0.00860000029206
739 YMR193W MRPL24 rep3F02 light IYYDEIVNGSPR 195 I1:+28.0313 - S10:+79.96633 0.00023999999394
739 YMR193W MRPL24 rep4F01 inter IYYDEIVNGSPR 195 I1:+32.0564 - S10:+79.96633 4.8999998398358e-05
746 YCR010C ADY2 rep1F01 light IYTGGDNNEYIYIGR 47 I1:+28.0313 - T3:+79.96633 5.00000006675716e-11
746 YCR010C ADY2 rep2F01 light IYTGGDNNEYIYIGR 47 I1:+28.0313 - T3:+79.96633 0.00026999998954



746 YCR010C ADY2 rep4F01 heavy IYTGGDNNEYIYIGR 47 I1:+36.0756 - T3:+79.96633 1.30000003650821e-07
748 YBL064C PRX1 rep3F01 heavy INSDAPNFDADTTVGK 53 K16:+36.0756 - I1:+36.0756 - S3:+79.96633 0.00083999999333
748 YBL064C PRX1 rep3F02 heavy LIFTYPSTVGR 194 L1:+36.0756 - S7:+79.96633 1.29999998534913e-05
748 YBL064C PRX1 rep3F02 light LIFTYPSTVGR 194 L1:+28.0313 - S7:+79.96633 0.0063000000082
750 YGL093W SPC105 rep1F01 light MSPITFSDVDNK 380 K12:+28.0313 - M1:+28.0313 - S2:+79.96633 0.00170000002254
750 YGL093W SPC105 rep3F02 heavy MSPITFSDVDNK 380 K12:+36.0756 - M1:+36.0756 - S2:+79.96633 2.20000003992027e-07
750 YGL093W SPC105 rep4F01 inter MSPITFSDVDNK 380 K12:+32.0564 - M1:+32.0564 - S2:+79.96633 1.89999994404388e-07

752 YDL126C CDC48 rep3F09 light FGLSPSKGVLFYGPPGTGK 519
K7:+28.0313 - K19:+28.0313 - F1:+28.0313 - 

S4:+79.96633 9.00000018955183e-10
752 YDL126C CDC48 rep4F01 inter SVSDAELR 768 S1:+32.0564 - S1:+79.96633 0.00109999999404

752 YDL126C CDC48 rep4F08 inter FGLSPSKGVLFYGPPGTGK 519
K7:+32.0564 - K19:+32.0564 - F1:+32.0564 - 

S4:+79.96633 6.80000000752301e-10
761 YJR077C MIR1 rep3F02 heavy FFIDNLGYDTASR 111 F1:+36.0756 - S12:+79.96633 1.1999999571799e-07
761 YJR077C MIR1 rep4F01 light FFIDNLGYDTASR 109 F1:+28.0313 - T10:+79.96633 6.19999995787879e-10
761 YJR077C MIR1 rep4F01 heavy FFIDNLGYDTASR 109 F1:+36.0756 - T10:+79.96633 3.00000010611257e-06
765 YHR008C SOD2 rep1F01 light AIDEQFGSLDELIK 139 K14:+28.0313 - A1:+28.0313 - S8:+79.96633 4.60000006835548e-12
765 YHR008C SOD2 rep4F01 light AIDEQFGSLDELIK 139 K14:+28.0313 - A1:+28.0313 - S8:+79.96633 1.49999994647487e-08
765 YHR008C SOD2 rep4F05 light WDFGALEPYISGQINELHYTK 45 K21:+28.0313 - W1:+28.0313 - S11:+79.96633 9.99999971718069e-10

767 YOR070C GYP1 rep1F03 heavy HSSSGSVGNNCSNSTEPNK 130
C11:+57.02146 - K19:+36.0756 - H1:+36.0756 - 

S2:+79.96633 0.00025000001187

767 YOR070C GYP1 rep3F04 inter HSSSGSVGNNCSNSTEPNK 130
C11:+57.02146 - K19:+32.0564 - H1:+32.0564 - 

S2:+79.96633 0.00170000002254

779 YLR442C SIR3 rep3F10 heavy IHSMNENPTPEKGNAK 454
K12:+36.0756 - K16:+36.0756 - I1:+36.0756 - 

T9:+79.96633 9.29999998788844e-07

779 YLR442C SIR3 rep4F09 inter IHSMNENPTPEKGNAK 454
K12:+32.0564 - K16:+32.0564 - I1:+32.0564 - 

T9:+79.96633 0.00025000001187
781 YER125W RSP5 rep2F08 light LPSSSPHSQAPSGHTASSSTNTSSTTR 145 L1:+28.0313 - S8:+79.96633 2.3999999143598e-07
781 YER125W RSP5 rep4F06 inter LPSSSPHSQAPSGHTASSSTNTSSTTR 149 L1:+32.0564 - S12:+79.96633 1.50000005305628e-06

783 YPR125W YLH47 rep1F08 inter TTDGNQESASKVSPVKEK 71
K11:+32.0564 - K16:+32.0564 - K18:+32.0564 - 

T1:+32.0564 - S13:+79.96633 0.00011000000086

783 YPR125W YLH47 rep3F07 light TTDGNQESASKVSPVKEK 71
K11:+28.0313 - K16:+28.0313 - K18:+28.0313 - 

T1:+28.0313 - S13:+79.96633 7.10000023218527e-08

789 YGR159C NSR1 rep1F07 heavy NTASFAGSKK 405
K9:+36.0756 - K10:+36.0756 - N1:+36.0756 - 

S4:+79.96633 0.00960000045598
789 YGR159C NSR1 rep4F01 inter NTASFAGSK 405 K9:+32.0564 - N1:+32.0564 - S4:+79.96633 9.39999972615624e-06
802 YNL005C MRP7 rep1F06 heavy RESWTNEK 234 K8:+36.0756 - R1:+36.0756 - S3:+79.96633 0.00240000011399
802 YNL005C MRP7 rep3F06 heavy RESWTNEK 234 K8:+36.0756 - R1:+36.0756 - S3:+79.96633 4.39999985246686e-06
810 YOR158W PET123 rep3F02 light TVAEPQSIK 84 K9:+28.0313 - T1:+28.0313 - S7:+79.96633 0.00159999995958

810 YOR158W PET123 rep4F03 inter TVAEPQSIKSSNGSAQK 87
K9:+32.0564 - K17:+32.0564 - T1:+32.0564 - 

S10:+79.96633 2.09999998332933e-05
811 YKL203C TOR2 rep1F06 heavy VITGSAGHIGK 65 K11:+36.0756 - V1:+36.0756 - S5:+79.96633 0.00026999998954
811 YKL203C TOR2 rep4F05 heavy VITGSAGHIGK 65 K11:+36.0756 - V1:+36.0756 - S5:+79.96633 5.30000022536115e-07
812 YKL205W LOS1 rep1F06 light ASSPNFVPLHK 406 K11:+28.0313 - A1:+28.0313 - S3:+79.96633 0.00022000000172
812 YKL205W LOS1 rep4F05 light ASSPNFVPLHK 406 K11:+28.0313 - A1:+28.0313 - S3:+79.96633 0.0002300000051
822 YDR061W YDR061W rep1F06 heavy GVMPTAHLSAR 98 G1:+36.0756 - S9:+79.96633 2.29999997714003e-07
822 YDR061W YDR061W rep4F01 inter ASGSNAVSYK 123 K10:+32.0564 - A1:+32.0564 - S4:+79.96633 0.00130000000354

829 YDR513W GRX2 rep3F09 light HIGGNSDLETLKK 127
K12:+28.0313 - K13:+28.0313 - H1:+28.0313 - 

T10:+79.96633 5.80000023703287e-13



829 YDR513W GRX2 rep4F08 light HIGGNSDLETLKK 123
K12:+28.0313 - K13:+28.0313 - H1:+28.0313 - 

S6:+79.96633 1.19999996051057e-10

831 YKL060C FBA1 rep2F010 heavy DYIMSPVGNPEGPEKPNKK 313
K15:+36.0756 - K18:+36.0756 - K19:+36.0756 - 

D1:+36.0756 - S5:+79.96633 1.2999999687846e-10
831 YKL060C FBA1 rep4F01 inter GISNEGQNASIK 76 K12:+32.0564 - G1:+32.0564 - S3:+79.96633 1.3000000080865e-06
832 YDR219C MFB1 rep3F02 heavy SSTNSVFSSSSPK 238 K13:+36.0756 - S1:+36.0756 - S11:+79.96633 0.00013000000035
832 YDR219C MFB1 rep4F01 light SSTNSVFSSSSPK 232 K13:+28.0313 - S1:+28.0313 - S5:+79.96633 0.00380000006407
842 YMR060C SAM37 rep1F01 inter AMESASQLAQSK 192 K12:+32.0564 - A1:+32.0564 - S4:+79.96633 6.80000014630089e-11
842 YMR060C SAM37 rep4F01 inter AMESASQLAQSK 192 K12:+32.0564 - A1:+32.0564 - S4:+79.96633 3.0999999580672e-06
847 YOR298C-A MBF1 rep2F02 heavy GNNIGSPLGAPK 143 K12:+36.0756 - G1:+36.0756 - S6:+79.96633 2.79999994745594e-07
847 YOR298C-A MBF1 rep4F02 heavy GNNIGSPLGAPK 143 K12:+36.0756 - G1:+36.0756 - S6:+79.96633 4.99999996961265e-09
856 YML042W CAT2 rep2F06 light MHSAIVNYSTQK 25 K12:+28.0313 - M1:+28.0313 - S3:+79.96633 4.50000015916885e-06
856 YML042W CAT2 rep3F01 inter SVSTASLEFVSK 514 K12:+32.0564 - S1:+32.0564 - S3:+79.96633 2.60000003748928e-08

866 YGL191W COX13 rep3F09 heavy SLPPNALKPAFGPPDK 12
K8:+36.0756 - K16:+36.0756 - S1:+36.0756 - 

S1:+79.96633 - S1:+42.01056 0.00019999999495

866 YGL191W COX13 rep4F08 heavy SLPPNALKPAFGPPDK 12
K8:+36.0756 - K16:+36.0756 - S1:+36.0756 - 

S1:+79.96633 - S1:+42.01056 0.00600000005215
867 YOR086C TCB1 rep1F02 heavy AGTTVIGGGVGAIGK 1147 K15:+36.0756 - A1:+36.0756 - T4:+79.96633 3.19999998721343e-11
867 YOR086C TCB1 rep2F02 inter AGTTVIGGGVGAIGK 1147 K15:+32.0564 - A1:+32.0564 - T4:+79.96633 5.40000000910368e-05
878 YBR269C FMP21 rep1F01 light NDIGSFSPEFSK 95 K12:+28.0313 - N1:+28.0313 - S7:+79.96633 2.19999992623343e-06
878 YBR269C FMP21 rep1F01 inter NDIGSFSPEFSK 95 K12:+32.0564 - N1:+32.0564 - S7:+79.96633 4.70000003360838e-08
882 YPL083C SEN54 rep1F01 heavy AMFDTISDSIR 79 A1:+36.0756 - S7:+79.96633 1.10000000859145e-05
882 YPL083C SEN54 rep4F01 inter AMFDTISDSIR 79 A1:+32.0564 - S7:+79.96633 2.20000003992027e-07
884 YDL178W DLD2 rep3F01 light SILSEQEILR 74 S1:+28.0313 - S4:+79.96633 5.40000000910368e-05
884 YDL178W DLD2 rep4F01 light SILSEQEILR 74 S1:+28.0313 - S4:+79.96633 5.10000018039136e-06
887 YDR036C EHD3 rep3F04 inter VTEREVLNHFANVIPSR 457 V1:+32.0564 - T2:+79.96633 0.0097000002861

887 YDR036C EHD3 rep3F04 heavy MTTQPQLNVTDAPPVLFTVQDTAR 34
M1:+36.0756 - M1:+15.99491 - T10:+79.96633 - 

M1:+42.01056 0.00022000000172
888 YMR241W YHM2 rep1F01 heavy SASAGGVPQSSWSVFK 147 K16:+36.0756 - S1:+36.0756 - S3:+79.96633 9.70000023635701e-15
888 YMR241W YHM2 rep2F01 inter SASAGGVPQSSWSVFK 147 K16:+32.0564 - S1:+32.0564 - S3:+79.96633 9.99999997475243e-07
893 YOR108W LEU9 rep1F01 heavy EIEVSFPSASQTDFDFTR 108 E1:+36.0756 - T12:+79.96633 1.00000000362749e-15
893 YNL104C LEU4 rep4F01 inter EAYNYNDEQYQAISLVNYNVEK 481 K22:+32.0564 - E1:+32.0564 - S14:+79.96633 1.69999994983905e-12
895 YDL130W-A STF1 rep1F01 light SDGPLGGAGPGNPQDIFIK 24 K19:+28.0313 - S1:+28.0313 - S1:+79.96633 1.00000000362749e-15
895 YDL130W-A STF1 rep1F01 inter SDGPLGGAGPGNPQDIFIK 24 K19:+32.0564 - S1:+32.0564 - S1:+79.96633 2.00000000725499e-15
897 YER015W FAA2 rep2F02 light VGLEPLTLEDDVVTPTFK 711 K18:+28.0313 - V1:+28.0313 - T14:+79.96633 9.00000018087821e-13
897 YER015W FAA2 rep2F02 light VGLEPLTLEDDVVTPTFK 711 K18:+28.0313 - V1:+28.0313 - T14:+79.96633 6.79999985209179e-08
898 YBR177C EHT1 rep2F02 light NPSFYMFTPENLIK 332 K14:+28.0313 - N1:+28.0313 - S3:+79.96633 2.49999993684469e-06
898 YBR177C EHT1 rep2F02 inter NPSFYMFTPENLIK 332 K14:+32.0564 - N1:+32.0564 - S3:+79.96633 9.69999983113645e-11

900 YBR230C OM14 rep1F012 light HDSNASPNSDSEDGHHHNNKK 12
K20:+28.0313 - K21:+28.0313 - H1:+28.0313 - 

S6:+79.96633 1.89999991562217e-05
902 YGR240C PFK1 rep1F01 heavy NEASPNTDAK 895 K10:+36.0756 - N1:+36.0756 - S4:+79.96633 0.00022000000172
906 YFR044C DUG1 rep1F03 heavy GDDGAHSINEK 451 K11:+36.0756 - G1:+36.0756 - S7:+79.96633 4.79999982871959e-07
913 YGR220C MRPL9 rep1F04 heavy HGGSYGQNQDPGR 204 H1:+36.0756 - S4:+79.96633 0.00041000000783

919 YGR132C PHB1 rep4F10 light TKPKSIATNTGTK 77
K2:+28.0313 - K4:+28.0313 - K13:+28.0313 - 

T1:+28.0313 - S5:+79.96633 1.50000005305628e-06
921 YGR165W MRPS35 rep4F06 light NLSTVGEHSSGHQQSTNK 282 K18:+28.0313 - N1:+28.0313 - S10:+79.96633 3.09999990122378e-07
927 YGL129C RSM23 rep1F03 heavy SSSVSSYSSAKR 84 K11:+36.0756 - S1:+36.0756 - S8:+79.96633 2.90000001790247e-09
932 YJR019C TES1 rep4F01 heavy SITPENDAR 242 S1:+36.0756 - T3:+79.96633 0.00066000001971



935 YHR042W NCP1 rep2F02 heavy MSDDGDITAVSSGNR 41 M1:+36.0756 - T8:+79.96633 1.49999996210681e-05
941 YIL154C IMP2 rep3F01 heavy DSNVSSLSR 58 D1:+36.0756 - S6:+79.96633 0.00079000002006

949 YAL035W FUN12 rep4F04 inter STPAATPAATPTPSSASPNKK 397
K20:+32.0564 - K21:+32.0564 - S1:+32.0564 - 

S17:+79.96633 1.30000003817354e-12
954 YGL195W|reversed GCN1 rep3F06 light EVLAGLARAATAR 1047 E1:+28.0313 - T11:+79.96633 9.99999974737875e-05
962 YHR037W PUT2 rep1F01 inter IQSGVVEGK 301 K9:+32.0564 - I1:+32.0564 - S3:+79.96633 0.00039000000106
968 YPL137C GIP3 rep3F07 light HVESGYHVPEEK 1042 K12:+28.0313 - H1:+28.0313 - S4:+79.96633 0.00019000000611
969 YJL094C KHA1 rep1F01 heavy MTTATDSTLK 525 K10:+36.0756 - M1:+36.0756 - T3:+79.96633 2.19999992623343e-06
972 YDR141C DOP1 rep4F02 inter MEAEENPSETETNDSHLDR 244 M1:+32.0564 - S8:+79.96633 1.00000000362749e-15
974 YNL009W IDP3 rep1F01 light CATITPDEAR 77 C1:+57.02146 - C1:+28.0313 - T5:+79.96633 5.7000001106644e-05

993 YLR105C SEN2 rep1F04 heavy GGTKSNTETEMTLEK 116
K4:+36.0756 - K15:+36.0756 - G1:+36.0756 - 

S5:+79.96633 1.0000000116861e-07
997 YDR511W ACN9 rep4F07 light ATHNSQLLLPPLVLYR 27 A1:+28.0313 - Y15:+79.96633 - A1:+42.01056 0.00065000000177
1001 YPR095C SYT1 rep1F01 heavy SNANSTITGMSR 399 S1:+36.0756 - S5:+79.96633 2.99999989294975e-08
1007 YAL019W FUN30 rep4F02 inter SGSHSNDEDDVVQVPETSSPTK 6 K22:+32.0564 - S1:+32.0564 - S5:+79.96633 1.2999999687846e-10
1011 YPL215W CBP3 rep4F01 inter ETAQDSPELLAK 44 K12:+32.0564 - E1:+32.0564 - S6:+79.96633 7.30000028852373e-05
1012 YKL040C NFU1 rep3F02 light TLTTPNENALK 28 K11:+28.0313 - T1:+28.0313 - T3:+79.96633 5.20000014603283e-07
1018 YAL048C GEM1 rep1F01 heavy DFSSSPTYSPK 54 K11:+36.0756 - D1:+36.0756 - S9:+79.96633 7.00000018696301e-05
1019 YKR085C MRPL20 rep3F02 light GLDMPVQSTK 91 K10:+28.0313 - G1:+28.0313 - S8:+79.96633 1.89999991562217e-05
1021 YKL087C CYT2 rep4F05 inter VVVPLHNSINER 111 V1:+32.0564 - S8:+79.96633 8.40000029711518e-06
1027 YEL037C RAD23 rep4F01 inter TESASTPGFVVGTER 139 T1:+32.0564 - T6:+79.96633 6.00000005235302e-09
1029 YPL082C MOT1 rep3F02 heavy NMTNSAASLATSPTSNQLNPK 243 K21:+36.0756 - N1:+36.0756 - S8:+79.96633 2.0999999961191e-08
1032 YNL227C JJJ1 rep2F01 inter GLQTDDDEDWSTK 504 K13:+32.0564 - G1:+32.0564 - T4:+79.96633 4.69999986307812e-06
1034 YJR113C RSM7 rep3F02 light VDLLQGSQAGSK 82 K12:+28.0313 - V1:+28.0313 - S7:+79.96633 2.80000000962843e-09

1036 YKR036C CAF4 rep4F08 inter EIYLDHSPLKEK 403
K10:+32.0564 - K12:+32.0564 - E1:+32.0564 - 

S7:+79.96633 5.99999997602518e-12

1037 YDR508C GNP1 rep2F06 inter KSSYITVDGIK 124
K1:+32.0564 - K11:+32.0564 - K1:+32.0564 - 

S3:+79.96633 0.00039000000106

1040 YMR267W PPA2 rep1F010 inter STIQQGSKYTLGFKKYLT  35 44 50

K8:+32.0564 - K14:+32.0564 - K15:+32.0564 - 
S1:+32.0564 - S1:+79.96633 - T10:+79.96633 - 

Y16:+79.96633 0.00044000000344
1046 YKR027W BCH2 rep1F04 heavy MIESSDKLSTELR 568 K7:+36.0756 - M1:+36.0756 - S4:+79.96633 1.69999994983905e-12
1047 YDR462W MRPL28 rep4F01 inter VVTQLSVMSASR 50 V1:+32.0564 - S9:+79.96633 3.89999987859824e-09
1048 YJR091C JSN1 rep3F05 light LLEEVGLASPSSTHNK 913 K16:+28.0313 - L1:+28.0313 - S9:+79.96633 2.1000000349769e-11

1064 YOR090C PTC5 rep3F05 inter YKDNNSSSPSGSNPEYLIEDK 484
K2:+32.0564 - K21:+32.0564 - Y1:+32.0564 - 

S7:+79.96633 1.40000000481422e-09
1071 YPL036W PMA2 rep2F04 light VVPEKDLSTDPAYGLTSDEVAR 110 K5:+28.0313 - V1:+28.0313 - S8:+79.96633 6.89999977727257e-13
1076 YPR083W MDM36 rep3F01 heavy LSSSTSDMSLMMQR 404 L1:+36.0756 - S4:+79.96633 0.00075000000652
1080 YIL022W TIM44 rep4F01 inter LMDPTFSNESFTR 288 L1:+32.0564 - S10:+79.96633 1.10000000219657e-08

1084 YLL013C PUF3 rep4F02 inter SVSNASLDTQNTFEQNVESDKNFNK 207
K21:+32.0564 - K25:+32.0564 - S1:+32.0564 - 

S3:+79.96633 1.00000000362749e-15
1085 YFL018C LPD1 rep4F08 light IGKFPFAANSR 418 K3:+28.0313 - I1:+28.0313 - S10:+79.96633 6.6000000515487e-05

1094 YLR270W DCS1 rep4F01 inter STPVLYNCENEYSCINGIQELK 66
C8:+57.02146 - C14:+57.02146 - K22:+32.0564 - 

S1:+32.0564 - T2:+79.96633 3.09999990122378e-08
1095 YMR152W YIM1 rep2F01 light SVTYVNNTTPVTITSSELDLR 25 S1:+28.0313 - S16:+79.96633 3.09999991171886e-13
1096 YJR089W BIR1 rep3F01 heavy FSVNSEEDLNFSEVK 508 K15:+36.0756 - F1:+36.0756 - S5:+79.96633 9.60000033956021e-06
1100 YDR032C PST2 rep4F01 inter GIEAAGGSADIYQVEETLSPEVVK 43 K24:+32.0564 - G1:+32.0564 - S19:+79.96633 1.00000000362749e-15
1103 YMR024W MRPL3 rep4F01 heavy LQLPNELTYSTLSR 114 L1:+36.0756 - S10:+79.96633 0.00030000001425



1105 YLR454W FMP27 rep1F01 heavy SATDSEIPLTPAALNINGK 1142 K19:+36.0756 - S1:+36.0756 - S1:+79.96633 6.09999988228083e-05

1109 YML128C MSC1 rep3F02 heavy KDDFQDSQTYSTIMQDFDK 415417
K1:+36.0756 - K19:+36.0756 - K1:+36.0756 - 

S7:+79.96633 - T9:+79.96633 3.09999990122378e-07
1114 YER080W AIM9 rep2F02 light AIPNMQELLSPR 410 A1:+28.0313 - S10:+79.96633 0.00019999999495
1115 YOL071W EMI5 rep1F01 light EILSMPDLSKYQ 159 K10:+28.0313 - E1:+28.0313 - S9:+79.96633 9.99999997475243e-07

1117 YIL070C MAM33 rep3F06 light IEKETLPESTSLDSFNDFLNK 76
K3:+28.0313 - K21:+28.0313 - I1:+28.0313 - 

S14:+79.96633 4.39999991996842e-09
1119 YER086W ILV1 rep3F07 light IISFEFPERPGALTR 498 I1:+28.0313 - S3:+79.96633 0.00052000000142
1121 YPL262W FUM1 rep4F04 light LDDHFPLVVFQTGSGTQSNMNANEVISNR 124 L1:+28.0313 - S14:+79.96633 3.0999999794815e-14

Supplemental data S3: Details about mitochondrial identified phosphopeptides

Position of the phosphorylated amino acids were determined from precursor proteins. When the position of the phosphorylated residue is ambiguous, the different possibilities are noted.
Samples were noted as repxFy where x represents the number of the analyzed triplex and y the number of the SCX fraction. Labelling refers to one of the 3 labelling solutions used. Light label corresponds to lactate 
condition in rep1 and rep2, to glucose condition in rep3 and to galactose condition in rep4. Inter label corresponds to galactose conditon in rep1 and rep2, to lactate condition in rep3 and to glucose condition in rep4.Heavy 
label corresponds to glucose conditon in rep1 and rep2, to galactose condition in rep3 and to lactate condition in rep4. 



Group ORF Gene Phosphosite Reproducibility
1 YER178W PDA1 309 313 315 12
1 YER178W PDA1  166 2

2 YOL109W ZEO1 10 4
2 YOL109W ZEO1 22 3
2 YOL109W ZEO1 25 12
2 YOL109W ZEO1 40 12
2 YOL109W ZEO1 49 12
2 YOL109W ZEO1  89 7

3 YMR031C YMR031C  18 19 23 27 9
3 YMR031C YMR031C  130 132 133 3
3 YMR031C YMR031C  759 762 763 775 10
3 YMR031C YMR031C  179 181 182 6
3 YMR031C YMR031C 752 3
3 YMR031C YMR031C  720 4
3 YMR031C YMR031C  397 401 3
3 YMR031C YMR031C  584 3
3 YMR031C YMR031C  649 2
3 YMR031C YMR031C 166 168 2
3 YMR031C YMR031C  701 710 2
3 YMR031C YMR031C  56 1

4 YGR086C PIL1  14 16 26 27 12
4 YGR086C PIL1  230 233 12
4 YGR086C PIL1 158 163 7
4 YGR086C PIL1  41 9
4 YGR086C PIL1  45 8
4 YGR086C PIL1  138 2

4 YPL004C LSP1 40 41 11
4 YPL004C LSP1  26 27 7
4 YPL004C LSP1  59 2
4 YPL004C LSP1  77 1
4 YPL004C LSP1  138 1
4 YPL004C LSP1  188 1
4 YPL004C LSP1  233 1
4 YPL004C LSP1  200 1

8 YBL099W ATP1  178 12
8 YBL099W ATP1 43 4
8 YBL099W ATP1  57 11
8 YBL099W ATP1  445 5
8 YBL099W ATP1  230 1
8 YBL099W ATP1 46 47 6
8 YBL099W ATP1 37 38 11

9 YJR121W ATP2 302 1
9 YJR121W ATP2 299 4
9 YJR121W ATP2 40 6
9 YJR121W ATP2 39 12
9 YJR121W ATP2 43 12
9 YJR121W ATP2 35 12



10 YOR374W ALD4  500 9
10 YOR374W ALD4  96 99 5
10 YOR374W ALD4 267 269 272 5
10 YOR374W ALD4  219 220 6
10 YOR374W ALD4 172 4
10 YOR374W ALD4 360 5
10 YOR374W ALD4  155 1
10 YOR374W ALD4  25 1
10 YOR374W ALD4  139 1
10 YOR374W ALD4 175 2

12 YIL136W OM45  207 12
12 YIL136W OM45  243 244 4
12 YIL136W OM45  324 6
12 YIL136W OM45  37 48 6
12 YIL136W OM45  94 5
12 YIL136W OM45  78 4
12 YIL136W OM45  170 1

14 YPL186C UIP4 185 5
14 YPL186C UIP4  140 9
14 YPL186C UIP4  146 150 7
14 YPL186C UIP4  127 2
14 YPL186C UIP4 205 6

16 YGR244C LSC2  102 12
16 YGR244C LSC2  263 12
16 YGR244C LSC2  207 4
16 YGR244C LSC2  193 2

17 YNL055C POR1 2 6 7 10 9
17 YNL055C POR1  101 103 12
17 YNL055C POR1  238 240 8
17 YNL055C POR1  109 5
17 YNL055C POR1 54 55 4
17 YNL055C POR1 230 4
17 YNL055C POR1  91 4
17 YNL055C POR1  215 2
17 YNL055C POR1  170 2
17 YNL055C POR1  78 1

19 YLR304C ACO1 549 556 9
19 YLR304C ACO1  37 6
19 YLR304C ACO1  83 5
19 YLR304C ACO1  18 20 7
19 YLR304C ACO1  391 6
19 YLR304C ACO1  395 2
19 YLR304C ACO1  298 2
19 YLR304C ACO1  591 1

20 YNL121C TOM70 230 232 234 237 12
20 YNL121C TOM70 74 77 78 8
20 YNL121C TOM70  174 6
20 YNL121C TOM70  596 1
20 YNL121C TOM70 228 4



24 YNL071W LAT1 127 131 133 134 135 10
24 YNL071W LAT1  157 158 165 10
24 YNL071W LAT1  368 7
24 YNL071W LAT1 270 276 280 5
24 YNL071W LAT1  210 215 216 4
24 YNL071W LAT1  294 2
24 YNL071W LAT1  190 1
24 YNL071W LAT1  43 1

25 YDR233C RTN1 217 219 225 232 233 12
25 YDR233C RTN1  206 5
25 YDR233C RTN1  186 1

27 YLL040C VPS13  1731 11
27 YLL040C VPS13  1715 10
27 YLL040C VPS13 1364 1369 1371 7
27 YLL040C VPS13  1379 1382 8
27 YLL040C VPS13  436 7

30 YJL052W TDH1 201 207 208 209 12
30 YJL052W TDH1  239 2
30 YJL052W TDH1  227 3
30 YJL052W TDH1 199 2

32 YOR142W LSC1 285 292 294 298 11
32 YOR142W LSC1  184 186 12
32 YOR142W LSC1  313 1

39 YKL016C ATP7 112 12
39 YKL016C ATP7  23 25 4
39 YKL016C ATP7  95 1
39 YKL016C ATP7 109 8
39 YKL016C ATP7 31 4

40 YJR045C SSC1 71 1
40 YJR045C SSC1  177 4
40 YJR045C SSC1 450 457 3
40 YJR045C SSC1  137 139 2
40 YJR045C SSC1  440 1
40 YJR045C SSC1  31 1
40 YJR045C SSC1  330 1
40 YJR045C SSC1 61 10
40 YJR045C SSC1 64 7

40 YEL030W ECM10  122 2

42 YLR259C HSP60 377 378 379 8
42 YLR259C HSP60  485 9
42 YLR259C HSP60  185 2
42 YLR259C HSP60  495 2
42 YLR259C HSP60  407 1
42 YLR259C HSP60  197 1
42 YLR259C HSP60  100 1
42 YLR259C HSP60  122 1
42 YLR259C HSP60 231 1



43 YHR135C YCK1 522 523 527 11
43 YHR135C YCK1 485 493 4
43 YHR135C YCK1  39 2
43 YHR135C YCK1  507 2
43 YHR135C YCK1  49 1
43 YHR135C YCK1  422 1

49 YLR355C ILV5 56 59 3
49 YLR355C ILV5  317 6
49 YLR355C ILV5  215 216 6
49 YLR355C ILV5 44 1
49 YLR355C ILV5  374 3
49 YLR355C ILV5  205 2
49 YLR355C ILV5  257 1
49 YLR355C ILV5  170 1
49 YLR355C ILV5 355 360 9

50 YBL045C COR1 133 134 4
50 YBL045C COR1 135 9
50 YBL045C COR1  94 95 98 5
50 YBL045C COR1  247 3
50 YBL045C COR1 172 2
50 YBL045C COR1 175 1
50 YBL045C COR1  287 2
50 YBL045C COR1 112 2
50 YBL045C COR1 20 24 6

53 YMR108W ILV2 47 9
53 YMR108W ILV2  270 277 278 6
53 YMR108W ILV2  466 5
53 YMR108W ILV2  386 3
53 YMR108W ILV2  288 2
53 YMR108W ILV2 52 2

60 YBL015W ACH1  241 247 6
60 YBL015W ACH1  397 4

62 YIL125W KGD1  530 6
62 YIL125W KGD1  988 995 7
62 YIL125W KGD1  910 8
62 YIL125W KGD1  453 457 5

74 YML008C ERG6  373 375 377 378 382 10
74 YML008C ERG6  29 5

77 YBR026C ETR1 266 4
77 YBR026C ETR1 135 136 137 8
77 YBR026C ETR1 10 11 12 6
77 YBR026C ETR1  49 1
77 YBR026C ETR1  296 1

78 YJR060W CBF1  138 155 156 9
78 YJR060W CBF1  200 1

79 YPR191W QCR2 331 334 11



79 YPR191W QCR2  168 4
79 YPR191W QCR2  217 1

80 YKL192C ACP1  41 12

86 YKL217W JEN1  584 5
86 YKL217W JEN1  80 81 5
86 YKL217W JEN1  11 3
86 YKL217W JEN1  603 606 2
86 YKL217W JEN1  61 66 70 1

88 YFR024C-A LSB3 303 298 9
88 YFR024C-A LSB3  397 8
88 YFR024C-A LSB3  380 1
88 YFR024C-A LSB3 300 6

90 YIL094C LYS12 23 25 7
90 YIL094C LYS12  98 4
90 YIL094C LYS12  211 3
90 YIL094C LYS12  146 3
90 YIL094C LYS12  107 108 2
90 YIL094C LYS12  359 360 1
90 YIL094C LYS12  348 1

91 YLL041C SDH2  21 23 4
91 YLL041C SDH2 28 30 8
91 YLL041C SDH2 24 1

93 YFR053C HXK1  15 12

94 YOR020W-A YOR020W-A  45 49 53 56 57 59

95 YER033C ZRG8  676 6
95 YER033C ZRG8  17 8
95 YER033C ZRG8  403 3
95 YER033C ZRG8  163 3
95 YER033C ZRG8  519 2

96 YGL008C PMA1  15 17 22 6
96 YGL008C PMA1  899 911 912 4

98 YJL082W IML2  378 380 383 384 10
98 YJL082W IML2  262 268 3

107 YGL219C MDM34  454 9
107 YGL219C MDM34  29 7
107 YGL219C MDM34  320 321 5

110 YOR153W PDR5 54 58 5
110 YOR153W PDR5  475 3
110 YOR153W PDR5  103 2
110 YOR153W PDR5 51 1

111 YJR048W CYC1 46 53 12
111 YJR048W CYC1  2 1



112 YMR212C EFR3  675 6
112 YMR212C EFR3 564 6
112 YMR212C EFR3  734 735 3
112 YMR212C EFR3  231 1
112 YMR212C EFR3  643 2
112 YMR212C EFR3  771 1

113 YOR136W IDH2  355 359 360 11
113 YOR136W IDH2  153 5
113 YOR136W IDH2  113 1

117 YIL155C GUT2  304 7
117 YIL155C GUT2 103 106 107 109 7
117 YIL155C GUT2  438 1

122 YML072C TCB3 1342 1350 7
122 YML072C TCB3  67 8
122 YML072C TCB3  97 1

123 YML013W UBX2 316 318 9

126 YMR205C PFK2  171 6
126 YMR205C PFK2  163 6

127 YIL105C SLM1 145 6
127 YIL105C SLM1  612 2
127 YIL105C SLM1  533 1
127 YIL105C SLM1  636 1
127 YIL105C SLM1 147 149 150 153 7

133 YJR104C SOD1 26 29 30 39 6
133 YJR104C SOD1 99 6
133 YJR104C SOD1 103 1

140 YKL085W MDH1  196 7
140 YKL085W MDH1 240 242 244 3
140 YKL085W MDH1 306 4
140 YKL085W MDH1  114 2
140 YKL085W MDH1  213 1
140 YKL085W MDH1  44 1
140 YKL085W MDH1  333 1

144 YJL112W MDV1  27 29 31 6
144 YJL112W MDV1  376 7
144 YJL112W MDV1  54 2
144 YJL112W MDV1  358 1
144 YJL112W MDV1  222 1
144 YJL112W MDV1  340 1

151 YKL195W MIA40  372 377 378 10

159 YML078W CPR3  162 167 6
159 YML078W CPR3  99 4

160 YER069W ARG5,6 358 359 7
160 YER069W ARG5,6  279 1



160 YER069W ARG5,6  95 1
160 YER069W ARG5,6  70 1

162 YFL005W SEC4 201 4
162 YFL005W SEC4 204 12

164 YMR110C HFD1  111 9
164 YMR110C HFD1 328 4
164 YMR110C HFD1 483 1
164 YMR110C HFD1 479 1

165 YLR356W YLR356W 112 113 9
165 YLR356W YLR356W 127 129 143 5

168 YHR001W-A QCR10 5 11
168 YHR001W-A QCR10 8 5

182 YGR178C PBP1  451 453 456 4
182 YGR178C PBP1  104 106 7
182 YGR178C PBP1  436 438 4

187 YOR227W HER1 1202 1207 4
187 YOR227W HER1  1082 3
187 YOR227W HER1  277 3
187 YOR227W HER1  1013 3
187 YOR227W HER1  157 2
187 YOR227W HER1  120 1
187 YOR227W HER1  1175 1
187 YOR227W HER1  1192 1

190 YPR002W PDH1  250 6
190 YPR002W PDH1 496 497 4
190 YPR002W PDH1  51 2

194 YIL051C MMF1  25 6
194 YIL051C MMF1  108 5
194 YIL051C MMF1  35 3
194 YIL051C MMF1  86 2
194 YIL051C MMF1  55 1

197 YNR001C CIT1  38 39 41 6
197 YNR001C CIT1 239 4
197 YNR001C CIT1  202 1
197 YNR001C CIT1  462 1

199 YDL181W INH1 26 33 4
199 YDL181W INH1 38 9

204 YGL139W FLC3 687 6

207 YKL027W YKL027W 52 54 8
207 YKL027W YKL027W  122 3

208 YDR256C CTA1  25 26 4
208 YDR256C CTA1  511 513 4



209 YNR016C ACC1  1157 6

213 YPR004C AIM45 76 8
213 YPR004C AIM45  40 6

223 YOL089C HAL9  43 5
223 YOL089C HAL9  118 1

225 YNL315C ATP11  107 109 9

230 YNR002C ATO2 21 2
230 YNR002C ATO2  2 7 11 2
230 YNR002C ATO2  40 1
230 YNR002C ATO2 22 2

231 YML120C NDI1 42 1
231 YML120C NDI1 27 28 33 39 12

234 YBR221C PDB1 140 5
234 YBR221C PDB1  338 4
234 YBR221C PDB1  352 4
234 YBR221C PDB1  282 1

236 YER026C CHO1 46 47 6

237 YER020W GPA2 13 4
237 YER020W GPA2  61 2
237 YER020W GPA2 16 20 3

238 YEL039C CYC7  12 4
238 YEL039C CYC7  57 2

239 YPL226W NEW1  1191 10

243 YLR190W MMR1  157 7
243 YLR190W MMR1  224 3
243 YLR190W MMR1  12 1

249 YPL271W ATP15 32 34 7
249 YPL271W ATP15  52 4

255 YKL150W MCR1  100 6
255 YKL150W MCR1  37 5
255 YKL150W MCR1  278 1

257 YDR430C CYM1  920 11
257 YDR430C CYM1  981 1

270 YLR163C MAS1  237 243 9
270 YLR163C MAS1 20 1

274 YNL052W COX5A 93 3
274 YNL052W COX5A 43 3
274 YNL052W COX5A  23 2
274 YNL052W COX5A 92 2



281 YKL148C SDH1  449 4
281 YKL148C SDH1 523 524 2

282 YKL152C GPM1  116 6

285 YOR176W HEM15  102 8
285 YOR176W HEM15 39 1
285 YOR176W HEM15 55 1

288 YFL038C YPT1 172 174 9

289 YDR148C KGD2  186 8
289 YDR148C KGD2 73 3
289 YDR148C KGD2  227 1
289 YDR148C KGD2 74 3

292 YHR080C YHR080C 109 115 9

296 YER164W CHD1  36 3
296 YER164W CHD1  1302 4
296 YER164W CHD1  1226 1230 2
296 YER164W CHD1  1341 1

297 YJR016C ILV3  554 9
297 YJR016C ILV3  105 1

298 YLR038C COX12  7 5

300 YHR051W COX6 48 4
300 YHR051W COX6 147 5
300 YHR051W COX6 41 1

302 YBR054W YRO2 299 1
302 YBR054W YRO2 301 302 5

303 YGR049W SCM4  152 10

308 YCR028C-A RIM1  134 9
308 YCR028C-A RIM1  107 1
308 YCR028C-A RIM1  14 1

309 YDL164C CDC9  75 6
309 YDL164C CDC9  58 3

311 YDR326C YSP2  505 510 3
311 YDR326C YSP2 596 597 2
311 YDR326C YSP2  518 1
311 YDR326C YSP2  399 1
311 YDR326C YSP2  495 1

318 YOL059W GPD2 72 6
318 YOL059W GPD2 75 4

326 YOR187W TUF1  296 3
326 YOR187W TUF1  378 3
326 YOR187W TUF1  307 3



326 YOR187W TUF1  391 1

328 YNL088W TOP2  1305 1306 1307 1309 1310 1314 4
328 YNL088W TOP2  1250 2

339 YGL023C PIB2  381 3
339 YGL023C PIB2 263 267 2
339 YGL023C PIB2 392 399 1
339 YGL023C PIB2  6 1
339 YGL023C PIB2  165 1
339 YGL023C PIB2 344 1
339 YGL023C PIB2 349 1

340 YOR020C HSP10 29 31 7

343 YDL182W LYS20  395 396 6

344 YEL034W HYP2 2 5

345 YPR155C NCA2  29 7

351 YGR162W TIF4631  163 4
351 YGR162W TIF4631  908 2
351 YGR162W TIF4631  177 2

354 YDR342C HXT7  21 23 25 6

357 YAL056W GPB2  245 248 3
357 YAL056W GPB2  24 3

358 YDR033W MRH1  289 295 6

369 YDL174C DLD1  32 34 36 7

373 YMR221C YMR221C  236 238 7

374 YNL037C IDH1 343 344 345 8

375 YGL187C COX4  112 114 5
375 YGL187C COX4 88 2
375 YGL187C COX4  58 1
375 YGL187C COX4  93 1

376 YKR001C VPS1  599 7

378 YDR298C ATP5 48 4
378 YDR298C ATP5 62 3

381 YMR083W ADH3  26 27 5

385 YPL061W ALD6 261 262 5

391 YKR016W FCJ1  19 6
391 YKR016W FCJ1  113 2

395 YCL009C ILV6  26 6



395 YCL009C ILV6  281 1

399 YHL021C AIM17  129 132 5
399 YHL021C AIM17  431 2
399 YHL021C AIM17  25 1

402 YHR117W TOM71  76 5
402 YHR117W TOM71  96 1

406 YJL096W MRPL49  146 8

409 YBR179C FZO1  75 78 8

413 YML054C CYB2  390 399 4

418 YFR019W FAB1  1712 1713 1718 7

420 YDL207W GLE1  108 6

421 YDR150W NUM1 25 162 519 3
421 YDR150W NUM1  2542 2545 1
421 YDR150W NUM1  2197 1

426 YGR234W YHB1  213 215 6
426 YGR234W YHB1 34 1
426 YGR234W YHB1 37 1

433 YKR071C DRE2 158 5

435 YDL222C FMP45 232 5
435 YDL222C FMP45 235 1

436 YBR039W ATP3  226 4
436 YBR039W ATP3  98 100 2

453 YAL011W SWC3  12 13 4
453 YAL011W SWC3  265 1
453 YAL011W SWC3  523 1

454 YOR188W MSB1  33 3

456 YLL024C SSA2  492 495 5

459 YJL104W PAM16  135 147 4
459 YJL104W PAM16  45 2

463 YDR155C CPR1  145 4

467 YML052W SUR7  301 4
467 YML052W SUR7  221 1

468 YMR129W POM152  45 3
468 YMR129W POM152  69 2

475 YBR140C IRA1  390 4
475 YBR140C IRA1  497 2



485 YGR253C PUP2  251 3
485 YGR253C PUP2  56 3

488 YGR207C YGR207C  34 35 5
488 YGR207C YGR207C  73 1

490 YPR006C ICL2  82 83 87 88 3

495 YNL131W TOM22  20 3
495 YNL131W TOM22 31 2

497 YHR208W BAT1  315 2
497 YHR208W BAT1  293 294 2
497 YHR208W BAT1  26 1
497 YHR208W BAT1  175 1

500 YDR041W RSM10  193 6

503 YOR089C VPS21  181 183 188 3

505 YCL057C-A YCL057C-A  2 13 14 3

512 YNL125C ESBP6  112 4
512 YNL125C ESBP6  635 1

519 YAL001C TFC3  526 5

520 YDR296W MHR1  225 5

528 YJR144W MGM101  87 91 3
528 YJR144W MGM101  71 1
528 YJR144W MGM101  26 1

529 YFR011C AIM13 136 138 4

539 YDR347W MRP1  127 5

540 YMR072W ABF2  132 4
540 YMR072W ABF2  59 1

543 YBL022C PIM1 860 2
543 YBL022C PIM1  902 2
543 YBL022C PIM1  657 1

546 YKL120W OAC1  57 59 5

547 YEL024W RIP1 24 3
547 YEL024W RIP1 26 2

549 YKL187C YKL187C 675 2
549 YKL187C YKL187C 678 1

555 YGL197W MDS3  934 2
555 YGL197W MDS3  770 1
555 YGL197W MDS3 1165 1



555 YGL197W MDS3  618 1

560 YGL073W HSF1  450 3
560 YGL073W HSF1  471 1

561 YDR231C COX20  142 4
561 YDR231C COX20 52 1
561 YDR231C COX20 54 1

566 YAL044C GCV3  39 4

569 YGR181W TIM13 4 5

570 YGR193C PDX1  36 51 2
570 YGR193C PDX1  318 320 2
570 YGR193C PDX1  299 1

583 YML076C WAR1  206 207 3

587 YOL081W IRA2  630 631 3
587 YOL081W IRA2  1018 1

589 YDR377W ATP17 18 1
589 YDR377W ATP17 23 3

596 YMR145C NDE1  265 4

597 YMR224C MRE11  560 2

601 YHR024C MAS2 468 470 471 475 2

602 YDR074W TPS2  890 4

605 YLR295C ATP14  92 4

606 YFR049W YMR31  71 2
606 YFR049W YMR31  11 1

610 YER078C ICP55  216 219 4

615 YDL003W MCD1  263 2
615 YDL003W MCD1  175 2

617 YER155C BEM2  1046 3
617 YER155C BEM2 306 1

618 YER073W ALD5  267 270 3

621 YDR258C HSP78  406 3
621 YDR258C HSP78  303 1

622 YFR015C GSY1  651 655 4

624 YBR037C SCO1  68 4

626 YJL005W CYR1  389 2



626 YJL005W CYR1  548 1
626 YJL005W CYR1 240 1

631 YOR151C RPB2 916 919 3
631 YOR151C RPB2 265 1

641 YIL146C ATG32 195 202 3

645 YBL030C PET9  79 3
645 YBL030C PET9  42 1

648 YGR082W TOM20  87 3
648 YGR082W TOM20  168 1

663 YDL004W ATP16  29 30 3

666 YPL078C ATP4  217 2
666 YPL078C ATP4  39 1

672 YDL048C STP4  354 360 3

681 YDR384C ATO3  4 2

684 YLR305C STT4  470 3

687 YIL129C TAO3  300 1
687 YIL129C TAO3  2352 1
687 YIL129C TAO3  318 1

690 YMR302C YME2  163 167 2
690 YMR302C YME2 46 1

696 YMR286W MRPL33  66 3

698 YGR155W CYS4  350 3

700 YLR419W YLR419W  12 13 2
700 YLR419W YLR419W  1029 1030 1

705 YDR011W SNQ2  80 86 1
705 YDR011W SNQ2  10 1

709 YBR001C NTH2  112 2
709 YBR001C NTH2  430 1

711 YCR005C CIT2  14 15 2
711 YCR005C CIT2  8 1

718 YFL010C WWM1 131 2
718 YFL010C WWM1  78 1

722 YCL005W LDB16  241 3

733 YOR285W RDL1  26 3

734 YLR203C MSS51  51 3



737 YBR081C SPT7  1293 2
737 YBR081C SPT7  88 1

739 YMR193W MRPL24  195 3

746 YCR010C ADY2  47 3

748 YBL064C PRX1  194 2
748 YBL064C PRX1  53 1

750 YGL093W SPC105  380 3

752 YDL126C CDC48  519 2
752 YDL126C CDC48  768 1

761 YJR077C MIR1  109 111 3

765 YHR008C SOD2  139 2
765 YHR008C SOD2  45 1

767 YOR070C GYP1 130 2

779 YLR442C SIR3  454 2

781 YER125W RSP5  145 149 2

783 YPR125W YLH47  71 2

789 YGR159C NSR1  405 2

802 YNL005C MRP7  234 2

810 YOR158W PET123  84 87 2

811 YKL203C TOR2  65 2

812 YKL205W LOS1  406 2

822 YDR061W YDR061W  123 1
822 YDR061W YDR061W  98 1

829 YDR513W GRX2  123 127 2

831 YKL060C FBA1  76 1
831 YKL060C FBA1  313 1

832 YDR219C MFB1  232 238 2

842 YMR060C SAM37  192 2

847 YOR298C-A MBF1  143 2

856 YML042W CAT2  25 1
856 YML042W CAT2  514 1



866 YGL191W COX13  12 2

867 YOR086C TCB1  1147 2

878 YBR269C FMP21  95 2

882 YPL083C SEN54  79 2

884 YDL178W DLD2  74 2

887 YDR036C EHD3  457 1
887 YDR036C EHD3  34 1

888 YMR241W YHM2  147 2

893 YNL104C LEU4  481 1

893 YOR108W LEU9  108 1

895 YDL130W-A STF1  24 2

897 YER015W FAA2  711 1

898 YBR177C EHT1  332 2

900 YBR230C OM14  12 1

902 YGR240C PFK1  895 1

906 YFR044C DUG1  451 1

913 YGR220C MRPL9  204 1

919 YGR132C PHB1  77 1

921 YGR165W MRPS35  282 1

927 YGL129C RSM23  84 1

932 YJR019C TES1  242 1

935 YHR042W NCP1 41 1

941 YIL154C IMP2  58 1

949 YAL035W FUN12  397 1

962 YHR037W PUT2  301 1

968 YPL137C GIP3  1042 1

969 YJL094C KHA1  525 1

972 YDR141C DOP1  244 1

974 YNL009W IDP3  77 1



993 YLR105C SEN2  116 1

997 YDR511W ACN9  27 1

1001 YPR095C SYT1  399 1

1007 YAL019W FUN30  6 1

1011 YPL215W CBP3  44 1

1012 YKL040C NFU1  28 1

1018 YAL048C GEM1  54 1

1019 YKR085C MRPL20  91 1

1021 YKL087C CYT2  111 1

1027 YEL037C RAD23  139 1

1029 YPL082C MOT1  243 1

1032 YNL227C JJJ1  504 1

1034 YJR113C RSM7  82 1

1036 YKR036C CAF4  403 1

1037 YDR508C GNP1  124 1

1040 YMR267W PPA2  35 44 50 1

1046 YKR027W BCH2  568 1

1047 YDR462W MRPL28  50 1

1048 YJR091C JSN1  913 1

1064 YOR090C PTC5  484 1

1071 YPL036W PMA2 110 1

1076 YPR083W MDM36  404 1

1080 YIL022W TIM44  288 1

1084 YLL013C PUF3  207 1

1085 YFL018C LPD1  418 1

1094 YLR270W DCS1  66 1

1095 YMR152W YIM1  25 1

1096 YJR089W BIR1  508 1



1100 YDR032C PST2  43 1

1103 YMR024W MRPL3 114 1

1105 YLR454W FMP27 1142 1

1109 YML128C MSC1  415 417 1
²

1114 YER080W AIM9  410 1

1115 YOL071W EMI5  159 1

1117 YIL070C MAM33  76 1

1119 YER086W ILV1  498 1

1121 YPL262W FUM1 124 1

Supplemental data S4: List of the 670 mitochondrial phosphorylation sites identified in at least one 
sample

Position of the phosphorylated amino acids were determined from precursor proteins. When the position of 
the phosphorylated residue is ambiguous, the different possibilities are noted. Reproducibility specifies in 
how many biological samples the phosphosite has been detected.
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Supplemental data S5: Reproducibility of the 670 mitochondrial phosphorylation sites 
identified in at least one sample

Reproducibility specifies in how many biological samples the phosphosite has been detected.



ORF Gene Metabolic pathway
Peptide 

accession Reproducibility Phosphorylation site
Bibliographic 

references

YMR072W ABF2 ; H1M1 cell cycle and DNA processing pep2072 9 S132*

YBL015W ACH1 Lipid metabolism pep557 12 T241 ou S247

YBL015W ACH1 Lipid metabolism pep558 6 S397**

YLR304C ACO1, GLU1 amino acid metabolism pep223 6 S298**

YLR304C ACO1, GLU1 amino acid metabolism pep222 9 S391 29

YLR304C ACO1, GLU1 amino acid metabolism pep221 12 T18

YLR304C ACO1, GLU1 amino acid metabolism pep225 12 S556

YLR304C ACO1, GLU1 amino acid metabolism pep226 11 S37

YLR304C ACO1, GLU1 amino acid metabolism pep227 12 S549

YLR304C ACO1, GLU1 amino acid metabolism pep229 12 S83

YLR304C ACO1, GLU1 amino acid metabolism pep230 12 S20

YKL192C ACP1 Lipid metabolism pep660 12 S41

YMR083W ADH3 Energy pep1740 12 T27 ou S26

YFR011C AIM13 unknown pep2047 8 S138

YHL021C AIM17, FMP12 unknown pep1786 12 S129 ou S132

YHL021C AIM17, FMP12 unknown pep1787 8 S431

YPR004C AIM45 Energy pep1276 11 S40

YPR004C AIM45 Energy pep1275 12 S76*

YOR374W ALD4, ALD7, ALDH2 Energy pep138 10 S96 ou S99* 29

YOR374W ALD4, ALD7, ALDH2 Energy pep140 12 S500* 21; 29

YOR374W ALD4, ALD7, ALDH2 Energy pep135 12 S269 ou T272

YOR374W ALD4, ALD7, ALDH2 Energy pep136 9 T220 ou S219

YOR374W ALD4, ALD7, ALDH2 Energy pep142 11 T172

YOR374W ALD4, ALD7, ALDH2 Energy pep146 10 S175

YOR374W ALD4, ALD7, ALDH2 Energy pep145 8 S155*

YER073W ALD5, ALD3, ALDH5 Energy pep2213 9 T270 ou S267

YPL061W ALD6, ALDH1 Energy pep1747 8 S262 29

YER069W ARG5,6 amino acid metabolism pep1069 9 S359* 29

YLR356W ATG33 cell cycle and DNA processing pep1087 7 S127 ou S129 ou T143



YLR356W ATG33 cell cycle and DNA processing pep1086 12 S112 ou S113*

YBL099W ATP1 Energy pep127 12 S178 21; 29

YBL099W ATP1 Energy pep131 12 S57 21

YBL099W ATP1 Energy pep125-1 12 T43

YBL099W ATP1 Energy pep125-2 12 S47

YBL099W ATP1 Energy pep129 12 T38 ou S37

YNL315C ATP11 mitochondria biogenesis pep1304 12 S107 ou S109 29

YLR295C ATP14 Energy pep2189 12 T92

YPL271W ATP15 Energy pep1378 8 T52 21

YPL271W ATP15 Energy pep1377 12 S34*

YDL004W ATP16 Energy pep2289 11 S29 ou S30

YDR377W ATP17 Energy pep2166 10 S23

YJR121W ATP2 Energy pep132-2 12 S39

YJR121W ATP2 Energy pep134-1 8 S299

YJR121W ATP2 Energy pep132-1 12 T40*

YJR121W ATP2 Energy pep132-3 10 T43*

YJR121W ATP2 Energy pep132-4 12 S35*

YBR039W ATP3 Energy pep1877 11 S226

YPL078C ATP4 Energy pep2293 10 S217*

YDR298C ATP5 Energy pep1733 12 S48 21

YKL016C ATP7 Energy pep400-1 12 S109

YKL016C ATP7 Energy pep400-2 12 S112

YKL016C ATP7 Energy pep401-1 9 S31

YKL016C ATP7 Energy pep401-2 11 S25

YHR208W BAT1, ECA39, TWT1 amino acid metabolism pep1994 8 T315* 29

YHR208W BAT1, ECA39, TWT1 amino acid metabolism pep1993 4 S26**

YML042W CAT2 Lipid metabolism pep2564 3 S25**

YML042W CAT2 Lipid metabolism pep2565 4 S514**

YJR060W CBF1, CEP1, CP1, CPF1 amino acid metabolism pep649 11 T138 ou S156 29

YPL215W CBP3 Mitochondria biogenesis pep2728 3 S44**

YDL126C CDC48 mitochondria biogenesis pep2429 11 S768

YDL164C CDC9 cell cycle and DNA processing pep1539 8 S75 29



YDL164C CDC9 cell cycle and DNA processing pep1540 8 S58 29

YGR207C CIR1 energy pep1977 9 T34 ou S35

YNR001C CIT1, GLU3, LYS6 Energy pep1209 5 T239**

YNR001C CIT1, GLU3, LYS6 Energy pep1208 11 S38 ou S39

YNR001C CIT1, GLU3, LYS6 Energy pep1210 10 S41

YCR005C CIT2 Energy pep2367 3 S8**

YCR005C CIT2 Energy pep2366 4 S14 ou Y15**

YBL045C COR1, QCR1 Energy pep490 11 S94 ou S95 ou S98 

YBL045C COR1, QCR1 Energy pep492-2 11 S135

YBL045C COR1, QCR1 Energy pep495 12 T24

YBL045C COR1, QCR1 Energy pep491 2 S247*

YBL045C COR1, QCR1 Energy pep498-1 6 T172**

YLR038C COX12 Energy pep1513 12 S7

YDR231C COX20 mitochondria biogenesis pep2119 12 S142 29

YGL187C COX4 Energy pep1729 4 T58**

YNL052W COX5A Energy pep1442-1 9 S92

YNL052W COX5A Energy pep1442-2 10 S93

YHR051W COX6 Energy pep1515 8 S147

YDR155C CPR1, CPH1, CYP1, SCC1 protein fate pep1931 12 S145 29

YML078W CPR3, CYP3 protein fate pep1066 11 S167 ou S162

YML078W CPR3, CYP3 protein fate pep1067 10 S99

YML054C CYB2 Energy pep1823 5 T390**

YEL039C CYC7 Energy pep1344 6 S57**

YDR430C CYM1, MOP112 protein fate pep1402 12 S920 29

YJL005W CYR1 cellular communication / signal transduction pep2224 5 T389** 29

YGR155W CYS4 amino acid metabolism pep2345 6 S350** 29

YDL174C DLD1, DLD Energy pep1714 11 S36 ou T34 ou T32

YDL178W DLD2, AIP2 Energy pep2598 9 S74

YMR031C EIS1 Unknown pep53 8 S775 11

YMR031C EIS1 Unknown pep41 8 T720

YMR031C EIS1 Unknown pep43 11 S19 + S27



YMR031C EIS1 Unknown pep46 11 S19 

YMR031C EIS1 Unknown pep47 10  S179 or T181 or S182

YMR031C EIS1 Unknown pep38 11 S763*

YMR031C EIS1 Unknown pep39 12 S130 ou T132*

YML008C ERG6 Lipid metabolism

pep625 10

S375 + T377
ou S375 + S378
ou S375 + T382 
ou S375 + T373

YML008C ERG6 Lipid metabolism pep626 10 S29

YML008C ERG6 Lipid metabolism pep627 12 T373 ou S375 ou T377 ou T382

YBR026C ETR1, MRF1, MRF1 Energy pep647 11 S12 ou S10

YBR026C ETR1, MRF1, MRF1 Energy pep643 11 S135 ou S136 ou S137*

YKR016W FCJ1, AIM28, FMP13 Mitochondria biogenesis pep1761 5 S113**

YKR016W FCJ1, AIM28, FMP13 mitochondria biogenesis pep1760 10 S19

YBR179C FZO1 mitochondria biogenesis pep1814 11 S75 ou S78

YAL056W GPB2 cellular communication / signal transduction pep1681 5 S24** 29

YOL059W GPD2, GPD3 Lipid metabolism pep1575 10 S72 ou S75 11; 29

YKL152C GPM1 C-compound and carbohydrate metabolism pep1469 10 S116** 11; 29

YIL155C GUT2 Energy pep851 10 S304

YIL155C GUT2 Energy pep583 2 T438**

YOR176W HEM15 metabolism of vitamins, cofactors, and prosthetic groups pep1474 12 S102

YOR227W HER1 unknown pep1166 5 S1013** 29

YOR227W HER1 unknown pep1165 3 S1192 **

YOR227W HER1 unknown pep1163 7 S157**

YMR110C HFD1 Lipid metabolism pep1083 12 S111 29

YOR020C HSP10, CPN10 protein fate pep1637 11 S31 ou T29 29

YLR259C HSP60, MIF4 cell rescue, defense and virulence pep426 5 Y495**

YLR259C HSP60, MIF4 cell rescue, defense and virulence pep423 8 T377 ou T379**

YLR259C HSP60, MIF4 cell rescue, defense and virulence pep424 10 S485 29

YLR259C HSP60, MIF4 cell rescue, defense and virulence pep427 9 S185

YDR258C HSP78 cell rescue, defense and virulence pep2217 11 S406 29

YFR053C HXK1, HKA C-compound and carbohydrate metabolism pep726 12 S15 11; 29



YEL034W HYP2, TIF51A protein synthesis pep1645 9 S2* 29

YPR006C ICL2 C-compound and carbohydrate metabolism pep1981 4 T82 or S83 or S87 or S88**

YER078C ICP55 protein fate pep2197 9 S216 ou S219

YNL037C IDH1 Energy pep1726 8 S343 ou S344 ou S345

YOR136W IDH2 Energy pep836 9 S113 29

YOR136W IDH2 Energy pep835 12 S360 ou T355 ou S359

YER086W ILV1 amino acid metabolism pep2836 8 S498

YMR108W ILV2, SMR1 amino acid metabolism pep515 9 T466

YMR108W ILV2, SMR1 amino acid metabolism pep516 10 T277 ou S270 ou S278

YMR108W ILV2, SMR1 amino acid metabolism pep518 9 S386

YMR108W ILV2, SMR1 amino acid metabolism pep513 12 S47*

YMR108W ILV2, SMR1 amino acid metabolism pep517 5 S52**

YJR016C ILV3 amino acid metabolism pep1511 12 S554 29

YLR355C ILV5 amino acid metabolism pep479 12 S360 29

YLR355C ILV5 amino acid metabolism pep480 12 S317

YLR355C ILV5 amino acid metabolism pep481 11 S215 ou S216

YLR355C ILV5 amino acid metabolism pep482 11 S205

YCL009C ILV6 amino acid metabolism pep1776 10 S26

YDL181W INH1 Energy pep1217-1 11 S38

YDL181W INH1 Energy pep1217-2 9 S33*

YBR140C IRA1 cellular communication / signal transduction pep1954 4 S497** 29

YIL125W KGD1, OGD1 Energy pep570 12 S910 29

YIL125W KGD1, OGD1 Energy pep568 12 S988 ou S995

YIL125W KGD1, OGD1 Energy pep569 12 T453 ou S457

YIL125W KGD1, OGD1 Energy pep571 9 S530

YDR148C KGD2 Energy pep1482 8 S186

YDR148C KGD2 Energy pep1483 7 S227

YNL071W LAT1, ODP2, PDA2 Energy pep267 12 S368

YNL071W LAT1, ODP2, PDA2 Energy pep271 12 T133 ou S134 ou T135

YNL071W LAT1, ODP2, PDA2 Energy pep273 12 S165

YNL071W LAT1, ODP2, PDA2 Energy pep279 11 S190

YOR142W LSC1 Energy pep338 12 S184 ou T186 21

YOR142W LSC1 Energy pep339 12 S285 ou S292



YGR244C LSC2 Energy pep195 12 S263 29

YGR244C LSC2 Energy pep197 12 S102 29

YGR244C LSC2 Energy pep196 3 S193

YPL004C LSP1 cell rescue, defense and virulence pep64 12 T14 ou S16 ou S26 ou S27 29

YPL004C LSP1 cell rescue, defense and virulence pep65 8 S77

YPL004C LSP1 cell rescue, defense and virulence pep67 12 S40 ou S41

YPL004C LSP1 cell rescue, defense and virulence pep74 12 S59

YIL094C LYS12, LYS10, LYS11 amino acid metabolism pep718 9 S107 ou S108

YIL094C LYS12, LYS10, LYS11 amino acid metabolism pep712 12 T146*

YIL094C LYS12, LYS10, LYS11 amino acid metabolism pep715 9 S23*

YLR163C MAS1, MIF1 protein fate pep1434 12 S237 ou S243 29

YHR024C MAS2, MIF2 protein fate pep2185 11 S468 ou S470 ou S471 ou S475

YKL150W MCR1 Energy pep1398 12 S100

YKL150W MCR1 Energy pep1399 7 S37**

YKL085W MDH1 Energy pep973 10 S213

YKL085W MDH1 Energy pep975 8 S240 ou T242 ou S244

YGL197W MDS3 unknown pep2108 4 S618** 29

YJL112W MDV1, FIS2, GAG3, NET2 Mitochondria biogenesis pep993 8 S27 or S29 or T31**

YJL112W MDV1, FIS2, GAG3, NET2 mitochondria biogenesis pep995 8 S376 29

YJR144W MGM101, MGM9 cell cycle and DNA processing pep2045 12 T26

YDR296W MHR1, XTC1 cell cycle and DNA processing pep2029 12 S225

YKL195W MIA40,  TIM40 protein fate pep1028 10 S372 ou S377

YIL051C MMF1 amino acid metabolism pep1200 11 S25

YIL051C MMF1 amino acid metabolism pep1203 11 S35

YCL057C-A MOS1 mitochondria biogenesis pep2006 12 S12 ou T13

YDR033W MRH1 cell rescue, defense and virulence pep1682 9 S289 ou T295 21; 29

YDR347W MRP1 protein synthesis pep2071 10 S127

YNL005C MRP7, MRPL2 protein synthesis pep2488 9 S234

YMR193W MRPL24, MRPL14 protein synthesis pep2412 7 S195

YMR286W MRPL33 protein synthesis pep2342 7 S66

YJL096W MRPL49 protein synthesis pep1806 12 S146

YLR203C MSS51 mitochondria biogenesis pep2402 8 S51



YPR155C NCA2 mitochondria biogenesis pep1646 11 S29 29

YMR145C NDE1, NDH1 Energy pep2176 9 S265

YML120C NDI1 Energy pep1322-1 11 S27

YML120C NDI1 Energy pep1322-2 8 S33

YKL120W OAC1, PMT, PMT1 transport pep2090 9 S57 ou S59

YIL136W OM45 unknown pep154 12 T207* 29

YIL136W OM45 unknown pep155 11 S94

YIL136W OM45 unknown pep156 11 S324

YIL136W OM45 unknown pep157 8 S37 ou S48

YIL136W OM45 unknown pep160 11 S78

YJL104W PAM16, TIM16 protein fate pep1921 9 S135 ou S147

YER178W PDA1 Energy pep0 12 (Y309 ou) S313 11; 21; 29

YER178W PDA1 Energy pep2 12 S166

YBR221C PDB1 Energy pep1330 11 S140

YBR221C PDB1 Energy pep1332 8 T352

YBR221C PDB1 Energy pep1331 11 T338*

YPR002W PDH1 C-compound and carbohydrate metabolism pep1180 8 S496 ou S497

YPR002W PDH1 C-compound and carbohydrate metabolism pep1179 8 S250**

YPR002W PDH1 C-compound and carbohydrate metabolism pep1181 4 T51**

YOR153W PDR5 transport pep821 5 S58** 29

YGR086C PIL1 cell rescue, defense and virulence pep60 12 S45 29

YGR086C PIL1 cell rescue, defense and virulence pep63 12 T14 ou S16 ou S26 29

YGR086C PIL1 cell rescue, defense and virulence pep68 12 S41 29

YGR086C PIL1 cell rescue, defense and virulence pep69 11 S163 29

YGR086C PIL1 cell rescue, defense and virulence pep66 12 S230 ou T233 21; 29

YGR086C PIL1 cell rescue, defense and virulence pep71 12 S138

YBL022C PIM1, LON protein fate pep2081 10 S902*

YGL008C PMA1 Energy pep747 9 S17

YNL055C POR1, OMP2, VDAC1 transport pep201 12 S2 ou Y6 ou S7 ou S10 29

YNL055C POR1, OMP2, VDAC1 transport pep204 8 S109 21; 29

YNL055C POR1, OMP2, VDAC1 transport pep202 12 S230

YNL055C POR1, OMP2, VDAC1 transport pep203 11 S238 ou S240



YNL055C POR1, OMP2, VDAC1 transport pep206 12 S101 ou T103

YNL055C POR1, OMP2, VDAC1 transport pep211 11 S55

YNL055C POR1, OMP2, VDAC1 transport pep205 10 S215*

YGR253C PUP2 Protein fate pep1972 8 S56** 29

YHR001W-A QCR10 Energy pep1092-1 12 S5

YHR001W-A QCR10 Energy pep1092-2 12 S8

YPR191W QCR2, COR2, UCR2 Energy pep654 11 S334

YCR028C-A RIM1 cell cycle and DNA processing pep1536 12 S134

YEL024W RIP1 Energy pep2091-2 12 S24*

YDR041W RSM10 protein synthesis pep2000 12 S193 29

YER125W RSP5, MDP1, NPI1 protein fate pep2461 8 S145 ou S149

YDR233C RTN1 unknown pep280 12 T225 ou S232 29

YDR233C RTN1 unknown pep281 11 S206

YMR060CSAM37, MAS37, PET3027, TOM37 protein fate pep2543 9 S192

YGR049W SCM4 unknown pep1522 12 S152*

YBR037C SCO1 mitochondria biogenesis pep2221 11 S68

YKL148C SDH1,  SDHA Energy pep1467 12 S524*

YKL148C SDH1,  SDHA Energy pep1468 4 S449**

YLL041C SDH2, SDH, SDHB Energy pep720-3 12 T30 ou T28

YLL041C SDH2, SDH, SDHB Energy pep720-1 9 T21ou T23*

YLL041C SDH2, SDH, SDHB Energy pep720-2 9 T24*

YFL005W SEC4, SRO6 cellular communication / signal transduction pep1078 12 S204 ou S201 29

YFL005W SEC4, SRO6 cellular communication / signal transduction pep1079 9 S201 +S204*

YBR263W SHM1, SHMT1 amino acid metabolism pep1120 10 T210 ou S211 ou S214

YBR263W SHM1, SHMT1 amino acid metabolism pep1121 11 S164 ou T166 ou S169

YIL105C SLM1 biogenesis of cellular components pep903 12
S145 ou T147 ou T149 ou S150 ou 

S153 29

YIL105C SLM1 biogenesis of cellular components pep906 9 S145 29

YIL105C SLM1 biogenesis of cellular components pep904 11 S612

YJR104C SOD1 cell rescue, defense and virulence pep933-1 12 S26 29



YJR104C SOD1 cell rescue, defense and virulence pep933-2 11 S39 29

YJR104C SOD1 cell rescue, defense and virulence pep934 10 S99 29

YLL024C SSA2 protein fate pep1915 11 (T492 ou) S495

YJR045C SSC1 protein fate pep409 8 S450 ou T457

YJR045C SSC1 protein fate pep406 12 S177

YJR045C SSC1 protein fate pep407 12 T64*

YJR045C SSC1 Protein fate pep411 5 S61**

YML052W SUR7 unknown pep1940 5 S221**

YKL027W TCD2 metabolism of vitamins, cofactors and prosthetic groups pep1258 9 S52 ou T54

YJL052W TDH1 Energy pep322 12 S201 ou S207 ou S208 ou T209

YJL052W TDH1 Energy pep324 7 T199**

YGR162W TIF4631 protein synthesis pep1662 4 S908** 29

YGR162W TIF4631 protein synthesis pep1663 3 T177**

YNL131W TOM22 protein fate pep1987 7 S31

YNL121C TOM70 protein fate pep235 12 S174 29

YNL121C TOM70 protein fate pep236 7 T232

YNL121C TOM70 protein fate pep239 9 S78*

YNL121C TOM70 Protein fate pep233 5 T228 + ( T230 or T232)**

YNL121C TOM70 Protein fate pep238 5 S596**

YHR117W TOM71 Protein fate pep1797 8 S76**

YHR117W TOM71 Protein fate pep1796 4 S96**

YOR187W TUF1 protein synthesis pep1596 8 T296*

YPL186C UIP4 unknown pep182 7 S185** 21

YKR001C VPS1 transport pep1731 12 S599* 29

YFL010C WWM1 cell rescue, defense and virulence pep2377 3 S131**

YHR135C YCK1 protein fate pep434 12 S485 ou S493 29

YHR135C YCK1 protein fate pep437 12 S523 ou S527 29

YHR135C YCK1 protein fate pep436 9 S507

YDR061W YDR061W pep2518 8 S123

YPR125W YLH47 unknown pep2463 6 S71**



YFR049W YMR31 protein synthesis pep2191 8 S11

YOR020W-A YOR020W-A unknown pep729 12  S56 or S57 or S59

YFL038C YPT1 transport pep1481 9 S174 ou S172 29

YDR326C YSP2 unknown pep1550 3 S399**

YOL109W ZEO1 cell rescue, defense and virulence pep13 12 S89* 29

YOL109W ZEO1 cell rescue, defense and virulence pep31 10 S40 21; 29

YOL109W ZEO1 cell rescue, defense and virulence pep6 12 S25 21; 29

YOL109W ZEO1 cell rescue, defense and virulence pep12 12 T49* 21; 29

YOL109W ZEO1 cell rescue, defense and virulence pep4 12 T10*

YER033C ZRG8 unknown pep733 4 S403** 29

YER033C ZRG8 unknown pep736 6 S163**

YER033C ZRG8 unknown pep737 6 S519** 

Supplemental data S6: List of the 289 mitochondrial phosphorylation sites reproducibly quantified in 1, 2 or 3 conditions and comparison with literature

Position of the phosphorylated amino acids was determined from precursor proteins.
Phosphorylation sites displaying a significant quantitative variation were noted with 1 asterisk and those displaying a consistent qualitative variation were noted with 2. The others were 
reproducibly quantified in the 3 growth conditions and their level of phosphorylation didn't vary according to the substrate. Reproducibility specifies in how many biological samples the 
phosphopeptide has been quantified.



0

20

40

60

80

100

120

1 2 3 4 5 6 7 8 9 10 11 12

Number of samples containing the quantified phosphopeptides

N
u

m
b

er
 o

f p
h

o
sp

h
o

p
ep

tid
es

Supplemental data S7: Reproducibility of the 289 mitochondrial phosphorylation sites 
quantified in 1, 2 or 3 conditions

Reproducibility specifies in how many biological samples the phosphopeptide has been 
quantified.
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Supplemental data S8: Mitochondrial phosphopeptides whose phosphorylation level 
significantly vary according to the growth conditions. 
 
For each phosphopeptide, three box plots were shown: the lower box plot on the left side 
show the variation of the phosphopeptide before normalization by the protein level which 
abundance variation is presented nearby. The upper boxplot show the variation of the 
phosphopeptide after normalization by the protein level. 
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Supplemental data S9: Mitochondrial phosphopeptides whose phosphorylation level 
have no significant variation according to the growth conditions. 
 
For each phosphopeptide, three box plots were shown: the lower box plot on the left side 
show the variation of the phosphopeptide before normalization by the protein level which 
abundance variation is presented nearby. The upper boxplot show the variation of the 
phosphopeptide after normalization by the protein level. 
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